(400/104) 

RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al., 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al., 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single- stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al., 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al., 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al., 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al., 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al., 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 2 1 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et ah, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 2 1 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 '-terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5 '-end of the siRNA guide sequence rather than the 3 '-end of 
the guide sequence (Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 '-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al., International PCT Publication No. WO 00/44914, and 
Beach et al., International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al. 9 Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2'-amino or 2'-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 
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However, Kreutzer et al. similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al., 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al., 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et ah, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-dcvwed gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al., International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

10 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3 '-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5' -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al., 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al., supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

15 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3 '-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5 '-end of said antisense region. The 3 '-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 



W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3 '-end, the 5 '-end, or both of 
the 3' and 5'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5'-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula III : 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 amino adenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula III can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3 '-end, the 5 -end, or both of the 3' and 5 '-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5 '-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g. , 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3 '-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or III, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3-3', 3'-2', 2'-3', or 5'-5' configuration, such as at the 3'-end, the 5'- 
10 end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

X P Y 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 '-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3'-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5 '-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 -end, 
the 5 '-end, or both of the 3'- and 5 '-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5 '-end, or both of the 3'- and 5 '-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 

15 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5 '-end, or both of the 3'- and 5 '-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2'-5' 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3 '-end, the 5'- 
end, or both of the 3'- and 5'-ends of one or both siNA sequence strands. In addition, the 
2'-5' internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2 -nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 '-terminal overhangs, such as 3 '-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3 '-terminal overhangs, such as 3 '-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one {e.g. , 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g. , 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, R10, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl- S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3 -end, the 5 '-end, or both of the 3' and 5 '-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3 -end, the 5 '-end, or both of the 3' and 5 '-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 '-end or the 5 '-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3-2', 2'-3', or 5'-5' configuration, such as at the 
3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g. , 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3'-terminal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3'-terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3- 
end, the 5 '-end, or both of the 3' and 5 -ends of the sense region. The sense region 
optionally further comprises a 3 f -terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more 2'- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5'-end, or both of the 3' and 5'-ends of the sense region. The sense region optionally 
further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 

15 both of the 3' and 5'-ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2 '-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxy ethyl nucleotides, 4'-thionucleotides, and 2 '-O-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxy ethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally further comprises a 3 '-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2 ' -deoxy-2 ' -chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 '-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 '-end and 5 '-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al., 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol. Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 775:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 52:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al., Nucleosides & Nucleotides 1991, 70:287; Jschke et al., 
Tetrahedron Lett. 1993, 54:301; Ono et al, Biochemistry 1991, 50:9914; Arnold et al., 
International Publication No. WO 89/02439; Usman et al., International Publication No. 
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WO 95/06731; Dudycz et aL, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 775:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2' -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2' -OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3 '-terminal phosphate group (e.g., a 2', 3' -cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 f -0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3 '-end, the 5'-end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3 '-end, the 5 -end, or both of the 3' and 5 '-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
10 such as a 5' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2 T -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting, or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non- limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 '-protecting group, 
for example, a 5'-0-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,111 ,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non- limiting examples of 
15 such conjugates are described in Vargeese et al. f U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al., 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et aL, 2002, RNA, 8, 
842-850; Reinhart et aL, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al. 9 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2'-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a T- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2'-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre -transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et aL, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et aL, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non- limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al. f 1987, CSH Symp. Quant. Biol. LII pp. 123-133; Frier et al., 1986, Proc. Nat. Acad. 

25 Sci. USA 83:9373-9377; Turner et aL 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et ai, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3' -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3' -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non- limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non- limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3 -terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2 f -0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein the two terminal 
3 '-nucleotides are optionally complementary to the target RNA sequence, and having one 
3 '-terminal phosphorothioate internucleotide linkage and four 5 '-terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 '-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein the two terminal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 '-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 f -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 



69 



(400/104) 

messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3 -3'] -inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-3']-3'- 
deoxyribonucleotide; (4) [5'-3'] -ribonucleotide; (5) [5'-3']-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3 '-5'] -3 '-deoxyribonucleotide; (8) [3 '-3'] -deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#3 0444/3 0445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293 T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293 T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3' -terminal phosphorothioate intemucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non- limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
10 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non- limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 10 18/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non- limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31310/3131 1), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten- fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al., 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al., 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

1 5 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 2 1 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 '-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 '-end of the siRNA guide sequence rather than the 3 '-end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al., 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5 '-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al., 1997, Methods Mol. Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 '-end, and phosphoramidites at the 3 '-end. In a non- limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jumol scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2'-deoxy-2'- 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 ^imol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 jiL of 0.1 1 
M = 6.6 (jmol) of 2'-0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 jaL of 0.25 M = 15 jimol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5-hydroxyl. A 22-fold excess (40 jiL of 0.11 M = 4.4 pmol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 jjL of 0.25 M = 
10 jumol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% Af-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/ 10% 2,6-lutidine in THF (ABI); and oxidation solution is 16.9 mM I2, 49 mM 

pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol. Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non- limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2-O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jimol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 pi of 0.11 M = 6.6 (imol) of 2-O-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 juL of 0.25 M = 15 jumol) 
can be used in each coupling cycle of 2'-0-methyl residues relative to polymer-bound 5'- 
hydroxyl. A 66-fold excess (120 jiL of 0.1 1 M = 13.2 jimol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 juL of 0.25 M = 30 jimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5'- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 

pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 
20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one -pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jiL of a solution of 1.5 mL N-methylpyrrolidinone, 750 jiL 
TEA and 1 mL TEA-3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1.5 M NH^HCO;. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 

loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et aL, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et aL, 1992, Science 256, 9923; Draper et aL, International PCT publication No. 
WO 93/23569; Shabarova et aL, 1991, Nucleic Acids Research 19, 4247; Bellon et aL, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et aL, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2'-<3-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Sen 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al., International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2'-fluoro, 2 , -<3-methyl, 2'-0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al., 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al., International Publication PCT No. 
WO 92/07065; Perrault et al. Nature, 1990, 344, 565-568; Pieken et al. Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al., 1995, J. Biol. Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al., U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al., USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al., 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4-C 
methylene bicyclo nucleotide (see for example Wengel et al., International PCT 

30 Publication No. WO 00/66604 and WO 99/14226). 



83 



(400/104) 

In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2-fluoro, 2'-amino, 2'-0-amino, 
2'-C-allyl, 2 f -0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
{e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al., U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-terminus (5'-cap) or at the 3'- 
terminal (3'-cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; ^/zreo-pentofuranosyl nucleotide; 
acyclic 3',4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3-3 -inverted nucleotide moiety; 3-3 '-inverted abasic 
moiety; 3 -2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3'-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4', 5 '-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4'-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1 ,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
r/zreo-pentofuranosyl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5'-5'-inverted nucleotide moiety; 5'-5'- 
inverted abasic moiety; 5'-phosphoramidate; 5'-phosphorothioate; 1 ,4-butanediol 
10 phosphate; 5'-amino; bridging and/or non-bridging 5'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the l'-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 

N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 orN(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1' position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al., International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al., 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
88 



(400/104) 



limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et aL, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at r position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et aL, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the l f position, see for example Adamic et aL, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of P-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I-VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or T-O- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et aL, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf- life, half- life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol. Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Corny et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al., 1998, Mol. Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol. Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutical^ acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non- limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 

15 al, 1999, FEBSLett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al., 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al., 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull. 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al., Science 1995, 267, 1275-1276; Oku et al., 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol. 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient . 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

1 5 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et al., 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20, 4581-9; Sarver^a/., 1990 Science, 247, 1222-1225; 
Thompson <^ a/., 1995, Nucleic Acids Res., 23, 2259; Good e£ a/., 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol. 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol III based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et aL, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et aL, 2002, Nature Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region {e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3 '-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl. Acad. Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et aL, 1993, Methods EnzymoL, 217, 47-66; Zhou et aL, 1990, Mol. 
Cell. Biol., 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabete^a/., 1992, Antisense Res. Dev., 2,3-15; Ojwang et aL, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10802-6; Chen et aL, 1992, Nucleic Acids Res., 20, 4581-9; Yu et aL, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et aL, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl. Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al., supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Then, 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 -terminal dimethoxytrityl (5-O-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'-0-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a C18 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIPA) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5'-0-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half- life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2\iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time -points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time -points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3 : Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 '-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non- limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5 : RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'— 0— methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3' -end stabilization chemistries, 
including 3' -glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
15 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5 ' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3' -terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3' -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3' -terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8 : Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3 '-O-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al., US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et aL, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 

target RNA is 5'-32p_ e nd labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 

example 20nM) and cationic lipid (e.g., final concentration 2]ug/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcycler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3 '-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 jul reactions consisting of 10 jllI total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 |tiM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et aL, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909; Shweiki et aL 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et aL, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et aL, 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et aL, 1993 
Diabetologia 36: 282-291; Pandey et aL 1995 supra; Zieche et aL, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et aL, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL, 
1994 Cell 79: 315-328; Senger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et aL, 1994 Cancer Res. 54: 4233-4237; Kim et aL, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 

Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 form prior to injection. Upon subcutaneous administration at body temperature, the 

Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 

or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 

Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 

however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 

are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 {i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 

co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et ah, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 |uM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

15 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 ^M in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 hG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 \iGI\iL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 ng/jiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 

duplexed siNA. For the 20jig/eye treatment, 6 jiLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 )Lim pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 jliL of 75 juM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et al. 9 supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 jam OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 p,L/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 

activity. Following treatment, animals were warmed on a heating pad at 37°C. 
Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood- filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angio genesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2 ' -fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

15 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |xl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 jal/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control) . 

Example 1 5 : RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293 T cells. 293 T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 



127 



(400/104) 



the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 |ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3' -terminal dithymidine caps (RPI#3 1 003/3 1 079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5 ' 
5 and 3' -terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jLil/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jol/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^tl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1018/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 2 1 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 |ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pi/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#31310/3131 1), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 
25 example GenBank Accession No. AF 100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC 001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 

example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5' -Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM 067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM 005228, 
NM 004448, NM 001982, and NM 005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM 005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM 0 15620), RAS (for example GenBank Accession 
No. NM 004283), RAF (for example GenBank Accession No. XM 033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM 003219), CLCA1 (for example GenBank Accession No. NM 001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules {i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
ofmRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 

A. 2.5 nmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time DNA 


Wait Time 2 -cj-metnyl 


111.!! TI^»*»*OM A 

Wait Time RNA 














Phosphoramidites 


6.5 


163 uL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 |jl_ 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 ml_ 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 ml_ 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


1 00 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 nmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 














Phosphoramidites 


15 


31 uL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 uL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 uL 


5 sec 


5 sec 


5 sec ; 


A/-Methyl 
Imidazole 


1245 


124 uL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 uL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 uL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 uL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C. 0.2 |umol Synthesis Cycle 96 well Instrument 



Reagent 


Equivalents: DNA/ 
2'-0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2 -0- 
methyl 


Wait Time* Ribo 














Phosphoramidites 


22/33/66 


40/60/120 uL 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 uL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 uL 


10 sec 


10 sec 


10 sec 


A/-Methyl 
Imidazole 


502/502/502 


50/50/50 uL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 uL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 uL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 uL 


NA 


NA 


NA 



• Wait time does not include contact time during delivery. 



• Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



liSiBipi 


llliiliiSiiiilii 




Stock VEGF 


llililiiiiSii 


Ilifiltiiitl 


iilK^ilil 


liilMttiill 




















jlllllllllll 






llllljlllliif ; : | ; 


lllilllllll 
















**»*»*»*»*•****»*»*»*»*** 

•X*X*X*X<*X*X*X*X*X*X*X*X 


»*»*»*»*»*•****»*»*»*»****»*»*»*»*»* 






• 4»4»4»4»4*44»4»4»4»4»4444*4»4»4 

•X%<%*X*X*X'X*X%%%*X*X*X»X*X*X*X- 


*»****»*»*»*»*»*•****»*»*»*»**** 


*»*»*»*»*•****»*»*»*»****»* 

X*>X<*>X*X*X*X*>X*>X*>X*X*X i 


*»*»*»****»*»*»*»*»*•****»*»*»*» 
%%*x*x*x%%%*x%*x*x*x<*x*x*x*x*x*i 


1 


Tris-Cl pH 
6.9 




NA 


5 


water 


"Ik. T A 

NA 


"lk T A 

NA 


2 


R&D Systems 
VEGF-carrier 


3.53 jig/ |iL 


5 


water 


NA 


NA 




free 
















75 














3 


R&D Systems 


3.53 jig/jiL 


5 


Site 2340 


10 


1.67 




VEGF-carrier 
free 






Stabl 

• W * "*. T" A 

siRNA 


Hg/eye 


Hg/juL 




75 














4 


R&D Systems 


3.53 iig/ ±iL 


5 


Site 2340 


3 


0.5 




VEGF-carrier 
free 






Stabl 
siRNA 


(rg/eye 


Hg/^L 




75 ,uM 














5 


R&D Systems 


3.53 jig/ |iL 


5 


Site 2340 


1 


0.167 




VEGF-carrier 
free 






Stabl 

• ¥ X Tk T" A 

siRNA 


Hg/eye 


Hg/^iL 




75 ,uM 














6 


R&D Systems 


3.53 jig/jiL 


5 


Inactive 


10 


1.67 




VEGF-carrier 
free 






Site 2340 
Stabl 


^ig/eye 


M-g/jaL 




75 iiM 








siRNA 






7 


R&D Systems 


3.53 ^ig/ ^iL 


5 


Inactive 


3 


0.5 




VEGF-carrier 
free 






Site 2340 
Stabl 


Hg/eye 


Hg/^iL 




75 ,uM 








siRNA 






8 


R&D Systems 


3.53 |ig/|iL 


5 


Inactive 


1 


0.167 




VEGF-carrier 
free 






Site 2340 
Stabl 


^g/ eye 


^g/^L 




75 ,uM 








siRNA 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 




5 at 5 '-end 
1 at 3'-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 




All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5'-end 
4 at 3'-end 


Usually S 


"Stab 4" 


2 -fluoro 


Ribo 


5' and3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 


Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM 032564 


Homo sapiens diacylglycerol O-acyltransf erase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM 020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NMO 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 
mRNA 


NMO 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransf erase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon- inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP- 1 70-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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JNJVL UU loo J 


nomo sapiens Air syntnase, n-r transporting, mitochondrial ru complex, 

SUDUlllI ru ^Alr jj mtvLN/A 


IN 1V1 u i / yj i 


nomo sapiens nypoineiicai proiem rLjzu / oi ^rLjzu/oi j, misJN/\ 


1N1V1 Ul JOZO 


nomo sapiens oul o uox-e unidiiiing wjj pioiem o wir-i ^wodi miviN/\ 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


IN JV1 UjUo / / 


nomo sapiens cmomosome zu open leaGing name ^L^zuoruj) j, mivrN/v 


JNJVL UoUojU 


nomo sapiens cystatm 1 1 (to 1 1 1 j, mKJN/V 


JNJV1 yjjZDZy 


nomo sapiens pzo iinuj ^unod j, m±viN/\ 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


JN JVl 1J U / o / 


nomo sapiens aaaptor-reiatea protein complex z, alpna i suounit (Arz/Vij, 
mRNA 


TvTA/T H1/1"7/1/1 

JNJVL UZ4 /44 


Homo sapiens (ALbzLKo j, mKJN/Y 


JNJVL UloVo4 


nomo sapiens sLmgsnot l (nobn-l), mKJNA 


JNM IUojjZ 


homo sapiens nypotnetical protein rLJl4z4v similar to n^l bmamg protein 5 
(FLJ 14249), transcript variant 2, mRNA 


JNJV1 uzz4oU 


Jiomo sapiens nypotnetical piotem ru I4z4v similar to nbi Dinciiiig piotem j 
(FLJ 14249), transcript variant 1, mRNA 


JNJVL 1JU440 


nomo sapiens Keicii-iiKe piotem ivi^nLo (ivLnLoj, mKJN/\ 


JNJV1 KjZKjd 14 


nomo sapiens esopnageal cancer associated protein (JViuLJooz4j, mKJNA 


JNM 1 jUjVj 


homo sapiens Werner neLicase interacting protein (Wnlrj, transcript variant z, 


IN JVL vZvidj 


nomo sapiens wemer nencase interacting protein ^wnirj, transcript variant i, 
mRNA 


IN1V1 IjUjOO 


nomo sapiens anKyrm repeat ano o^j^o oox-contammg iz ^/aoJjIzj, miviN/v 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 


JNJVL UU/1V1 


nomo sapiens win i mniDitory lactor i (Wirij, mKJNA 


NM 052950 


Homo sapiens WD40- and FYVE- domain containing protein 2 (WDF2), mRNA 


NM_(Jz5(J4z 


Homo sapiens WiiLiams-Beuren syndrome chromosome region 23 ( WBSCRzJ), 
mRNA 


JNM (JoU/uo 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
l ( l Kr V l ), tiansciipt variant 4, mKJNA 


ATA 4" riOA7ri/l 

JNM UoU/U4 


nomo sapiens transient receptor potential cation cnanneL, suDtamily V, member 
i ( irCK v i j, tianscript van ant i, miviNA 


IN JVL UJo/Z/ 


nomo sapiens transient receptor potential cation cnannei, suDtamily v, memoer 
1^1 ivr v i j, xiaiiscripi vanaiii z, miviN/\ 


inivi uouo / y 


nomo sapiens oulo dux conxaimng proiem rv/A rvz/\ ^rv/\rvz/A in is. in /a 


TsJA/T 080871 


nomo sapiens di lKy 1 111 repeal anci o \J v o Dox-coniaming iu ^/\k3i3iuj, mrviNZ-v 


XTA/f 080870 
1N1V1 UoUo / U 


nomo sapiens jjilki piotem (jjiL/Jvi itikjn/a 


IN 1V1 UOUOj4 


nomo sapiens cmomosome zu open reacimg name ijz ^^zuonijzj, miviN/A. 


TsJA/f 080890 
1N1V1 voKJozy 


nomo sapiens cmomosome zu open reaumg irame i /z? ^i^zuoni / jj, mrviN/\ 


1N1V1 uouozo 


nomo sapiens cmomosome zu open reacimg name i / s> ^v^zuorn /jj, miviN/\ 


TsJA/1 0808 1Q 
1N1V1 UOUOl" 


nomo sapiens o pi oiem-coupieu receptor /o ^urrv/oj, mrviN/\ 


TsJA/T 0807^9 
IN 1V1 UOU / JZ 


nomo sapiens cmomosome zu open reading irame ioh- ^^zuornoH-j, miviN/\ 


TsJA/T 0807AQ 
1N1V1 UOU/^" 


nomo sapiens cnromosome zu open reaumg irame ioj ^^zuoriioj j, miviN/\ 


NM 080745 


I— I / \ m / \ c^nifnc v i n ( x "Fiti ctp'T' nrntpm ^ ^ / r? Ts.1 P m F? T\i A 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2- associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 


JNM_01zz9o 


Homo sapiens GRB2- associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


JNM 007247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1, mRNA 


JNM OoOjM 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant j, m iv in a 


IM1V1 UoUDDU 


nomo sapiens ati gamma suounit DiiiQing piotem 1 (ak ior>^i j, transcript 
variant z, nirvi > /a 


mivt nnno89 

1N1V1 UUUVOZ 


nomo sapiens riuosomai protein juzi ^ivri^zi j, miviN/\ 


iMivi uLoyij) 


nomo sapiens serine/ tnreonme-protem Kinase r ivr nomoiog ^rivr iiiiv im /\ 


NM 002475 


Homo sapiens myosin light chain l slow a (MLCISA), mRNA 


inivi uuz/zy 


jriomo sapiens nematopoieticany expiesseo nomeouox ^nriiiy^j, miviN/\ 


1N1V1 VVJoz/J 


nomo sapiens caucm ^i^v^iin j, miviN/\ 


JNJY1 0 1 / jyj 


rlomo sapiens nomoLog ol mouse bMr-z mciuciDLe kinase (olJvli), mKJN A 


1N1V1 LoZUZ / 


nomo sapiens Deta-amyioiQ Dinuing piotem piecuisor (jDjjr j, miviN/\ 


NM_00405 1 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nucieai gene encoumg mitocnonQnai protein, miviN/\ 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


JN JVL Uljj/j 


Homo sapiens 1 At A-Dinamg protein- Dmaing protein (A±> 1 1 J, mKJNA 


"VTA/T H^OO 1 fl 

JNIVL UjoZly 


nomo sapiens liomolog ol yeast mKJNA transport regulator 5 (1V11KJ), mKJN A 


JNJVL OjoZJ/ 


rlomo sapiens nliAl-liKe repeat-containing protein (JvlAAloZZj, transcript 
variant i, mrviNA 


in ivi u z u y j 0 


nomo sapiens nt^At -iiKe repeat-containing protein ^jvjaajozz j, transcript 
variant 2, mRNA 


IN 1V1 ULH- / UZ 


nomo sapiens cycim tiz ^i^l^inij/Z j, transcript vanant mrviN/\ 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 




Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


\TA J f\f\ A *T~S A 

JNM 0047z4 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW 10), mRNA 


NM 057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protem- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


A.TA A f\f\ 1 A f\ 1 

JNM 001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


"XT A 4" A 1 CAO /( 

NM 015084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitocnonclriai piotem, mKJNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
eiicoQing mitocnonclriai piotem, mKJN A 


ma a f\r\^Qir\ 
JNM_005o50 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoQing mitocnonurtai piotem, mKJNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


JNJVL 00jo4o 


Homo sapiens transcription elongation tactor d (Miij, poLypeptide i (i jkU, 
eLongm k^) \ i l^j^jd i j, miviN a 


IN IVL UU/U/U 


nomo sapiens rjvJr>K-associateci piotem (rANo transcript variant z, mtviNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


TvTl\/f H^zL 11^ 


nomo sapiens uiN/\-Qepencient protem Kinase catalytic suDumt- interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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TvTA A CM 1 1 £1 

JNJVL Uzllco 


Homo sapiens Kt>-assocratecl rvl<Ah> repiessor (KbAK), mKJNA 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
JJiosopmlaj (rDAW / J, tianscnpt variant l, mKJNA 


NM018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
uiosopnna) (rDAW /), tianscnpt variant z, mKJNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 




Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


JNM 033331 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


JNJV1 (JUJo/l 


Homo sapiens CDC 14 cell division cycle 14 nomolog d (b. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 




Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
vanant gamma, mKJNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpna, mKJNA 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


NM loizzo 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
tiaiisciifn variant gamma, mKJNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
transcript vanant Deta, mKJNA 


JN1V1 UUlOJO 


riomo sapiens AUF-rioosyiation tactor domain protein 1, o4kU (AKrUij, 
iiaiisciipt vanant aipna, ihklna 


IN1V1 UZ1ZUJ 


riomo sapiens /\r ivii^r i pioiem ^/\r ivi^r i j, mxviN/\ 


jnjvi uizubo 


riomo sapiens aQapior-reiaieQ protein complex ^, mu i suDumt (^Ar^jvii j, 

111 rvl >J /A 


IN 1V1 UU 1 UZZ) 


nomo sapiens riuosoiiidi piotem ozj ^ivrozj j, mrviMy-v 




nomo sapiens r5 k^l^a- antagonist 01 ceil cteatn ^ d/a vj ^, transcnpt vanant iiiiv i > t\ 


IN 1V1 UU'+jZZ 


nomo sapiens D^r^z-atit agonist 01 ceil Qeatti uanscnpt vanant t, iiixvi>j/v 




nomo sapiens cieatn-associateci protein Kinase z yLJ/^rjs^z,), iittvi>i/\ 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


i\iivi loizio 


nomo sapiens seci j-iiKe protein ^or^i ji^j, mKiNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


JNJVL lolz/4 


riomo sapiens testis expiessecl sequence l JA (liiAl JAj, mKJNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


JNM UJzo/4 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


JNM (JJliol 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(tUL4Ajr>r), tianscnpt vanant z, mKJNA 


NM 031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcnpt vanant 1 , mKJN A 


NM 004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
tianscnpt vanant z, mKJNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


JNJVL lolz44 


homo sapiens sirtum silent mating type rniormation regulation z nomolog o (o. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM 0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere- associated kinesin) (KNSL6), 
mRNA 
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JNJVL loUVZU 


nomo sapiens Lecume-ricn acidic protem- like protein (^LAJNr-L), mKJNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha- amino adipate aminotransferase (KATII), 

LTlKJN A 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


X T \ /I AAAT70 

JNJVL_UUU775 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 
mRNA 


JNJVL (J(Jo5oz 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1 , mRNA 


JNJVL (Jz44az 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
( i r>r j-associatea iactor, mi kl> (lAr /lj, mKJNA 


JNJVL_UUj / Jo 


riomo sapiens /VKr^i actm-reiated piotem 1 nomolog /V, centractm alpna (yeastj 

/ A TTD 1 A \ TV.DM A 
(AL 1 K 1 A j, 111 K IN A 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


JNJVL KJZZjjh- 


riomo sapiens mtegrm c^opiasmic aomam-associatea protein i (^icaf-iaj, 
iianscnpt variant z, mKJN a 


JNJVL UU/loo 


riomo sapiens enciotneiiai ceii-specmc moiecuLe i (tioiviij, mrviNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


JNJVL {JZZokjZ 


riomo sapiens u -terminal Dmamg protein z (UirSrZj, transcript variant z, 

O "XT a 

m Iv IN A 


TvTA/f AA1 Q^l 
IN JVL UUlrOl 


Jiomo sapiens ri/Zr tianscnption iactor puu-DinQing ^rszrD mrviNA 


JNJVL UZZ14Z 


JJomo sapiens e]3iQiQymai sperm Dincimg piotem 1 (bLor or ij, mKJNA 


IN1V1 U1ZZUU 


nomo sapiens Deta-i,j-giucuronyitransierase d ^giucuronosyitransierase ij 

^DjUAI J 11 IIS. IN r\ 


1M1V1 UZZj / J 


nomo sapiens ocuiomecim ^ ul l ivi j, mrviNA 


tsja/t nnAQ^9 
iMivi uy+yoz 


nomo sapiens giowxn uinerenxidtion iactor iu ^\ji^r iuj, mivi>A 


1M 1V1 UU / D 1 Z 


nomo sapiens ivin a neucase-reiaieci proiem ^ ivi n Am jtuvim a 


IN1V1 UUjOI J 


nomo sapiens leguiatoi oi o -piotem signalling ^KUo^j, mrviNA 


NM 006083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


IN JV1 U 1 Z'+ZO 


nomo sapiens splicing iactor j>d, suuunit 1 juku ^orjDjj, mrviNA 


TSJA/T A1 Q 1 A/1 
JN JVL U 1 o 1 o4 


nomo sapiens nypotneticai protein rLJ ivoj I (rLJ iuoj / J, mKJNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


7VTA/T HO 1 1 AA 

JN JV1 UZ 1 1 Uo 


nomo sapiens regulator ot o-protem signalling J (Kuoj ), mKJNA 


TvTA/f flO 1 AQO 

JNJVL UzlUoZ 


Homo sapiens soLute earner lamily l j (rl+/peptiae transporter), member z 

^Cl PKAO\ ^DMA 
(ol^L^ 1 DAZJ, mKJNA 


IN JVL U 1 CO / O 


nomo sapiens nr> v pj^ associateu piotem-o (i^ljlo i / / mrviN a 


IN JV1 UUuO / 1 


nomo sapiens soiute carrier iamny i ^giutamate transporter memoer / 
^oLL 1 1\ 1 mrviNA 


rN ivi uzuoz) u 


nomo sapiens nypotneticai piotem l^kjk^d / jjj ^.lvji^o / jjj j, mrviNA 


1M1V1 Ul J77U 


noiiio sapiens lympiiocyie acuvaiioii-associaieci piotem ^uuj iuoo j, mrviNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


IN JVL U Z U 0 O O 


nomo sapiens n i uz i ^n i uz i mrviN a 


IN JVL UZUOoZ 


nomo sapiens L^ytiy piotem ^L^ytiyj, mKJNA 


IN JVL UZUO/o 


nomo sapiens n i u i / protem yr\ i u i / j, niKJN a 


AJA/f HO C\fv AO 
INIVL UZUOOZ 


nomo sapiens uiicnaiactenzeci gastric piotem AAjzr ^lulj /s>yy), mKJNA 


M1VT 00^7^0 


noiiio sdpieiis eLLKdiyotic LidiisidLioii iiiiLidiioii idcioi h- gdiiiiiid, j \cirH-\js> 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protem (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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JNJVL UZU .JO 1 


Wrvm/-v CQni^nc f ATY Q nrn+pin /TATY <*> \ tyiT?AJA 

mo mo Sapiens l /\ 1 a-o protein /\ 1 y\-o j, iyik in /\ 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


JN1V1 KjZKjdoI 


Homo sapiens H 1 U 1 4 (H 1 U 1 4 J, mKJN A 


JNJVL UzloU / 


rlomo sapiens cyclm L ama-oa (LUL j /Ulo), mKJNA 


JNJVL UU/lo/ 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 

rvxrotviA m DMA 
( VVr5r 4 J, ITIKJN A 


JNJVL UU J 044 


rlomo sapiens i/Vr iz kjn/V polymerase n, i/\iy\ dox Dmcimg protein (ir>r )- 
associated factor, 20 kD (TAF12), mRNA 


JN1V1 UZU1DU 


riomo sapiens jaki protein (o/\rvij, m iv in a. 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


ATA A AOAO'JI 

JNM UZUZ33 


rlomo sapiens x UUo protem (JVLJD^UUo), mKJN A 


JNJVL UZUZJZ 


rlomo sapiens x UUJ protein (MUc>UUJ), mKJN A 


NM_020247 


Homo sapiens hypothetical protein, clone 

i eietrion(itaiy r>4ij otiaituzz/u rLi4Z (LUi joyy /j, mKJNA 


NM 020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 

mKJNA 


JNJVL VZyJiJJ 


Homo sapiens nypotnetical protein (LUCjovIZ), mKJNA 


JNJVL UZU14V 


Homo sapiens Meisl, myeloid ecotropic viral integration site l nomolog z 
^mouse ; ^iviiiioz j, mrviNA 


INIVL UZU1ZU 


Homo sapiens uur -glucose ceramiae giucosyitransierase-iiKe i (UuLuli j, 

1 11 IN. IN /A 


TsJA/T 090100 

im ivi uzu iy\j 


n on io sapiens niNucL-isu proiem ^niMv^jZ/i^-isoj, hi is. in /a 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


INIVL UZU 1*74 


nomo sapiens 0-LUU4 protem (vj-LUU4j, mrviNA 


INIVL yJZVlyj 


nomo sapiens uluuz protem (oluuzj, mKJNA 


1N1V1 UZU loV 


nomo sapiens ulo protein (ul^oj, itikjn a 


INIVL UZU loo 


Homo sapiens jjli j piotem (L/l jj mrviNA 


aja/t oon i^/i 

INIVL UZU 1 J4 


Homo sapiens coiiapsm response meoi at or protem- d, Lrvivir j-associateo 
moieciiie ( ^rvivir d i, in is. in /a 


xTA/r oiq£Q^ 


noiTio sapiens iiiitociioiiQiiai cei aimciase ^AoAnz j, ixirviMi-v 


7STA/T n 1 QSzLA 

iniivi uiyo4u 


nomo sapiens cnemoKine lllzo ^ol. i/vzoj, miviN/\ 


TsJA/T 01Q£^9 
IN IVI UIVOjZ 


noiTio sapieiis putdTive iiieTnyinaiisieiase ^ivio/\^, itiivin/\ 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


JNJVL U1JJ41 


Homo sapiens nypotnetical protein yr i uuu4 j, mrviN/\ 


AJA/T nn^1 Q 
IN 1V1 UJjjlo 


Homo sapiens nypotnetical piotem (Li^rDo-i j, miviN/\ 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


JNM uuzyy 


Homo sapiens piotem pieclictecl by clone ZJoZ/ (Hc>U /yzooj, mKJNA 


AJA /f C\ \ ^11 AH 

JNJVL U13.54/ 


Homo sapiens replication protein A complex d 4 kci suoumt nomolog Kpa4 

/^T^TQT TO/1 1 QAA ™T?AJ A 
(rloUZ41oOj, mKJNA 


aja/t o 1 on 1 1 
JNJV1 U 1VU 1 1 


Homo sapiens i kiau j protem ( i kiau j itikjn a 


INIVL UJ070J 


Homo sapiens tnggeimg receptor expressed on myeloid cens z ^irvrj/rvizj, 

m P TsJ A 
11 1 Ivi >J f\ 


M1VT 01004^ 
1M IVI U 1 "Ut-j 


nomo sapiens similar to proime-ncn protein h-o (lwljhj ioj, mrviM/\ 


1N1V1 U 1 "UUO 


nomo sapiens protem associated witn rrvrvi ^y-vwr i j, mrviN/v 


TvJA/T 010101 


nomo sapiens apoiipopiotem ivi ^ j> /\ j , mrvi>i/\ 


AjA/r 010040 
1M1V1 U 1 "Ut-7 


nomo sapiens nypotiieiicai protein ^rLjzuuj4 j, mrviM/\ 


NM 018QQ? 


I— I / a yw 1 \ c'^nifnc li\7T\o+lip*+ir*Ql vwr\ j tf k 'iT\ (T*T 1 7 MO /I MA ni F? Tvl A 


NM 019033 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate -nucleotide 
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pyropnospiioryLase (caiDoxyLatmg)) (i^rKij, mKJN/V 


NM012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 

mKJN A 


JNJY1 UIoojO 


Homo sapiens hypothetical protein (MOT8), mRNA 


TvTA A f \ 1 Q A 'I. 

JNJVL Uloo4J 


rlomo sapiens triggering receptor expressed on myeLoia ceLLs l (iKcJVLl ), 

ITT in. IN JA 


JNJVL UloO^/ 


nomo sapiens rumor necrosis iactor receptor supenamiiy, memoer iv 

^ 1 IN rivor 1 ¥ ), 111 IN. IN /\ 


TsJA/T Olft^rfAZl 
In 1V1 Wlo OOH- 


rioiiio sapiens jun ciimerizaiion proxcm pzioiNF i ^oinf i j, itiivin/\ 


1M 1V1 UlOJ^tU 


U nnm c 'i t-» i r» n c U\/t^(^tUr>t\i*'*\ nr^tr»i n PT?09ft^1 fPT?09ft^^ m T? NI A 

nomo sapiens nypoineiicai proxem r xvvjzoj) i ^rivuzoj i miviN.rv 


TsJA/T n 1 ft^n 

IN 1V1 UIOUjU 


nomo sapiens nypoineiicai proiem r isajz,d / / yr ss^kjz^d i i )? miviN/\ 


TsJA/T fl 1 ft ^9 7 
1N1V1 V 1 OZ)Z / 


nomo sapiens nypoineiicai proiem rivuz^jj ivvjzh-^z) mixiNy-v 


TsJIVT 0 1 ft£»9^ 
1M 1V1 \J 1 OOZj 


nomo sapiens nypoineiicai proiem r js\jz,Aoy yr Ruzzoy miviN.rv 


TsJA/T fl 1 ft s 1 ^ 
IN 1V1 UlOJl J 


nomo sapiens nypoineiicai proiem ri\uzi /o ^± rvv_^zi /oj, mrviNy-v 


TNTA/T ft 1 ft£»1 ^ 
IN 1V1 U 1 oO 1 D 


nomo sapiens nypoineiicai proiem rssxjz^yjj^ yris^vjzyjjz, miviN/\ 


tsja/t n 1 ft 1 zi 

In 1V1 


nomo sapiens nypoiiieiicai pioiem rrvuzuiz ^rrvwzuizj, miviNy-v 


TsJIVT 0 1 ftAfift 
IN 1V1 l/lo OU o 


nomo sapiens nypoineiicai proiem r isaj iy\jj yrss^Kj ivuj miviN/\ 


NM 018509 


Homo sapiens hypothetical protein PRO 1855 (PRO 1855), mRNA 




nomo sapiens nypoineTicai pioiem rJvui /zo (rJ\UJ /zo j, miviN/A 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


MA A C\ 1 Q A A 1 

JNJVL Ulo44z 


homo sapiens rcjzo piotem (rLjzoj, mKJNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


JNM (Jlo4oo 


Homo sapiens uncnaractenzea nematopoietic stem/progenitor ceLLs protein 
MJJoUJl (MJJbUJl), mKJNA 


ATA A A1 O/I/CC 

JNJVL U1o4oj 


homo sapiens uncnaiactenzeci nematopoietic stem/progenitor ceLis piotem 

IVLJJoUjU (IVllJoloUj, mKJN/\ 


XTAyf fl 1 ft/1 
JNJVL Ulo4tO 


nomo sapiens uncnaractenzeu nematopoietic stem/progenitor cens protein 
A/rrwfOft fA/TP»Qn9ft^ mPTvJA 

IVll^/oUZO ^IVLL/oUZO J, Illlv IN r\ 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


TNTA/T C\ 1 ft ^7 ft 
JNJVL UloO/o 


nomo sapiens npopoiysaccnanue specinc response-oo piotem (i^oivooj, mrciN/A 


JNJVL UloObO 


nomo sapiens eiuuz lntei acting piotem yiir^DDZir miviN/\ 


"NTA/T C\ 1 ft/^ft ^ 
JNJVL UJoOoj 


nomo sapiens zmc rmgei piotem jij (z^iNrjijj, itikjn/a 


JNJVL UloOOU 


nomo sapiens papiLLomaviiTis reguLatory tactoi rKr-J (^lajuj^oVj), mKJNA. 


TVTA/T C\ 1 ft/1 ft/1 
JNJVL Ulo^o^l 


nomo sapiens soiute earner iamiiy zz ^oigamc anion/cation transporter^, 

inpmVipr 1 1 fQTr i 99A11^ mRTNTA 

memuer 1 1 ^k3i_^^ zz/\i i j, in in. in /a 


TsJIVT filftzlzl^ 
IN 1V1 \J 1 O't'tj 


TJATvin c'^nifnc ATT 0 1 ^ r»rr\f^in fT OP^^ft9Q^ mPTVTA 

nomo sapiens /\jj-ui j proiem ^luL/J jozy j, miviN/\ 


1M IVL U 1 / D / 1 


nomo sapiens nypotneticai piotem ^i^vJ^333oUj, mrviN/\ 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


TVTA/T fl 1 ft/1 77 
IN IVL U 1 54 / D 


nomo sapiens uncnaractenzeQ nypotnaLamus protein niuiz ^niuizj, mtviN/v 


TvTA/T ft 1 ft /I ftfi 
IN IVL Ulo4oU 


nomo sapiens uncnaiactenzeQ nypotnaLamus piotem n i uu / yti i uu / j, mrviN/\ 


ATA/T fl 1 7^ft 7 
IN IVL U 1 / J>OJ5 


nomo sapiens uir r> protein (JioAZ^izo j, itt k in a. 


TvTA/T M17<A7 
JN IVL U 1 / J O / 


nomo sapiens JN-acetyLgLucosamme Kinase (JNA.ojv), itlkjn/a 


TvTA/T fl 1 ft /I ft 7 
IN IVL U 1 o4o / 


nomo sapiens nepatoceiLmar caicmoma-associatea antigen i iz (n^/\i izj, 

i-n T? TST A 
11 1 IV IN /A 


XTA/T fl17^4ft 
IN 1V1 Ul / J t- o 


nomo sapiens iiypotiieticai protein ^n^+i j, imviN/\ 


T\TA/L 017^47 
IN 1V1 Ul / D*-t / 


nomo sapiens nypotnencai proiem ^ni / j, mrviN/A 


NM 017Q66 


Hnmn <sanipn«4 livnntliptipal rvmtHn FT T90R47 TFT 190847^ mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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ATA/T 017Q9A 
In IVl U 1 / 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 r% rt\tr*\ n PT T90A71 ^ PT T90A71^ mPATA 

nuniu sapiens nypoinencdi pioiem rLjzuo / 1 ^rLjzuo / 1 j, miviN/\ 


ATA/T 01709^ 
IN 1V1 U 1 / "ZZ) 


I — I / \ / \ l ' q it 1 it l ' It t / »t / a ^ It ^~ 1 / * * 1 1 it t~/ a "f" 1 it 1— <" T T90^^^x8 / Ih'T T {\ /Z /Z Ss^ \ wiT?~M A 

nomo Sapiens nypoinencdi proiem rLjzuooo ^rLjzuooo j, intvLNz-v 


ATAVT 017Q99 
IN TV1 Ul / ;/ZZ 


nomo sapiens nypoiiieiicdi proiem rLjzuooo ^fi^jzuoooj, miviNz-v 


ata/t 017QO8 
inivi ui / yvo 


nomu Sapiens iiypoiiieiicai pioiem rLjzuozo ^rpjzuozo j, miviN/v 


ATA/T 01700^ 
rN IVl U 1 / "UO 


Uatyia CQi^ifiMC 1t\ Tt~s /'T'fli 1 c» 1 nrntpin PT" T90^a9/1 / Pi T90^\9zL^\ "tY^T?^^T A 

nunii) Sapiens nypuinexieai pruiem fi^jzuozh- ^fi^jzuozh-j, miviN/v 


ata/t 017QOA 

In 1V1 u i / yv^-t 


PP a m / a ccir^i^nc ViTrr\r\+l»P'+ir»ci1 »-» r^f r»i n P T T90A1Q ^ PT 1 9 OA 1 Q\ mRM A 

riomo Sapiens nypotneiiL/ai proiem rpjzuoiy ^rpjzuoi7j, miviN/v 


ATA/f 017800 
IN IVl U 1 / O7U 


PTi^TYin cininnc P\/i-»MtPr'ti^Q 1 nrA+Ain FT T90^8^ TPT T90^8^^ mPMA 

nomu sapiens nypuxiieiieai piuiem rpjzujoj ^rpjzujoj j, miviN/\ 


ATA/T 017887 
IN IVl Ul / O O / 


T4nmr\ cemipne P\ /r\^tta r»+i 1 nr/Ur>in PT T90^80 ^ PT T90^80^ ml? XT A 

nomo Sapiens nypoineiicai pioiem rpjzujou ^rpjzujouj, miviN/\ 


MA/f 01788^ 
1M IVl Ul / O O O 


U nm / a canipnc lixrr\r\+lip»+ir»Ql nrntr»i n PT 190^74 TP1 1 9 O ^ 1 A\ mPTSl A 

numu sapiens nypuineiieai pruiem rpjzuj /h- ^rpjzuj /^"J? miviN/\ 


ATA/T 017880 
IN 1V1 Ul / 0 0 U 


T-TnTrin coniptic P\ /i-\^th r»t i 1 nr/Atr«in PT T90^^8 ^ PT T90^^8^ mT?XT A 

nomo Sapiens nypoineiiL/di pioiem rLjzujjo ^rpjzujjo j, miviNZ-v 


ATA/T 017878 
1M 1V1 U 1 / O / O 


I — I / \ ITT /A O O IT 1 f^* IT C 1 T— TT? A ^1 1 1 P"f* CI HTITf/^C C /M" O / T — I T? A 01 T 01 9 \ ITT T? ^vT A 

nomo Sapiens ni^rvo-iiKe suppiessoi z ^nixAoLoZj, liiiv in i\ 


ATA/T 01 7877 
IN 1V1 U 1 / O / / 


PTr\m/A c 'UTiir'iT c P\ It r»ti 1 t-\rntr>i it PT T90^^^ / PT IO^K^'n^ mT? AT A 

nomo Sapiens nypoinencdi pioiem rpjzuj jj yr l^j zvddd j, miviN/\ 


ATA/T 01787^ 
1M 1V1 U 1 / 0 / J 


I — I / A ITT / A L' '1 IT 1 IT L' It X 7 »-\ / A It 1 1 O 1 *T t"/ A "t" 1 "IT 1— <" T T9 O ^ ^ 1 / 1— < T T9 1 1 ITT T3 I /\ 

nomo Sapiens nypoineneai pioiem rpjzuj j i ^rLjzujji )^ iniviN/\ 


ATA/T 017870 
IN 1V1 U 1 / O / U 


PT . a itt / a c'liTiionc P\/iTi^tlTr»f i^'i 1 nrA+pin PT T90^^Q ^ PT I90^^Q\ itt P KI A 

nomo Sapiens nypoineiiedi pioiem r ljzuo j>y ^ri^jzuz) jyj, miviN/\ 


ATA/T 0178^7 
1M1V1 U 1 / OO / 


T-Jatyia c 'l n i r>n c pA^r\^+V»^+ir»ci1 nrA+pin PT T90^^4 ^PT T90^^ZL^ mT?AJ A 

nomo Sapiens nypoineiicai pioiem rpjzujj4 ^rpjzujj^ j, miviNjrv 


ATA/T 0178^4 
iNlvl u 1 / oo^ 


nomo Sapiens nypoineiicai proiem rpjzujju ^pi^jzujjuj, miviN/\ 


ATA/T 0178^7 
1M 1V1 U 1 / oD 1 


I — I / x tTT / a cam atic clmrrcTiA'f ^ / C I — I rnP AT A 

nomo Sapiens simgsnoi s> (oori-jj, miviN/v 


ATA/T 0178^9 
1>I 1V1 U 1 / O Z) Z 


PI { a itt / a ccmiAtic "NT A T PO nrA+Ain /'AT A T DO \ wT? AT A 

nomo Sapiens in /a ltz pioiem ^inz-vi^x^z in ix in za 


ATA/T 0178^0 
1M1V1 U 1 / OJU 


I — I / A ITT / A CQtM It \ / IT / A It ^ 1 / * r -l 1 *T t"*/ A ^ 1 IT PT T9 O ^ O 8 ( PT T90^08\ ITT T? AvI A 

nomo sapiens nypoineiicai pioiem rpjzujuo ^pi^jzuzjUo mixiN/v 


ATA/f 01 784 A 
IN IVl u 1 / oto 


I — I { A ITT / A C QM1 IT t? "^T? ^VT A i 1 1 ^ IT / A / * \ rp+ai it O C 1 C 1 / A / * 1 O /I |T f*/ A "f" ^ 1 IT / C! Uh ^^T^ZL ^ \ tTT T? ^VT A 

nomo Sapiens iix_lnz-v seienoeysieme assoeiaieo pioiem ^oij/^rHo iiiivin/\ 


ATA/T 017841 
IN 1V1 U 1 / 04 1 


I — I / "v ITT / A COT\13HC It \ / »T / A ^ It ^ 1 / * r 1 1 IT t"/ A ^ 1 IT I—/ T T9 O/l 87 / Lh T T9 ^^/l 87^\ tTT T? AvI A 

nomo Sapiens nypomeiieai pioiem pi^jzut-o / ^rLjzu^o / iniviN/\ 


ATA/f 0178^0 

inivi u 1 / oz> y 


PT/AtTT/A cQnipne U\mt\thr>t\{*<A 1 »t r^tr»i n PT T90A81 ^ PT T90zL81^ mPATA 

nomo Sapiens nypoiiieiieai pioiem rpjzuH-oi ^rpjzu^oi j, miviN/\ 


ATA/T 0178^7 
IN IVl U 1 / oJ) / 


PTrimrv CQnipne Tix/tA^tta r»t w»'i 1 tAr^tr»i n PT T90477 ^ PT T90zl77^ mP AT A 

nomo Sapiens nypoineiiL/di pioiem rpjzu^t / / ^rpjzu^ / / miviN/v 


ATA/f 0178^9 
IN 1V1 U 1 / 0 J) Z 


I — T / A tTT / A CQtMPnC P \ j |T / A "i" P r** "1" 1 / * O 1 IT t"*/ A "f" r** 1 tT PT T90/t^7 / PT T90zL^7^\ tTT T? AvI A 

nomo Sapiens nypoinenedi pioiem pi^jzuh-zj / ^pi^jzuh-Z5 /j, iniviN/v 


ATA/T 017897 
IN 1V1 U 1 / OZ / 


U ntnn c 'i ia i r» n c \\^rY\r\\\\p*+\c"*\ tTr/Atr»i n PT T90A^O ^ P T T90zl^O^ mP AT A 

nomo sdpiens nypoineiicdi pioiem r l^jz^v^-tDV ^pi^jzuh-zjuj, miviN/\ 


ATA/f 01789/^ 

1N1V1 U 1 / OZO 


T—I i a tTT / ^ CQnipne T«mnlnp+ ir»Ql rwc\\(±\r\ PT 19 OAzlQ / P T T90zL4Q^ mPATA 

nomo Sapiens nypoiiieiiedi pioteiii P-Ljzut-h-" ^rpjzuT-T - " j, iiiivlnza. 


ATA/T 01789^ 
1N1V1 U 1 / OZj 


U At «A CQnipne TnmAl1ip+ir»Ql t-\ r^+r»i n PT T90zl_Zl9 ^ P T 1 9 O A A9 ^ mP AT A 

nomo sdpiens nypomeiiL/di pioiem rpjzu'+H-z ^pi^jzuh-h-zj, miviN/v 


ATA/f 017899 
1N1V1 U 1 / OZZ 


nuiiitj isdpiciis nypuTiictiL/ai pruiciii r l^j^uh-*50 ^jrj^jz,UHOO > j ? iiirvi\ 


ATA/T 017891 
IN 1V1 U 1 / OZ 1 


nomo sdpiens nypoineupdi pioiem rpjzuM-jj ^rpjzuHjj miviN/v 


MA/f ni 781 ^ 

IN 1V1 U 1 / O 1 Z> 


Unmn CQnipne h\mt\ihr>t\(*<A 1 nrAtni n PT T90A94 / PT T90zl94^ rviPATA 

nomo Sapiens nypoineiiedi pioiem r ljzuh-zh ^rpjzuH-ZH- j, miviNZ-v 


ATA/T 01 781 1 
IN 1V1 U 1 /oil 


U n iY, n canipno h\rnAllip+ir>'i 1 nrnlpin PT T9041Q ^ PT 1 9 OA 1 mPATA 

nomo sdpiens nypoinenedi pioiem rpjzuH-iy ^pi^jzuh-ivj, mixiN.rv 


ATA/T 017810 
IN 1V1 U 1 / O 1 U 


I — I / A tTT /A C O IT 1 i^t IT C It \ J IT / A It \~ 1 / » ' t 1 "ITiT*/T*l"<^»1 "IT PT T9 OA 1 7 Z' PT T9 OA 1 7 \ tTT 1? ^vT A 

nomo Sapiens nypoiiieiiedi pioiem rpjzuH-i / ^rpjzu^i / j, miviNz-v 


ATA/T 017809 
1N1V1 Ul / OUZ 


TJaitia coniptic 1t\ /iTi^f It r»ti 1 nT*n+pin PT T90^Q7 ^ PT IOM7Q'7\ rnP AT A 

nomo sdpiens nypoinent/di pioiem rpjzuj7 / ^rpjzuj" / j, miviN/\ 


ATA/T 0 1 77Q9 
IN IVl U 1 / / "Z 


I — I / A ITT / A i ' r t IT 1 ^ IT L.' Tit 7T^ A+Tl pll A Q 1 IT 1"*/ A "i" 1 IT T-7 T T9 O ^ 7^ / IZ I T90^7'^ S \ ITT T? AvI A 

nomo sdpiens nypoinenedi pioiem rpjzuj / z> ^rpjzuj i s>)<> miviNZ-v 


ATA/T 0177Q0 
1N1V1 U 1 / / "U 


I — I / A ItT / \ i ' ^ t IT 1 /"> IT L'' t" m t 1 O / A 1" / A P /^i- »T 1"/ A 1 IT O 1 /" t" IT O 1 1 1 "IT ( T ^ / I? /^Z O ^ \ tTT T? ~^T A 

nomo sdpiens reguidioi 01 o -pioiem sigiidiimg z> ^kuoj miviNz-v 


NM 017786 


Homo sdpiens hypotheticdl protein FLJ20366 (FLJ20366), mRNA 


ATA/T O 1 778 ^ 
IN IVl U 1 / /OJ 


nomo sdpiens nypoinencdi pioiem pi^jzuj)o^f ^pi^jzujo'+j, mrviNz^v 


ATA/T O 1 777^ 

IN IVl U 1 / / / D 


PTiA^TT/r conia^o It a ^i-wa + It r^+I /»o 1 iTi-/\f r^i it PT T90^/P2 / C" I I O M 'J /I \ m DAT A 

nomo sdpiens nypoineiicdi proiem r ljzuzj^o ^pi^jzuj4z) j, mKJN/v 


ATA/T O 1 777A 
IN IVl Ul / / /4 


PT/t^ti/a coniotici UtrMA+Tio+iAol iTi-/\f it PT T90^A9 / P T I 0 M ^ /I 0 \ itt T? AI A 

nomo sdpiens nypoinencdi pioiem pi^jzuj^-z ^pi^jzuj^zj, mKJNz^v 


ATA/T H1 7770 

IN IVL U 1 / / / Z 


n omo s dp l ens nyp ot netic ai pi ot em pLJZUJz^/ (pLJZU^z)/;, mKJN A 


ATA/T O 1 7770 
IN IVl U 1 / / / U 


nomo sapiens eionganon 01 very long cnam idiiy dcics ^pizviN i/jtzioz, oUK^/pioj, 
yedsij-mce z ^ clu vlz), iiiivinz-v 


ATA/f 0 1 llf\l 
IN IVl U 1 / / OZ 


I — T / A ITT / A CQH1P11C lltTyXA+TlpIlAQl ni*A+P1 IT pi 190^ 1 ^ / PT T90^ 1 ^\ ITT I"? A\T A 

nomo sdpiens nypoineiiedi proiem vl^jakjd u yr l^j z.\js> ij j, miviNz-v 


ATA/T 0177^0 
IN IVl U 1 / / Z) " 


nomo sdpiens nypoineiit/ai proiem r L^jzyjjyjy ^pi^jzu^uyj, miviNz-v 


ATA/f 01 77^ A 
IN IVl U 1 / / Z5 O 


I — I / A ITT / A CQtMPtlC TltmA+TlpIlPQl m*A+P1T1 P'T T9 O ^ 0^\ { PT T90^0^\^\ |YlT? AT A 

nomo sdpiens nypomeupdi proiem rLjzujuo ^pi^jzuzjuoj, miviNz-v 


ATM 01775^ 

IN IVl Ul / / sJ J 


Hnmn Qanipn«i h\mnthptiVa1 nrntpin FT T90^00 TFT T90^00^ mPTvJA 


NM 017751 


Homo sapiens hypotheticdl protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sdpiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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XTA/T H 1 77^ A 
IN 1V1 U L 1 1 jO 


I— I / a itt / a c a i-\ir»n 0 It wiT/Atta 1 /»o 1 r-\rv^+^in PT T9fl97/1 /PI T9fl97/1A rv»T? AT A 

nomo SapieLlS nypOTneilCal piOtem rl^JZUZ/^ yr L^jZKJZ /^), mrvJN/\ 


AJA,f C\ 1 77^ s" 
1M1V1 UL / / jj 


nomo sapiens nypotneticai piotem r ljzuz /z (r_ujzuz /z j, niKJN/v 


MA/T n 1 771 Q 
IN IVL U L / / L V 


riomo sapiens nypotneTicai pLoteLn ri^jzuzz^ (ri^jzuzz^j, niKJN/v 


AJA/T fl 1 7 71 ft 
IN IVL U 1 / / 1 o 


riomo sapiens nypotneTicai piotem r l^jzkjzzkj {r l^jZ\jzz\j j, mKJN/\ 


AJA/T H 1 77 1 ^ 
IN IVL U L / / 1 0 


riomo sapiens memorane-spanning 4-Qomains, suDiamny /\, memoer iz 
ciomains, suuiaimiy /\, meniDCi / ^ivioh-z^izj, miviN/\ 


TvTA/f H 1 771 1 
IN 1V1 U 1 / / 1 1 


T^Ti^miX canipnc V»^rix/^+V»^+ir»ci1 »-\ rs\tr> i t-» P T T9H9H7 /PI T9^9^7^ rvil?TsJA 

riomo sapiens nypotneTicai piotem rLjzuzu / ^ri^jzuzu/ j, niLviN/\ 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


AJA/T fl 1 77H/1 
IN IVL UL / /Uh- 


nomo sapiens nypotneticai piotetn ri^jzuLoy ^r_ujzuioyj, miviN/v 


ATA/T fl 1 7AQO 
IN IVL U L / 077 


u A t ^ , A r, Q «ia«n P T rtx/^+K/=»+i/-»o1 txr»/A+/=»i-i-i PT T9M17/1 / P T T9rk17/1A *«D\T A 

riomo sapiens nypoTnencai pioTein pi^jzul /4 (rLjzuL mtviN/v 


ATA/f H1 7A07 
IN IVL U L / Oy / 


riomo sapiens nypoineticai protein rLjzuL / l ^ri_^jzui / l j, mKJN>\ 


ATA/T H 1 7AQ7 
IN IVL U L / OO / 


riomo sapiens nypotneticai protein ri^jzuL^f/ ^ri^jzuL^/ j, rnLviN/\ 


ATA/T fl1 7AQA 
IN IVL U L / OoO 


riomo sapiens gangnosiue LncuceQ QLiieLenTiaTion associarea protein z (uUArZj, 

111 ivl >J r\ 


ATA/T 01 7£»7ft 
IN IVL Ul / O / o 


U nnin c'inir>nc \^\r\-\(\\\^c*i\(*'\\ f-\ r^+r»i n PT T9H197 ^PT T9H197^ mT?XT A 

nomo sapiens nypoinericai proiem rbjzuiz / ^rLjzuiz / j, mLviN/\ 


ATA/L fi 1 7^77 
IN IVL Ul / O / / 


riomo sapiens nypoTneticaL protem fljzuizo ^ri^jzuLzoj, miviN/\ 


ATA/T 0 1 lf\lf\ 
IN IVL Ul / O / O 


U nrnn cQnipnc U\n^t\ihr^i\(^'A I n rntnin PT 1 9 H 1 9 ^ /PI T9^i19^^ mPXTA 

nomo sapieLis iiypoiiieiicai piotem rLjzuizj ^rLjzuizj j, mLviN/\ 


ATA/T fl 1 lf\lC\ 
IN IVL Ul / O / U 


U nnin cQnipnc Tixrr*rd4-i^+ir»ci1 nr/Atr«i n PT T9H1 1^ ^PT T9H1 1 mRXT A 

nomo sapiens nypotneticai protein rLjzui ij ^rLjzui ij j, miviN/\ 


ATA/T 0 1 1£\£\Q 
IN IVL U L / OO" 


nomo sapiens iiypotiieticai piotem rLjzuiuj ^rLjzuiuj j, mLviN/\ 


ATA/T fl17/x^ 
IN IVL Ul / OOZ) 


nomo sapiens nypotiieticai protein ri^jzuuyH- ^rpjzuu"^ j, misJN/\ 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


ATA/T fl 1 7A^7 
IN IVL U L / 00 / 


nomo sapiens nypotneticai piotem rLjzuuou ^r_ujzuuouj, mixiN/\ 


ATA/T fl 1 7A/1 s" 
IN IVL U L / OtO 


nomo sapiens nypotneticai piotem ri^jzuuou ^ri^jzuuouj, mKJN/\ 


ATA/T fl 1 7/^/1 n 
IN IVL UL /04U 


nomo sapiens nypotneticai piotem ri^jzuu^o ^rL_^jzuu4o j, mKJN/\ 


ATA/T 017^^7 
IN IVL U L / / 


nomo sapiens nypotnetLcaL protetn rLJZUu4j (ri^jzuU4jj, mKJN/\ 


ATA/T fl 1 7£^ A 
IN IVL Ul /OjO 


nomo sapiens transient receptor potential cation cnannei, suuiamny ivl, memuei 

A fTT?PA/TzL^ mT?TsJA 
^ 1 Lvr 1V1H- )^ 11 1 Ivl >J r\ 


ATA/T fl17£^zL 
IN IVL U 1 / O J) H- 


nomo sapiens nypotneticai piotem rLjzuujo ^rLjzuujo j, miviN/\ 


TsJA/T 01 7/x9 Q 
1N1V1 Ul /OZ7 


nomo sapiens nypotneticaL protein rLjzuujj ^rLjzuujj j, miviN/\ 


ATA/T 017^*99 
IN 1V1 U 1 / OZZ 


nomo sapiens nypotiieticai piotem pi^jzuuih- ^rpjzuuin- j, mLviN/\ 


ATA/T 017^90 
1N1V1 Ul /OZU 


nomo sapiens nypotneticai protein tljzuui i ljzuui i mLviN/\ 


1N1V1 U 1 OJ7O 


I — I / a / \ compnc mitQ+n/p itt ^"i - It \ j\ it c Tv^ f*o t.' ^ / \ /I Uh' 1 I A tTT T? "^.1 /\ 

nomo sapiens putative metiiyiuaiisieiase ^iviii/ii^j, hilvin/x 


ATA/T 0 1 ft^ft 1 
IN 1V1 UlOJOl 


nomo sapiens nypotneticai protein rLj i izoo ^rLj l izoo j, mivLN/\ 


ATA/T fl1&^71 
IN 1V1 UIOj / 1 


nomo sapiens iiypotiieticai piotem tlj i izoh- ^tlj l izot- j, nriviN/x 


ATA/T fl 1 ft^ft 
IN 1V1 UIOjOO 


I — I / A tTT / A CQtA1311C It \ / tT / A It ^ 1 / * * 1 1 Hr/\f /~* 1 IT T-7 I f l 1 O /I / t7 I 1 f 1 O/lfAA tTT T? "XI A 

nomo sapiens nypotneticai protein flj i iz^tu ^rLj i iz^u j, mLviN/\ 


TsJA/f f)1£^7 
IN 1V1 UlOJO / 


I — I { A tTT / A C O IT 1 r^- IT C> IT It \ 7~f APP1*Q1Y^ 1/1qCP O 1 Po 1 1 1T / T~) \ — I (~~* A A ITT T? ^V.T A 

nomo sapiens piiytoceiamiuase, aiKaime ^rnLAj, mtviN/\ 


ATA/T 01 ft^d. 
1N1V1 U10J04 


PTr\Tvir» c'lni/^nc U\/i^(\tUr>i\(*-A 1 nrntni n PT T1 1990 ^ PT I 1 1 99HA tyiT?T\JA 

nomo sapiens nypotneiicai pioiem rLj i izzu ^rLj i izzu j, niLviN.rv 


ATA/T f)1&^^ 
1N1V1 U 1 O.JU.J 


I — I { A tTT / A PtlC Tit rV\ {~\\\\ l~* Ct 1 nfAtAITI P'T 11 19 1ft f PT I i 1 9 1 ft A ITT T? "^.1 A 

nomo sapiens nypotneticai protein tlj i izio ^tlj l lz lo)^ mLviN/\ 


TsJA/r n 1 ft^ 1 

IN 1V1 UIOjOI 


nomo sapiens nypotneticai protein ri^j i iziu ^r_Lj i iziuj, miviN/\ 


AJA/T fllft^R 
IN 1V1 UIOjjO 


I — I { A ITT / A CQ111P11C Pi 7~IX^+P i~*Ct 1 IT Y° i \t tT P'T 1111 Qft ( P'T 1111 Qft\ TYlT?~M A 

nomo sapiens nypoLiieiicai pioiein ri^ji 1 170 ^ri^j l i iyo j, liilvln/x 


AJA/T n 1 ft/^^ 

IN 1V1 UlOJJJ 


I— I / a 1 \ cQtiipnc It \ / »-\ / a + It r» + 1 ^ » 1 1 it n \+ \ it PT T1 1 1 ft^i /PI T1 1 1 ft/^A rnl? AT A 

nomo sapiens nypotneticai proiem rLj 1 1 100 ^ri^j 1 1 1 oo iiiivin/\ 


TsJA/f 01 £^9 
IN 1V1 UlOJJZ 


U nmn c'inipnc U\n~\(^thr*t\(*'A 1 rvrrd-^in PT T1 1 1 ft A / PT Till ft /LA mDAl A 

nomo sapiens nypotneticai protein rLj 1 1 1 04 ^flj ill oh- ^, mLvr>/\ 


ata/t n 1 ft^zLfi 

1N1V1 U 1 OJ^tU 


nomo sapiens nypotneticai protein rLj 1 1 id i ^r_Lj 1 1 1 ji j 9 miviN/\ 


TsJA/T 01R^Q 
1N1V1 UlOJj" 


U nrnn coniPTio h\n^t\thr>t\{*<A 1 t-\iVAtr»i n PT T1 1 1 zLQ / PI I 1 1 1 AQ\ rv»T?XT A 

nomo sapiens nypotneticai protein tlj i i i^-ty ^rLj l l ih-7 ^i, miviN/\ 


ATA/T fl 1 ftT^ A 
IN 1V1 UIOjjO 


I — I / A tTT / \ COtMPHC It t / |T / A "i" It 1 / * r .l 1 |T t" / A f** 1 IT P'T I fl \ 1 ^ /a / T7 I 1 I i 1 ^^xA I1T T? A 

nomo sapiens nypoinencai piotem rLj 1 1 1 jo ^tlj i 1 1 jo j, miviN/x 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


AJA/T D 1 8^9 

IN 1V1 U 1 O J) J) Z, 


I — I { A |TT / A L ' 't |T 1 IT C It \ / IT / A "f" It i" 1 / * ',1 1 |T V*i \\' \ t~\ P'T I I ii 1 9 £\ /P'T i ! f 1 9^\A TTlT?^^T A 

nuniu sdpiciiis iiypuLiiCLiL/di piuicni rLj 1 1 iz,o N rr^j 1 1 izu ^, iiiivi>j J rv 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1101 (FLJ1 1101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 1088 (FLJ1 1088), mRNA 


NM018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRFl-like (BRF2), mRNA 



(400/104) 



xta/t 01 8^0^ 

IN IVl UIOjUj 


1— \ r\w\r\ 0 o-r"\n p*y\ 0 It \ 1 \~\ { \ r**'i \ 1 * ' * 1 -r"\r , /T+£^-i-iT PT T1 1 09^\ / p T T 1 1 AO/^\ -ittI?XT A 

nomo sapiens nypoineiicai pioiem flj i luzo ^rLj i iuzo j, misJN/\ 


XTA/T 0 1 89Q8 
1N1V1 U 1 OZ7O 


nomo Sapiens nypoineiicai proiem flj i iuuo ^tlj i iuuo j, niivLNi-v 


IN IVl U 1 OZO / 


I—I / x / -\ cq*m p-nc It \ j |^\ /• x -f- It 1 * O 1 IT \ f- in |h 1 1 1 OQ7 1 f l-H 1 I 1 OQ71 \ "ITtT?^^T A 

numu sapiens nypuiiiciiL/ai piuiem flj iuy / 1 ^rLj iuy / 1 j, miviN/\ 


XTA/T fl 1 898A 
IN IVl U10ZOO 


I — I / A ITT / \ CQtMPHC 1t"\ 7~l^ /T^It C* O 1 (~\\ C^l IT |h T I 1 0070 / 1— T T I 1 0Q70^\ TTT T? A 

numu Sapiens iiypuineiiL/ai pruiem flj iu" ikj ^jti^j YKjy /uj, miviN/\ 


XT1\/T 01898^ 
1N1V1 U 1 OZOj 


T — I / X ITT / A CQ111 1t"\ riT /'T+It 1 f C» 1 UTA^ P1 "IT l-H 1 1 1 OQ^Ii^\ / |h 1 f 1 DQ^A^ "1TtT?^VT A 

numu Sapiens nypuinexieai pruiem rLjiuyjo ^rLj luy^o^i, miviN/\ 


1N1V1 Ulozol 


Wrtrvi/T, c'ltTir'iTC lT\/rw^tlT r»+i 1 it r^f r»i it IhT T1 OQ48 ^IhT T1 OQzl8^ ml? XT A 

numu Sapiens nyputneiiL/ai pruiem flj luy^to ^flj iuvm-o j, miviN/\ 


XTA/T 0 1 8978 
IN 1V1 KJ 1 OZ / 0 


1— rntviA canipnc It \ r it a + It r» 1" i ^ » o 1 it rw i it ThT 11 OQ^^ / p T I 1 H Q 7 ^ ^ rrrT?XT A 

numu sapiens nypuiiieiieai piuiem rLj iu^jj ^rLj luyjj miviN/\ 


XTPv/T fl 1 89 7 A 
IN IVl u 1 oz / 0 


numu Sapiens simgsnui j ^oon- j miviN /\ 


XTA/T 01897^ 
IN IVl UlOZ/ j 


UAmn ocinipnc lT\/iT^tlT r»t i ^ci 1 iTiv^tr»i n P T 11 OQ99 ^ P T 110099^ mT?M A 

numu sapiens nypuineiiL/di piuiem rLjiU7Zz ^rLj iuvzzj, miviN/\ 


XTA/T fl 1 8979 
IN IVl KJ 1 OZ / Z 


PI i ~\ itt i \ cQnipnc lT\/iT^tlTr»ti^'i 1 nm+pin P T T1 OQ9 1 ^ PI T10Q9^ ml? XT A 

numu Sapiens nypuineiicai pruiem rpj 1U7Z1 ^rpj luyzi j, miviN/\ 


XTA/T 0189^8 
1M IVl KJ 1 OZD O 


I — I / X itt /t c qtm it c 1 It \ j it / \ I - It \~ i o 1 it i"/ \ "f - i it U T T 1 O O Ozl ( P T i 1 Q Ozl A itt 1? ^VT A 

numu sapiens nypuinetiL/di piuiem flj ii/7U4 ^rLj luyun j, miviN/\ 


xta/t 0 1 89^^ 

IN IVl UlOZOJ 


I — I / -\ / \ ri«i /^-|T C It \ / f \ / \ -f l-\ a4"t / * r 1 1 IT 1"/ A "f ^ 1 "IT p T I 1 ^ OO 1 / p* T 11 1 \ ITT F? AT A 

nomo Sapiens nypuiiieiiC/di piuiem rLj luyui ^rLj luyui j, miviN/\ 


XTA/T 0 1 89 ^Zl 
1M IVl KJ 1 OZj H- 


I — I / x t A L' '1 IT 1 IT L' It X 7 1"\ / A It 1 / * r 1 1 ITT*A"f 01T1 1— <" T i 1 f\ Q ^7 / Lh" T | 1 AQ'J^^ ITT A 

numu Sapiens nypuineiiL/di piuiem flj iuo /o ^rpj iuo /o j, miviN/\ 


xta/t n 1 89^^ 

IN IVl UloZjj 


pi i a ITT / A C '1 »T i n c It \ / IT ^ t It r»f 1 ^» '1 1 iTr^tr'i IT P T 11 087^ ^ P T T1 087^^ ITT P NI A 

numu Sapiens nypuinencai pruiem rpj iuo ij ^flj iuo / j j, miviN/\ 


NM 018252 


Humu sapiens hyputhetical prutein FLJ10874 (FLJ10874), mRNA 


XTA/T H 1 89zl^ 
rNiVl UloZHO 


numu sapiens nypuineTicai piuiem rLjiuoji ^ri^jiuoDi j, miviN/\ 


XTA/T O 1 8 9/1 1 
IN IVl UloZ41 


nomo sapiens nypuineiicai piuiem ri^jiuo^o (rLj iuo4oj, iiikjn/v 


XTA/T O 1 89^G 
IN IVl KJiOADy 


numu sapiens nypuineiicai piutem r i u / r> i (tlj i u o i j, mKJN/\ 


NM 018230 


Humu sapiens nucleupurin 133kD (NUP133), mRNA 


TvTA /T O 1 Q 9 9 1 

JNIVI UlozzJ 


homo sapiens cnecKpomt witn iurKJieaa ana ring tmger domains (LnrKj, 

itt 1? AT A 

111KJN J\ 


XTA/T O 1 89 1 Q 
IN IVl UloZlV 


numu sapiens nypuineiicai piuiem ri^jiu/oo (rLj iu / ooj, mKJN/\ 


XTA/T O 1 89 1 7 
IN IVL U 1 oZ 1 / 


numo sapiens enromosume zu open reauing name ji (lzuoiijI ), miviN/\ 


XTA/T o 1 89 19 
IN IVl U 1 oZ 1 Z 


nomo sapiens iiKeiy onnoiog 01 mouse iNr uerrveci proline ncn proiem i 

fFT 11077^^ ml? XT A 
^.T L J 1 KJ 1 IS))) 11 1 ivlN J-\. 


xta/t ni 89 1 1 

1M1V1 U 1 OZ 1 1 


T-TntnA c'itTir»nc Vi^rtTjr\+V»^tir»c»1 it r^tr»in PT 11 H77H M<f T A A 1 ^ 7Q \ ml? XT A 

nomo sapiens nypoineiicai pioiem rLj iu / / kj d miviN/\ 


XTA/f 0 1 8907 
1M IVl KJ 1 OZU / 


1 — I / x itt / a cQnif»nc Itt tta /t+1t c* o 1 it i"*/ a "f - r** i it Ih T f 1 07^0 C Ih T I 1 07^Q\ ittT?^VT A 

nomo sapiens nypoineiicai pioiem flj iu / j" ^tlj iu / mi\jN/\ 


XTA/T o 1 890^ 
1>J IVl KJ 1 OZUJ 


T-f ntnr v cqiiiphc ViTrr\r\t1r^+ir»d1 tTr^f r»i n IhT T1 H7^ 1 ( V*\ T1H7^1^ rviPXT A 

nomo sapiens nypoineiicai proiem rLj i u / d i ^rbj i u / d i j, miviN/\ 


XTA/f 0181 Q9 

1M IVl UlOl 7Z 


1 — I / x ITT / A C O IT 1 IT C It \ f IT /^+1t Ct 1 IT 1"*/ A "f" 1 1T l-H T f 1 f~\ 7 1 8 ( l-H I I 1 O 7 1 8 ^\ fTT T? ^VT A 

nomo sapiens nypoineiicai proiem r l^j iu / 10 ^rLj i u / 1 oj, miviN/\ 


XT AA 018188 
in ivi uioioo 


T-Trtmrv c'inir>nc U\/t^n\tUr>t\{*'A 1 r»r^tr»i n P 1 110700 ^ PI T1 0700^ mPXTA 

nomo sapiens nypoineiicai proiem rLj iu /u" ^rLj iu /U7 iniviN.rv 


XTA/T 0181 87 

1M IVl UlOlO / 


X — I / x ITT / A CQ1T1 AUC 1t"\ 7~l^ /^"^1t 1~* O 1 IT \~ t \ t 1 IT l-H I 1 1 0707 ( l-H I F 1 0707\ TTtI?^VT A 

numu sapiens nypuineiicai pruiem flj i u / u / ^rLj i u / u / j, miviN/\ 


XTA/T 0181 8 A 
IN IVl UloloO 


I — I / \ / \ notxia-nc Itt r-i*\ /t+It o 1 tM*/A"f /^m L/ T I 1 0'70^x / 1—4 I I 1 ^"^^O^^ *tt I~? "^vl A 

numu sapiens nypuineiicai piuiem rLj iu / uo ^flj iu / uo j, miviN/\ 


XTA/T 0181 8zL 
1>I IVl UlOl 


pi , a itt/ a c',inipnc P\/iTMtPr'ti^Q 1 nrntr»in PT T1 0709 TPT T1 0709^ mRXTA 

numu sapiens nypuuieLicai piuiem r i^j iu i kja ^rpj iu / uzj, iiiivln/\ 


XTA/T 0181 70 
IN IVl KJ 1 0 1 / y 


PI ( a itt ( a c'lnifnc 1t\/it/ Af lTr»tw»'i 1 iTr/Afr»i it P I T1 OA88 ^ PI T1 O^T88^ itt I? XT A 

numu sapiens nypuineiicai pruiem rLj luooo ^rpj luooo j, mivLN/\ 


XTA/T 0181 78 
IN IVl UlOl / O 


T— T /'A "ITT /"A CQIA1 P"\ 7~l^ /T*^P {** C1 1 IT l"V \ 1 IT l-H I I 1 0/t87 Ih I I 1 0^\87^\ "ITtI?^VT A 

numu sapiens nypuineiicai pruiem flj iuoo / ^rpj iuuo / ), miviN/\ 


XTA/T O 1 8 1 AO 
IN IVl UI0IO7 


PI r a itt i \ L'inir»nc 1t\ /iT/AtK r»f i /»'i 1 iTi'/Atr»i it PT T10/t^9 ^PT T10£^9^ ml? XT A 

nomo sapiens nypoineiicai pioiem flj iuojz ^rLj iuojz j, miviN/A 


XTA/I 0181^1 
IN IVl U 1 O 1 0 1 


I — I / \ itt / corn f»nc Iit rrr z^+P r* o 1 it i"*/ \ "f - ^ i it Ih'I 1 1 O/r^ 1 Ih I I 1 O^x^ 1 A ittI?^VT A 

nomo sapiens nypoineiicai proiem flj iuoj i lj iuuji miviN/\ 


XTA/T 0181 
IN IVl Ul0lJ7 


y nmn c'HTir'iTC 1t\/it/ Af lTr»tw»'i 1 iTr/Af r»i it PT T10A98 ^ PI I 1 OA98^ rv»T?XT A 

nomo sapiens nypoineiicai proiem flj iuozo ^rLj luozo miviN/\ 


XTA/T 0181 Al 
IN IVl UIOIH-/ 


T— I rA itt /a c 'A it i r» it c li\mnlli p>ti r»Q 1 iTivAtr'i n PT T10^89 ^ PI T10^89^ itt T? Kl A 

nomo sapiens nypoineiicai proiem rLj iujoz ^rpj iujozj, miviN/\ 


XTA/T 0181 49 
IN iVl KJ 1 0 1 H-Z 


nomo sapiens nypoineiicai proiem r l^j i\jDoy ^rLj lu^oyj, mxviN/\ 


MAyf 0181^7 
IN IVl UlOl J / 


I — I / -v ITT / \ CQ1A1PI1C lAVA^PITI OfftlTIHIP ~^T "ITT a+IlT t\\ "l"Cl IT C Ti^*T*Cl O /t / \^ ]\ /I 1 \ ITT I? XT A 

nomo sapiens pioiem arginme iN-meinyiiiaiisierase o ^piviviioj, miviN/\ 


TsJ AA 0181^ 
IN IVl UlOl jO 


PI ( a itt { a c'lnifnc 1t\/it/ AtlTr»tw»'i 1 iTr/A+r'i n PT T1 O^ 1 7 ^ PT 110^1 7^ itt P NI A 

nomo sapiens nypoineiicai proiem rLj iuj i / ^rLj iuj i / j, miviN/\ 


XTA/T 01 81^^ 
IN IVl UlOl jj 


nomo sapiens nypoineiicai proiem rLj iuz>h-o ^rpj iuz)h-o miviN/\ 


XTA/T 01 8199 
IN IVl UlOlZZ 


PI r a itt / \ c 'i it i r»iT t It \ mt / a t It r«f 5 / » 'i 1 iTr^f r»i it PT 110^1/1 / P I I 1 1 /I \ itt D NI A 

nomo sapiens nypoineiicai pioiem rLj iuo ih- ^rLj ikjd ihj, mivLN /\ 


XT AA 018190 
IN IVl UlOl ZU 


I — I / X ITT / *\ CQV\1flT1D Iat /T+P i~* O 1 IT l~/ A ^ 1 IT Ih'T i 1 O^ 1 ( Ih T ! 1 O^ 1 1 ^ -|TT I? XT A 

nomo sapiens nypoineiicai proiem flj ikjd i i ^rpj ikjd i i miviN/\ 


XTA/f 0181 10 

in ivi u 1 0 1 1 y 


I— l ( a itt / a c'lninnc pTrr\r\+pp»lir»c»1 it ivAtr»i n PT T1 O^OQ ^ PI I 1 O i ^^O^ itt P NI A 

nomo sapiens nypoineiicai pioiem rLjiujuv ^tlj iKjjKjy j, miviN/\ 


TnJIVT 0181 1 f\ 


PI / a itt i \ c'^ini fiic itt 1 c ' 1 1 / a /^PT \ 1 0^04^ mT?XTA 
±±vjiiivj sapiC'iio iiii&aivj 1 1 lj iwju^i, i i i i v i n / \ 


NM 018112 


Humu sapiens hyputhetical prutein FLJ10493 (FLJ10493), mRNA 


NM 018106 


Humu sapiens hyputhetical prutein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 



(400/104) 



ATA/T 0 1 80Q7 
tnivi u i oKjy / 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 r% rt\tr*\ n PT T 1 H4AO ^ PT T104/^0A mPATA 

nomo sapiens nypoineiicai pioiem fi^jiuh-ou ^rLj iuh-ouj, miviN/\ 


ata/t o 1 &OQ7 

1N1V1 U 1 OUyJ 


nomo Sapiens nypoineiicai proiem rLj lu^tj" ^rLj ium-j" j, inivLNi-v 


AJA/T 0 1 ROQ9 
IN TV1 U 1 O U "Z 


T— T/"\Tn/~\ c o i £±~t*\ c 1 1t\ t~i^ /a+1i o 1 mva+phi Ih 1 1 1 0470 f Ih T I 1 0470^\ "tYiT?^vT A 

numu sapiens nypoiiiciiL/ai pruiem rLj iuh-ju ^rLj iuh-ju j, miviN/\ 


kia/t n 1 8 no 1 

1>J ivi uio vy 1 


numu Sapiens nypoiiiexiL/ai proiem flj iuhzz ^plj iuh-zz miviN/\ 


rN TV1 U 1 OW"U 


T — I / x t^\~\ s x cQwianc 1t\ m /■^i+li 1 c» 1 trr/A-f ai-n Ih'T" 1 1 0490 Pi f 1 0490^\ "t^iT?^VT A 

nunii) sapiens nypuinexieai proiem flj iuh-zu ^rLj iuh-zu ^i, miviN/\ 


ATPv/T 0 1 8087 
1N1V1 U 1 ouo / 


PI ,x , x cQnipnc P<Arr\r\+P(P>+ir»c»1 nrn+pin PT T1 0407 ^PT T10407^ ml? AT A 

nomo Sapiens nypotnexiL/ai proiem flj iuh-u / ^flj iu4u / j, miviN/\ 




numu Sapiens iicigexm ^fivjin j, in is. in r\ 


ATPv/T 0 1 8078 
IN 1V1 U 1 oU / o 


nomo Sapiens nypoinexieai proiem rLj iuj> /o ^flj iuj /oj, miviN/\ 


ATA/T O 1 807A 
IN 1 VI UloU/O 


riomo Sapiens nypoineiicai pioiem rLj iuj / o ^tlj ikjd /oj, mrviN/\ 


ATA/T 0 1 807^ 
IN TV1 UlOU / J 


nomo Sapiens nypoxneiicai proiem rLj iuj) ij ^rLj iuj id j, miviN/\ 


ATA/T 01 8079 
IN ±V1 UlOU/Z 


nomo Sapiens nypomeiieai proiem flj ivjDy ^rLj iKJDDy ), miviN/\ 


ATA/T O 1 8070 
IN IVI UloU/u 


nomo Sapiens nypoineiiC/ai pioiem flj iuj jj ^rLj iujdd j, miviN/\ 


ATA/T 0 1 80/^»0 
IN IVI UlO UOU 


nomo sapiens nypoineiicai proiem flj iujzo ^rLj iujzo j, miviN/\ 


ATA/T 0 1 80^zL 


nomo Sapiens nomoiog 01 rai natirin ^ivi^ni mrviN/\ 


ATA/T 0180^9 
IN IVI UIO U J Z 


nomo Sapiens nypoineiicai proiem flj iuj>ud ^rLj iuj)uz? miviNjrv 


ATA/T 0 1 80^ 1 
1N1V1 u 1 ovjj 1 


nomo Sapiens nypoxneTit/di proiem rLj iuj>uu ^pi^j iuj>uu j, miviN/\ 


ATA/T 018047 
IN IVI UlO U^+ / 


L| nnin c 'i t-» i r» n c P^^r\+Vi^+ir»ci1 nr/Atr«i n PT T109Q0 ^ PT I 1 0900 ^ mP AT A 

nomo sapiens nypoineiiC/ai proiem fi^j iuzvu ^fi^j iuzvu ), miviN/\ 


AJA/T 01 804 7 
1N1V1 U 1 OU4J 


I — I { x m / x o qv\i t? P \ 7 f-"\ / x -f- P \ i /xqI i"* / a "f - i n |h T 1 1 O 9 1 ( PT ! 1 O 9 ^ 1 \ m TJ ^vT A 

nomo Sapiens iiypoiiieiicai pioiem rLj luzoi ^rpj iuzoi j, miviN/\ 


ATA/T 0 1 80zL0 
IN IVI UlO KJ^-t U 


PT^T^l/"\ CQtMATIC Pt T~t~\ /"A"^"P t~* C1 1 f\TV~A"tf"£^1 T1 PT 1 1 09^9 Ih T il 1 09^9^ TV* 1? ~^T A 

nomo Sapiens nypoineiicai proiem fi^jiuzjjz ^rpj iuzjz j, miviN/\ 


ATA/T 01R07Q 
in ivi uio \jj y 


I — I { A m / x fi <\ \~\ 1 n o P \ / / A f" P AT1 aqI Tl PT I 1 09 ^ 1 / p" T ! 1 t\ O ^ P\ TYlT? ^VT A 

nomo Sapiens iiypoiiieiicai pioiem rLj iuzj i ^tlj iuzji j, miviN/\ 


ATA/T 0 1 8078 
IN IVI UlO UJ) O 


nomo Sapiens nypoineiiL/di proiem flj iuzh-o ^-ti^j iuzh-o j, miviN/\ 


AJA/T 0 1 807^ 
IN IVI UIO KJD D 


U nmn cQnipnc U\mt\thr>t\{*<A 1 rvrrviPMn PT T10941 i PT T10941^ mPATA 

nomo sapiens nypoiiieiieai proiem rpjiuzn-i ^rLj iuzh-i miviN/\ 


ATA/T 0 1 8074 
IN IVI UIO U J) H- 


U nniM cQnipnc AtlTr»ti 1 m-rt+pin PT T1 0977 ^ PT I 1 09 7 7 ^ ml? AT A 

nomo Sapiens nypoineiiL/di proiem fi^j iuzj)j ^r;i^j tuzjj j, miviN/\ 


ATA/T 018077 
IN IVI UIO U J) 


I — I / x m / a com auc Tn m rx'f Ti pti p q 1 «+>rv+ai-n |h T i 1 0979 / I— < T 1 1 0979^\ tviT?^VT A 

nomo Sapiens nypoineneai proiem rL^j i\jz.s>z. ^rLj \.\)z,z>z. j, miviN/\ 


ATA/T 01 809 f\ 
1N1V1 U 1 OUZO 


U nTnn nQixPnn Athoti 1 nr/Atr»i n PT T1090Q ^ PT T1 090QA mP AT A 

nomo Sapiens nypoineiicai proiem rpj iuzu" ^r;i_^j iuzuvj, miviN/\ 


AJA/T 01809^ 

IN IVI UIO UZJ 


I — 1 7 x m / a oQmpnc p \ / »^\ /xtlir^tw^Q 1 tAfnfpm p T ! 1 090^\ / P T ( 1 (\ 9 O (~~\ \ tyiT?~^T A 

nomo sapiens iiypoiiieneai pioLeni rpj tuzuu ^rpj tuzuo j, iiiiviN/\ 


ATA/T 01801 1 
IN IVI U 1 0 U 1 1 


nomo Sapiens nypoineiiL/ai proiem rLj tui j4 ^tpj tut j4 miviN/\ 


ATA/T 0 1 800Q 

in ivi uio uu y 


nuiiitj isdpiciis nypoinctiL/cii pruicm ri^j iuih-j ^jtl^j iuih-j )^ iiirvi\ 


ATA/T 0 1 8008 
1N1V1 U10UU0 


nomo Sapiens nypoineiiL/di proiem rLj iuih-z ^tpj iuih-z miviN/\ 


ATA/T 0 1 800 1 
1N1V1 U10UU1 


Pf 7x,n 7x cQnipnc h\mt\ihr>t\(*<A 1 nr/^tpi n PT T10190 ^ PT T10190^ AT A 

nomo sapiens nypoineiieai proiem rLjTUTzu ^rLj iuizuj, miviN/\ 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


ATA/T O 1 7GG7 

iNivi u i / yy d 


nomo sapiens nypoineiicai pioiem ru luuy^f i^r-LJ luuy^f j, miviN/\ 


ATA/T O 1 7Q8 8 
INlVl Ul / 700 


LJ , x t-»T / x conipno UTmA+Tio+inol nrn+oin PT T1007/1 / P T I 1 i\(\H A \ t«D\T A 

nomo sapiens nypoineiicai pioiem ttlj iuu /^f ^ri_^j iuu /^f j, mKiN/\ 


ATA/T O 1 7Q87 
1NJV1 U 1 / y<$ 1 


nomo sapiens rvun- and r i vc-Qomain contammg pioiem (ivaDip^rvj, mKJN/v 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


JN1V1 Ulo4Uy 


nomo sapiens nypoineiicai protein JJJs.rZ,p/olUUl l ^ (JJJvrZ,p /olUUl loj, 
inKJN/v 


ATA/T O 1 7^0 1 
iNivl Ul /OUl 


nomo sapiens nypotneticai protein urvr z^p / o i nzz i \\j Jvr z^p / o i nzz i mrviN a 


ATA/T O 1 87 1 7 

In IVI Ulo/lj 


II 7X 7x cioni^tiD Pt rM/A+Uo+iAol iv\tr> i t-» P\T<r P Vn </1 7 A >T9 7 A / P\ C7 n ^/1 ^7 1\ /T 0 7 A \ tviDM A 

nomo sapiens nypotiieTicai pioiem Jjjs.rz,pj4/iviz^0 (jjJvrz,pjH-/Tvizjoj, miviN/v 


ATAtT H1 

1N1V1 Ul /OUO 


nomo sapiens nypotiieticai proiem iJJvrz.p^j^Jviziu (iJrvrz^p^j^Jviziuj, 

in P AT A 
I I I ivi N r\ 


ATA/T 017^4^ 
IN TV1 U 1 / j^tO 


nomo sapiens nypoineiicai proiem ^i^h-u mivLN/\ 


ATA/T 0 1 84^8 
IN IVI U 1 OHO O 


nomo sapiens uiicnaiacierizeu oone marrow pioiem jdiviuh-z ^jdiviuh-zj, miviN/\ 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040), mRNA 


ATA/T O 1 84^^ 
1N1V1 UlO'+ZO 


nomo sapiens unciiaiacterizeQ Done marrow pioiem DNixjjy ^rjiviujyj, miviN/\ 


ATA/T O 1 8/1 ^7 


nomo sapiens uiiciiaiacienzeQ Done maiiow pioiem jdiviujo ^jdtviujOJ, mivrM/\ 


AJA/T 0 1 84^9 
IN IVI U 1 OH- J) Z 


I — I / x / x c online pTii*aiyi i^c z^tm £± (~\ i^n/^»n TPQ/Tmfr frotvip 7^ ( (~\cw*^X.^\ ml? AT A 

nomo sapiens ciiioiiiosome o open leaoni^ name d d [k^okjild j iiiivln/a. 


NM 018489 


Homo sapiens hypothetical protein ASHl (ASHl), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3), 
mRNA 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP -activated, gamma 3 non-catalytic subunit 
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/DDI/ A ml? XT A 
{ I IN. IV /\0 J) J, III IN. IN /\ 


XTA/f C\ 1 7/1 9 A 
INlVi Ul /4Z0 


riomo sapiens nucieoporm d^kd (iNUr mivi\i/\ 


XTA/T H 1 AQ<[n 


riomo sapiens testican d ^rio/vj ih-jh-^, nirvL\i/\ 


XTA/T fl 1 7/1 9 1 

inivi u i /^z i 


riomo sapiens nieinymansieiase lui^j (lui^j j, miviN/\ 


xta/t nnAQ^/i 


riomo sapiens kucl ^i^ys-/\sp-oiu-Leuj enaopiasmic reticulum proiem 

rr'tr'n ti nn rf^fntnr 9 /k' HP! T? 9 ^ ml? XT A 

leieiiuoii 1 ecepioi z ^ ivl^lllin.z hi iv i n /\ 


XTA/f n 1 ^Q7A 

in ivi u i d y / o 


nomo sapiens soning iiexm / ^oiN^v/j, mrviN/\ 


XTA/f 01/^77 
IN 1V1 U 1 OZ) / / 


nomo sapiens i v /\ dod, memDer rvz-vo oncogene iamiiy ^ i\.adod j, inrviN/\ 


xta/t niA^^Q 
in ivi kj 1 od d y 


nomo sapiens i aivz u proiem ^ i y\ ivz u j, n 1 iv in /\ 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


XTA/T H 1 A^Oi 
1N1V1 UlODZ^t 


nomo sapiens r>/Jv piotem ^i^uv^d i /ou j, mrviN/\ 


xta/T m A^ri7 


nomo sapiens L^uv^z-reiaTeQ proiem Kinase / (^rKrvo mrviN/\ 


XTA/T H 1 A/1 /I A 


nomo sapiens in/\o-j protein (luljI 'd^)-, mrviN/v 


xta/t niAifii 

IN IVI UIO-joZ 


nomo sapiens natural Kiner cen receptor zr>4 (lljz44 ^, mrviN/\ 


XTA/T fl 1 A^^/1 


nomo sapiens solute carrier tamny zi (organic anion transporter), memoer iz 
^ i ^.J^^l^A^l\ mt?xTA 

( jLLZ 1 /a 1 Z J, III Iv IN r\ 


XTA/T 01A9QR 
IN IVI U 1 OZ70 


nomo sapiens muscie cnsease-ieiaieQ piotem ^lul j i /zj mrviN/\ 


XTA/T 

IN IVI KJ 1 OZ7U 


nomo sapiens retinoid x receptoi interacting proiem ^i^^v^zj i /zu mrviN/\ 


XTA/T 01^980 
IN IVI U 1 OZ 0 W 


nomo sapiens caiooxyiesteiase-ieiaieci piotem (i_.^^z)i / ioj, niiviNi-v 


XTA/T 01A99Q 
IN IVI UIOZZ7 


nomo sapiens cytocnrome od reouctase DZ)rv.z ^i^vj^ji /ooj, mrviN/\ 


XTA/T 0 1 f\l 1 ^ 
IN IVI KJ 1 OZ 1 D 


nomo sapiens tnyroiu normone receptor mieractor h- ^ i rvir h- mrviN/\ 


xta/t n 1 a 1 aq 

IN IVI KJ 1 0 1 O" 


nomo sapiens suppiessoi 01 iuseci nomoiog (uiosopniia^ (our u j, mrviN/\ 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


XTA/T H 1 AH77 
1N1V1 U 1 OU / / 


nomo sapiens l.a_ji-14/ protein ^i^vjl>jioji j, mrviN/\ 


JNJVL UloUZJ 


nomo sapiens cui- / / protein (LULj \ od d J, mKJN/\ 


XTA/T H 1 AH9 1 
iNlVl UlOUZl 


nomo sapiens non-canonicai uDquitm conjugating enzyme i (TNL^ur>jzi j, mrviN/\ 


xta/t m Anm 

JNI1V1 UlOULo 


nomo sapiens ijjs.r'z.r^j^+j iD^f piotem (UJvr z,tr4 j^-j ir>^fj, mKiN/\ 


XTA/f flKQQ 1 


nomo sapiens caicium/caimociuim-QepenQent protein Kinase (L^aTVi Kmasej it 

Qlr^Vi-a (C* A A/Tl<r9 A^ tyiPXTA 
aipna (c /aivunz/a mrviNzv 


XTA/T 0 1 ^QJ.Q 
iNivi u 1 Dyn-y 


Womrk cynionc frj 90 nrntpin Tt Hf^l mRXTA 

nomo sapiens ^v_ri-zo piotem (lucjiouoj, itiivin/\ 


XTA/T 01^881 
IN IVI Ul JOO 1 


nomo sapiens cucKKopi nomoiog d (z^enopus laevis^ (t^rvrvj) mrviNZv 


XTA/T 01/^10 
IN IVI KJ i 00 1 y 


I — I / a m / a c 1 oi^i ia c 1 hi t~y\ / a f - li /~» o 1 i"* / a "t - in / T ^ \ ^1^1 ^\\ m T? ^VT A 

nomo sapiens nypotiteticai piotem ^i^v^^o i d iuj, miviN/\ 


XTA/T 01A^Q& 
1N1V1 UIOJ7O 


U nmn c'inir»nc Pi I-4 l-l 1 n r^tr»i n ^ T fir^ 1 7HzlA tyiPXTA 

nomo sapiens unn c i protein i^ lul j i jin j, h i in. in zv 


XTA/T 01/^80 
1N1V1 U 1 OD&y 


nomo sapiens iviD-i^t piotem ^luc j i juu j, mrviN/\ 


XTA/T fl 1 A ^ 8 & 
IN IVI KJ 1 OD 0 O 


nomo sapiens neumm (Lvjcjizyyj, ihiv in /a 


IN IVI U 1 OD OZ 


nomo sapiens peptiue nansponer j) ^rntzj, mrviN/\ 


XTA/T 01^^70 
IN IVI KJ 1 OD 1 KJ 


u nt11A C n«i PT1c c Pi A 1 zl ^t Df^ 1 9Qfl^ mPXT A 
nomo sapiens c z\ i ^ ^i^vji^j izyuj, in in. in /a 


XTA/T OIAa'Aa' 
IN IVI KJ 1 OjOj 


nomo sapiens jzzivjz protein ^ l j izo / iiiiv i > z\ 


xta/t f\^f\ ^ \&^ 

IN IVI U 1 OZ) 0 i 


nomo sapiens apoptosis leguiatoi (lucjizoj mrviNzv 


XTA/T 01A^9A 
IN IVI KJ 1 0.2Z0 


nuino sapiens uoi j \l^\J\^d vz, / z,)^ iiiiviN.rv 


xta/t n 1 1 £ 

IN IVI U 1 OD 1 O 


I — I / a tvi / \ i_' i*\ 1 n l ' ii 1 1~\ i^i/ * / \ 1 1 / * r j / » i/1 / "v -v' i / 1 l ' ^ / ID 1 1~) ( ^ '\/ r \ ni I? "^vl A 

nomo sapiens pipeconc aciu oxidase (rirUAj, mrviNy-v 


XTA/T ni^zlQ^ 
IN IVI KJ 1 047J 


nomo sapiens nypotneticai protein ^i^^^-z> izooj, mrviN/\ 


XTA/T fl1Azl£A 
1N1V1 U 1 OH-oO 


nomo sapiens nypotneticai proiem ^i^uji^o izh-vj, mrviNy-v 


XTA/T 0 1 f\All 
IN IVI O 1 OH- / / 


nomo sapiens iorKneau dux pi ^ruAr i in ivim zv 


XTA/T PlIAzl^ 
IN IVI KJ 1 O^OJ 


I — I / a m / \ Q1M H c 1 ll \ / »1 / A 4- ll a-i-t O 1 11 1-/ A -f r^fc 1 H / I ( \ ^1 O 'J Q\ -fll T? ^VT A 

nomo sapiens nypotneticai piotem ^pucj izjo ^i, mrviNzv 


IN IVI O 1 OHO O 


1—1 / A 111 / A ll \ r f-v / a -f \~\ r^L 1- 1 / * 1 t~\ i*/ -if 111 / I ^ 1 O ^2 ^ \ ~YX~\ t? ^VT A 

nomo sapiens nypotneticai protein ^i^^^j izj) d mrviNZv 




\—\ ( a iii / \ c^nifnc ii i ii p« i ii ( Pt IZ ^ 1-^ i v\\ c*\~'Ai^\ \ v\ t t nrntpm^ ^XTtXT^ iii P T\l A 

X±VJ111VJ odpidlo ^ VJOIVjI_) llllC/1 CL\j Llll^ piVJldll^ ^1>I±1>I 111XV1>I J ^A 


NM 016274 


Homo sapiens CK2 interacting protein 1 ; HQ0024c protein (LOC5 1 1 77), mRNA 


NM 016261 


Homo sapiens delta- tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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ATA A C\ 1 A 1 Q < 

JNJVL Uloloj 


Jrionio sapiens nematoiogicai and neurological expressed i (riJN i j, mKJN/v 


NM 016181 


Homo sapiens melanoma antigen (LOC51 152), mRNA 


ATA A M1 

JN JVL U 1 O 1 J V 


riomo sapiens lo. /Jvci protein (LULj i 14ZJ, mKJN/v 


ata /f ni/:i on 
JNJVL UlulzV 


riomo sapiens LUrV constitutive pnotomorpnogenic nomolog subunit 4 

(/VraDlUOpSlSJ (LUrMj, lTlrviN/V 


ATA/f fi1 A1 
1N1VL U 1 01 ZZ 


riomo sapiens in y -kj^jnoo antigen ^i^\jlo i J mrviN/\ 


ATA /T H1 A1 1Q 

JN JVL U 1 O 1 1 y 


riomo sapiens putative zmc linger protein JN Y -ivcJN-:54 antigen (LULj 1 1^1^), 

tyiT? AT A 
11 1 IS. IN r\ 


IN 1V1 Ulul Uj 


nomo sapiens u ir-DinQing proiein odra ^i^^v^z) i izo j, mrviN/\ 


1M 1V1 KJ 1 OU77 


nomo sapiens norL/U^i proiem ^ lv^i^ j i izz) iihn in /a 


aja/l n 1 /^noA 

rNlvl KJ 1 OU7O 


nomo sapiens norLUjo pioiem ^luu j i izj itiinin i\ 


1M1V1 U 1 OUJ) / 


I— J nmn c'lninnc I OA nrntnin / 1 OP^I 1 1 8^ tyiRAJA 

nomo sapiens aj v- y-t proiem ^ h^jv^o i i ioj, iiiin in /a 


AJA/L fllAfllzL 
In IVl KJ 1 OU 1 T* 


nomo sapiens ^ vj i - o / pioiem ^ lvj j i iu4 mrviN/\ 


TsJA/T 01 ^QQ7 
1M IVl KJ ID 77 / 


nomo sapiens v^vji-h-i proiem ^lul^j iuyj j, iiiix in /a 


IN IVl U 1 0 7 1 


nomo sapiens lamDQa-crysiaiim ^LUL/j iuo4 j, mrviN/\ 


ATA/T H 1 ^07^ 
IN 1V1 u 1 0 y / J 


nomo sapiens gaianm-i eiaieci peptide ^luuj iuoj j, mrviN/v 


AJA/L 01^079 
In IVl Ul J7/Z 


nomo sapiens rvi>/\ poiymeiase i 10 Kiva suoumi ^i^vj^j i woz ^, iiiivin/\ 


AJA/L 0 1 

1M IVl KJ 1 J y J J 


nomo sapiens ei> kj^d interacting proiem ^iNiv^oi-r mrviN/\ 


AJA/L 0 1 

INI 1V1 KJ 1 d yj 0 


nomo sapiens v^oi-u^t pioiem ^luljiuo/ mrviN/\ 


AJA/L 01 n"RQ^ 
1M IVl KJ 1 3 O7J 


nomo sapiens gemmm ^ l j iuz)j) iiiiviN /\ 


iNlVl Ul JOOZ 


U nmn rubric T? TO liVf^ ^ £\ fT CiC^lOA^ mT?XTA 

nomo sapiens in i vj- i ikc j-o \ l^kjv^ j i Ut-o ^, 111 iv in /\ 


aja/l n 1 

IN IVl UlZ)OZ)-j 


nomo sapiens uivr ^lucjiujj j, iiiinin /a 


AJA/t 01^080 
IN 1V1 KJ 1 OUOU 


Hntnn ciiniptic THT 1 ^0 nrntfin (\ HP^ 1 0^ 1 ^ mRAJA 

nomo sapiens v vj i - i j u proiem ^ lul j i uj i j, in in. in /a 


aja/l 01^078 


nomo sapiens c vj i - i ■j- o pioiem ^i_^vjv_.j iujjwj, in in. in /-\ 


AJA/t 0 1 f\V\lf\ 
IN IVl UluU/O 


nomo sapiens cui-ih-o protein ^i^vjv^o iwzyj, iiiiviN /\ 


AJA/L 01 AfK9 
In 1V1 KJ 1 OU D Z 


nomo sapiens C/Ui- 1 id pioiem ^r^v^V-O i u i oj, mrviN/\ 


AJA/t 0 1 f\C\AQ 
In IVl \J 1 0 WH-y 


nomo sapiens v vj i - i iz protein ^Lucjiuiuj, iniv in /\ 


In 1V1 Ul J y-tKJ 


nomo sapiens v vj i - i u protein ^r^vjv_o i wuh-j, in iv in j-\ 


AJA/t 01 /^fK 
In IVl UIOjUj 


nomo sapiens nypotneticai proiem ^norczji rnrviN/\ 


AJA/L 01^48^ 
1NIV1 U 1 OHOJ 


nomo sapiens nypouieiicai proiem ^nor vzzoj, nrrviN/A 


AJA/L 0 1 /^J.79 
In IVl KJ 1 OH- / Z 


nomo sapiens nypotneticai proiem ^norcziuj, in in in /\ 


AJA/L Pi 1 ^AAA 
In 1V1 KJ 1 OH-OH- 


nomo sapiens nypotneticai pioiem ^norLiyoj, mrviN/\ 


AJA/f 0 1 J.^9 
In IVl KJ 1 OH-OZ 


I — I / x |->T / A CQtM AMC It a J IT / A "i" It "i" 1 /■ "* O 1 IT t~/ \ \~ r** 1 IT (\— TQ!l^^^ 1 Qzl^ ITT I? Nvl A 

nomo sapiens nypotneticai proiem ^norciy^j, mrvrN/\ 


AJA/L fl1A^^ 


nomo sapiens norLio7 pioiem ^norcioyj, mrviN/\ 


AJA/L 0 1 f\AC\A 
In IVl U 1 OH-Ut- 


nomo sapiens nypotneticai proiem ^norci jzj, iiiivin t\ 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


ATA/T H 1 A^QQ 


nomo sapiens nypotnencai protein ^no-r^ij)Zj, mrviN/v 


ata/t n 1 a^q^ 

INlVl U 1 ODyD 


nomo sapiens DUTyraie-mduced transcnpi i (JiorLJZJ j, mrviN/\ 


ATA/T H 1 /x^C7 
INJVl UJOjo/ 


nomo sapiens nypotneticai protein (nor l^uouj, mrviN/Y 


In JVl U 1 0 1 U 1 


nomo sapiens nypotnencai piotein ^norcu j i j, niKJAi/v 


ATA A HKQ1 Q 
JN JVl KJ 1 J y 1 O 


nomo sapiens nomolog 01 yeast KJNase iviKr/KJNase r protein ropo (rUFD j, 

ml? XT A 
111 rv IN /A 


AJA/L 01^9^7 
In 1V1 KJ 1 OZZ) / 


I — I / A |TT / "\ COtXI^tlC It 1 IT IT / "W**l1/*1 IT 1 1 \y |T f*/ A "f" 1 IT /I / I — I T) AT J \ ITT A 

nomo sapiens mppocaicm-iiK.e protein \ r\ r v /a l^j in iv in /a 


ATA/T H1A9 87 
In 1V1 U 1 OZ 0 / 


nomo sapiens ni i -or (nn-Dr /^j, m kin /\ 


AJ A/L fl 1 ^ R 8 8 
In 1V1 UlJOOO 


I — I / ^ |TT / A COtMPHC It / A / \ ix 1 |T 1"/ A'f 1 IT / I — I ( \ ( \ \S 1 \ ITT I~? AvI A 

nomo sapiens iiooki pioiem ^ n vj vnv i ^, in in in /a 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


AJA/r 01^4^1 

IN 1V1 KJ 1 Ut-J 1 


1 — I { A ITT / A L ' <S\ IT 1 rf~MT L' / » / A ' 1 + / A ITT ^ 1" |T r/^tni IT AAtYinlpV L 1 ! 1 It 1 mit It <^"fo / C~~\ I~^ l^ \ ITT T? AvI A 

rrOlllO ISapiClllS L/OalOlllCl piOLClll VOllipiCA, ESU.UU.111L UCLa ^VUrD ^, lllxvlN^rv 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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ATA/T OlzLO^Q 


n uiiio Sctj) iciis i\UL/jz j )i u iciii ^ ix vj^ j) z in in. i >j /a 


IN 1V1 KJ 1 M-U^tU 


nuniu sdpicns r i ukj i d proicin yr i l/w i j^i, mxviN/\ 


ATA/T OlzlO^Q 


n (jiiio Sapiens r i ukj l z pruicm ^.r i w i zj, iiiiv i > /\ 


ata/t o 1 zi 1 1 1 

IN 1V1 UIt-1 1 1 


rivjiiiu Sapiens rivuzuoo proiem ^rivuzuoo miviN/\ 


IN IVI Ultl UO 


U Amn ccinipnc PR O 1 Q 1 ZL nrntpin / P P O 1 Q 1 A\ mPTsJ A 

n (jiiio isdpit/iiis risAjiyi'-T proicm \rt\\j iy i^j, iiiin. in /a 


tsja/t o 1 zi 1 ozi 

IN 1V1 Ul'+l KJ^-t 


noiTio Sapiens r nuioou pioiein ivuioou j, miviN/\ 


ata/T n 1 a 1 on 

IN IVI UU 


Wr^TYir\ ccininnc PPO1770 nrntr>in TPPO1770^ mPTsJA 

n oiiio sapiens i i / / o proiem ^ i ixv^y i / /kjj 9 iiiin. in /a 


ATA/T fl 1 A 1 ^ 7 
IN IVI KJ l^r ID 1 


y ntYin ocir^i^nc PPOO/^O r^tr»in ^PPOOA^O^ rviPXTA 

n oiiio Sapiens iivoudju proiem yr ssxjkjodkj in in. in /a 


ATA/T 0 1 A 1 9 7 
IN IVI / 


(-| nnin c 'i n i r» n c P P OOzl ^ A nrn+pin TPPOOzL^/^^ tyiRAJA 

nomo sapiens .tivv>juhoo proiem \\r jsajkj'-tDO), iiiix in /a 


AT A/T 0 1 A 1 9 7 
IN IVI Ul^t 1 ZJ) 


nomo Sapiens rivouz^o proiem yr iv^uzh-o ^ 3 in in. in /a 


ATA/T 0 1 zl 1 1 zL 
IN Ivl UItI H 


U n m n ctinipne PPOOOQ7 nrntAin ^PPOOOQ7^ tyiPAJA 

nomo Sapiens rivuuuy / pioiem ^riv^uuy/ miviN/\ 


ATA/T H 1 A 1 1 ^ 
IN Ivl U 1 *r 1 ID 


U nmn conipnc PPOOO^ft nmtr>in ^PPOOO^ft^ mPXTA 

nomo Sapiens rivuuujo proiem yr s\kjkjkjjo ), mis. in /a 


ATA/T oiziozift 

IN ivl KJ 1 H-Ut- O 


T-Tr\Tnrv eQnipnc \<C I A A 1 OA^X i-\ r^-\tr»i n / !<T T A A 1 9zl^^ mP AJ A 

nomo Sapiens jn^i/at^a i Z4 proiem ^jn^i/aja_i zho miviN/A 


ata/t 01^/^ft 


nomo Sapiens paimexm i yr /ain^vi miviN/A 


tsja/t n 1 aq 1 o 

IN ivl U 1 *+y 1 KJ 


T-T^tyi^ cunipTic \<C I A A 1 Oftzl nrntf in M<" I A A 1 Oftzt^k tviPAIA 

nomo sapiens jvi/a.tviuoh- proiem ^js.i.tv/a.iuoh-^, in in. in t\ 


ata/t n 1 zlq 1 fs. 

IN ivl U 1 H-y 1 o 


U nTYin cQnipnc kT T A A 1 07Q nrnfpin / I A A 1 070^ mPXT A 

nomo Sapiens jvi/vrvio/y pioiem ^jvi/a/aio ly)-, m in in /a 


ATA/T 0 1 AQ&l 
IN 1V1 U 1 7O / 


T-T^TYir\ t'lnifnc I<f I A A 1 01 ft nrntfin / T A A 1 O 1 ft^ tyiPTsJ A 

nomo Sapiens jvi/at^a i u i o proiem ^jn.i/a/a.1 kj i o^i, 111 in in t\ 


AJA/T OlzlQ^ 
IN 1V1 U 1 J J) 


nomo Sapiens imioiie eoiiiroi proiem oisj> nomoiog ^ivi/a/aiouo miviN/A 


ATA/T OlzlCKzl 
in ivi u i yj *-t 


T-T^vmr-i cQnipTic I<f I A AOQft^s nrntfin M<f T A AOQft^^ mPMA 

nomo sapiens js^i/\i\\jy od proiem ^jvi/a/a.u^/0 d 11 1 in. in /a 


ATA/T 0 1 AQ 1 7 
in ivi kj i '-ty i i 


Hr\mA cqmiphc nr>trin 1 / 1<^ I A A OQ7A^\ ml? AI A 

nomo Sapiens neiim ui yj\^±TAj\Kjy /kj), miviN/A 


ATA/T OlzlQ^O 

1N1V1 KJ Y^\y DKJ 


U nmn canipnc Fl A A OQ79 rvrw^in / I<f I A A 0079^ mPXTA 

nomo Sapiens in i aauv /z proiem ^ iv i aauv / zj, in in in /a 


AJA/T 014007 
in ivi u i H-yyj / 


U nrnn Ci , n i Ptlc 17TA A0QA7 nn^t^in / I A A OQ/^7^ mPXTA 

nomo sapiens in 1 /a/au vo / proiem ^ivi/A/Aoyo / iiiin in /a 


ATA/T 0 1 AQ 1 9 
IN IVI KJ 1 1 Z 


T-Trrm^k ettnipnc FIA A OQzlO ^ r^tr»i n ^TA A OQzLO^ yyiPMA 

nomo Sapiens Jvi/Aj'A.uyH-u proiem ^js^i/a/a.uvh-uj, 111 in in /a 


ATA/T 0 1 ZL09 1 
IN IVI KJ 1 4UZ 1 


Wnmr* CQnipnc FT A A O Q 9 7 nrntpin / kf 1 A AOQ9^^ mPXTA 

nomo Sapiens rs^i/A^uyzj) proiem ^rvi/A/Aoyzj) iiiin in /a 


ATA/T OlzlftQQ 
INIVI UH077 


I_| nnin conipnc FT A A Oft 7ft rntpin /I/I A A O ft 7 ft "\ mRMA 

nomo sapiens jvi/a/auo /o proiem ^js.i/\/vuo /oj, miviN/\ 


AJA/T 0140^1 
IN Ivl VJ 1 H-7J 1 


Wnmrk cQnipnc F 1 A AOftzlzl nrntnin /Fl A AO&zlzH mPTsJA 

nomo sapiens in.i/Aj'a.uoh-'t- pioiein ^iaiaauot-t 1 i, miviN/A 


ATA/T 01A79Q 
IN Ivl U14 /zy 


L| nnin conipnc FT A A OftOft ( rr>nr> nrnrlnpl / I<M A AlTftnS 'l mPXTA 

nomo sapiens rvi/\7AvUoUo gene proQuci ^js.i/\/auoUo j, m k in /a 


ATA/T 0 1 zlft 1 ^ 
IN IVI KJ 1 H-O 1 J) 


1— rnmn c o nir>n 4.' FT A AOftOA aptip nrr\Hiir»I /FT A A M ft O A A mRAT A 

nomo sapiens in.i/\^auooo gene prouuei ^iviaauouo hi in. in /a 


ATA/T 01zLft9Q 


T— Ti^Tvi r\ c ov\i o P XT A It ^» 1 1 / » l' ( \<T TA AOft01^\ P "A\T A 

nomo Sapiens intn/a nenoase ^iaiaauoui iiitvin/a 


MA/f 01zl/^Qft 
IN IVI KJ 1 ^070 


Uninn cjnipnc FT A A 07Q9 (tpup nmHiipl /FTA A07Q9^ mPATA 

nomo sapiens js^iiajakj / y z. gene prociuci ^ivi/at-vo /yzj, iiiin in /a 


AJA/T 01zLft9zl 

1N1V1 KJ 1 HOZ^ 


T4nmn ccir^i^nc FT A A 07A0 (tphp nrnrliip+ /FT A A 07AG^ mPAJA 

nomo Sapiens ivi/at-vu / gene pioouoi ^is^i/a/au / 07J, iiiinin/a 


ATA/T 0 1 Af\ll 
IN IVI KJ 1 H-O / / 


I — 1 1 ~v \*\"\ r\ cani r» n c F^ I A A 07 ^ 1 rr/^-n -k\t*/^/Ti ip+ / \<T \ A A 1 ^ w»P AT A 

nomo sapiens in. 1 /a /aw ij> i gene prouuei ^ in i/a/av^ / d i iiiin in /a 


ATA/T 01zL70^ 


ITntvirv coni n l ■ FT A A 07 1 A (mnn nrnrln^ /F T A A 07 1 A A wiP AT A 

nomo sapiens isjl/a/\u / 10 gene piOQiici ^is.i/a/au / ioj, mis.iN/\ 


ATA/T 01zlft/»1 
IN IVI Ul^tOOl 


I — I / x / \ carxipnc FT A A 070^ frr>nr> nrA/1iir>+ /FT A A 070^ ^ A 

nomo Sapiens ivi/atavU /kjj gene piouuci ^is.i/a/-vo ikjd miviN/A 


ATA/T O 1 A79 1 
IN IVI U14/Z1 


U nniA caniptic FT A AO/iftO (rr>n nrn/Tnpf /FTA AO^ftO s \ tnRAIA 

nomo sapiens jvi/atavUoou gene piOQiici ^jN.i/AyAvUoouj, iiiivin/a 


ATA/T 01 zlft 7 7 
IN IVI KJ 1 ^toZ / 


nomo sapiens jvi/atauooj gene piociuci ^jvi/\/\uooj miviN/\ 


ATA/T OlzL^zl^ 
IN IVI U 1 l ¥O l tJ 


IT / A / ~v c o-i^i p*\"\ o FT A A C\(^X. ^ r T it nrA/ln^+ /FT A A fl/\^^^ tY»P\T A 

nomo sapiens js.i/\yA.uoj>z> gene proQuei ^jvi/\/\uoj)Z) miN. in /a 


ATA/T 0 1 Af\f\A 
IN IVI U 1 H-O OH- 


T— Ti^m r\ ooni o F^ T A A fl/\1 ^ rrr>n nrn/InM / I<^ TA A fi/» 1 m P AT A 

nomo sapiens rvi/ATAvOO 1 d gene prouuei ^in.i/a.tauo i d iiiin in /a 


ATA/T 01 zlft ^zl 


kT / a m t \ conipnc FT A A O ^ /» rrr»nr> nrn/liiAt /FT A A O^/x^^ m P NI A 

nomo sapiens ivi/\/\ojoj gene piouuoi ^is.i/a/audoj> miviN/A 


ATA/T 0 1 zl/»Q/» 


I — 1 1 \ m / "v conipnc F^T A A O^ 1 A tx r*\~\ nmrlii^'f / \<T I A A O^ 1 /I A -rviP AT A 

nomo sapiens in 1 /a/a w j ih- gene prouuei ^ in i/a/av^ j i h-^, iiiin in /a 


Miv/r 0147^9 
IN IVI KJ 1 H- / D Z 


I I / \ / X o Q«i C 1 k^ I A A O ^ 1 ^ ^ V f~\ 1"\ f/A/Tl 1 » + / k^ I A A O^ 1 ^ A 111 P Ak.1 A 

nomo sapiens is.i/\/-vuz) id gene piociuci ^jvi/a/auz) id ), iiitvln/a 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


ATA/T O 1 ZL7Q7 
IN ivl U 1 H- / !7 / 


nomo sapiens Jvi/\/ : AU i 4- <: + 1 gene piOGuci ^Js.i/\/AU^f^+ 1 miviN/A 


TATA /T m /IQ1 Q 


nomo sapiens Jv1A7aU4^o gene pi o clue t (Jvi/a/aU4j)oJ, mKJN/A 


ATAyf fl 1 <9 1 A 
iMivl UlDzlO 


TT A1 « A riotiianti FTA A A/in nr/\+ni /FTA AH/I^^A tviDAT A 

nomo sapiens jv1/\/aU4JJ protein ^jv1/\/aU4JJJ, miviN/\ 


ATA/T 01 ^9^1 

iN iVl KJ 1 JZj 1 


T-T/^mM c^nipnc I<f 1 A A0zl^1 nrntnin / l<f I A A Hzl^ 1 A mPAJA 

nomo sapiens ivi/a/awh-j) i pioiem ^jvi/a/aoh-j) i iiiinin/a 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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IN IVl U 1407:7 


tr ntYin cQniAnc I/I A A 07 77 fTPnp nrnrlnp^ /[/ I A A 07 77\ mPXTA 

nomo Sapiens rvi/\y-AU7 / / gene piociuci ^ivi/\7-\u7 / / J, mrviN/\ 


XTT\/l 01 zL^7Q 
IN 1V1 KJ 1 H-07 ;/ 


nomo sapiens ivi J rv/\U7 /z gene piouuci ^is.i/\^-vuj) /zj, miviN/\ 


IN IVl Wlt/OO 


nomo Sapiens rvi/\/\U7 7 / gene piouuci ^is.i/v^vujjj) / j, mrviN/\ 


XTA/l HIA&zL^ 
IN IVl U14o47 


nonio Sapiens is.i/\>\uz i ^ gene prociuci ^ivi>\/\uz /t-j, iiiivin>\ 


XTT\/l 01zL7zL^ 
rN IVl KJ 1 H- / HO 


numu sapiens js^ii\j\kjz,s>s) gene piuciuci ^jvi/aauzo j mrviN/\ 


IN IVl U14047 


riomo sapiens rvi/\/\uzzz gene piociuci ^is.i/\/\uzzzj, mrviN/\ 


XTT\/l 0 1 Af\lA 
IN IVl U 1 H-O / H- 


Wr^TYiri cqiiiphc T<f T A A H7 1 7 (rr>nr> r\r*r\rlnr»+ ^ T<f T A A H7 1 7^ mPAT A 

n (jiiio sapiens rvi/\.rvijziz gene prouuei ^is.i.rv.rvuziz^, iiiiviN /a 


XTA/l fi1zL77fl 
IN 1V1 KJ 1 H 1 ZU 


numu sapiens oiezu-reiaieQ serine/ inreunme Kinase ^oi^rvj, mrviN/\ 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


IN IVL UIt - / jU 


nonio sapiens isj./\/\ui7Z gene piOQucx ^rvi/v/vuiDzj, mrviN/\ 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


JNJY1 U 14 / / / 


riomo sapiens LvlAAUUJ gene piociuct (rvlAAUUJj, mKJNA 


TvTA A C\ 1 A Q 1 C 


rlOlllO sapiens rvlAAUlJU gene plOClUCt (rvlAAUUU), mKJNA 


JNM U14/77 


Homo sapiens transcriptional regulator interacting with the PHS-bromo domain 2 

/TD ID Ur7\ t-.^ n\i A 


XTA/f C\1 A A 7 Q 
JN1V1 UL4oZo 


riomo sapiens gene predicted irom cdjn a witn a complete coding sequence 

^ IV 1 AAU 1 1 UJ, llllVlN/\ 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


XTA/l H1zL7^7 
IN IVl U 1 4 1 7 Z 


nomo sapiens rvi/\>\uiuz gene piouuct ^rvi/A^uiuzj, mrviN/\. 


XTA/l f\^AHSlf\ 
JN IVL U14 / oU 


T-T/^wirA . n I t FT A A AA7A (rrinr , ,4, , /[/ l A A AA7^ T? NJ A 

riomo sapiens lviaauu/o gene pioduct (Lviaauu/o^, thkina 


XTA/L fH/1QQ7 
IN IVL U14ooZ 


M A . A cQMia^c, FT A A AA^Q rrcmc*. nrA/lnn4 A7T A A ^i^<7^ O XI A 

nomo sapiens rviAAUioj) gene pioauct (jviaauujj mrviN a 


XTA/l fl 1 A H^f\ 
IN IVL U 1 4 / J KJ 


n nnin . , j ,x I »t l FT A A AAAQ , Tr , n n ,4, A7TA A AAAQ \ mDMA 

nomo sapiens lviaauuuo gene pioduct (maauuuo mrviNA 


XTA/L fH < 

IN IVL U170o4 


riomo sapiens mLiocnondnai Air syntnase regulatory component iactor r> 

( A TP\AA m P XT A 
\r\- lr WJ, 111 ixlN /A 


XTA/L H 1 A 1 
IN 1V1 U 1 4 1 o O 


nomo sapiens norLlOO piOtem ^norL lOOj, mrvlN/\ 


XTA/L 0 1 A 1 84 
IN 1V1 UItI ot- 


numu sapiens norLioj prutem ^nor liuj j, iiiixin /a 


XTA/L 0 1 A 1 8 1 
IN IVL KJ 1 t" 1 o 1 


numu sapiens nori ijy piutem ^norL i jyj, mrviN/\ 


XTA/L fl 1 zL 1 7Q 
IN 1V1 UlM-l / " 


numu sapiens norLi j / prutem ^norL/ij / j, mrviN/\ 


XTA/L 0 1 A 1 AA 
IN 1V1 OO 


numu sapiens noruizo prutem ^nor uizo j, iiiiviN /a 


IN 1V1 U141 J j 


numu sapiens norLUOj prutem ^norL/UOj ^, mrviN/\ 


XTA/L 014078 
IN 1V1 KJ 1 H-U7 O 


numu sapiens norLuzo prutem ^norLUZo iiiivin /a 


xta/l 014017 

IN 1V1 U 1 t-U 1 / 


Homo CQnipnc HQPrAA^ n rotr^in fR^PPOn^ mPXTA 

numu sapiens norLUUj prutem ^norLUUj mrviN/\ 


XTA/L 01zLO*\7 
IN IVl UI'4-Ujj 


numu sapiens fl v iv prutem i^pl v iv ) , iiiiv in /a 


xta/l 01^400 

IN IVL Ul Jt-UU 


Homo c'lnipnc FikT PVP^^ AKIH77 1 n rotr^in mi^F7'P ^8^X107 7 1 ^ mPXTA 

numu sapiens i_-/rvrz^ir 7ooinw /zi piutem ^.L/rvrz^ir 7ooinu /zi j, miviN.rv 


NM 015583 


Humu sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


xta/l o 1 ^zls ^ 


nomo sapiens uLs^rz^r dooivuzo piotem ^uLvrz^r doolvuz^ mrviNA 


XTA/L O 1 A C\A 7 
IN IVL U14U47 


n Amn n ., r > \FT7 r 7P^A/l O 1 7 7 nrn+oin ^HFT77P^A/inn^\ m DATA 

nomo sapiens \J]s^r z^rjo^yj yzd piotem yi^^r z^rjo^KJ izj ), mrviNA 


XTA/L O 1 ^^Q7 
IN IVL U L J D O / 


nomo sapiens pieimpiantation protein ^ ^rrvrj/io mKJNA 


xta a m /in^A 
IN IVL U14U70 


nomo sapiens ULs.rZ.r J04rvZ4 / piOtem {LJlS^r zLr J04rvZ4 /J, mKJNA 


XTA/L O 1 ^AO^ 
IN IVl UL70Z7 


nomo sapiens putative anxynn-repeat containing protein (^ULvrz>r 7 04ulooj, 

11 US. IN Z\ 


XTA/L 01^87 


T-Tomo c-inipnc nFF7P^ f\AW 1 Zl7 nmfpin ^ PiT<f PVP^ AzlR 1 A7^ mPXTA 

nomo sapiens uivrz.! joh-d i ^ / protein ^jjJvrZir jo^d 14 / j, iiiiv in r\ 


XTA/L O 1 ^ A 1 O 
IN iVl Ul JOlU 


Unmrv CQnipnc TlFTT7P4'?/l T1 ^A nrnfpin ( V\\S V>7 Pzl 7 A T 1 ^/T\ mPXT A 

nomo sapiens ujvr^ i tj4j i jm- protein ^ujvrz J r i t jh-j ioh-j, mrviN/\ 


xta/l o 1 ^qo 

IN IVl KJ IJD¥\J 


T-Tomo cQnipnc T7T<T P7P4^4P 177^ nmlpin ^ Pi T<f P 7 PA 7 A P 1 77^ mPXTA 

nomo sapiens uivrz.r h-jh-f 1/77 protein ^ lviv rz.rH-j'H-r 1 /jj j ? 111 ivin /a 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


XTA/L O 1 ^^QA 

in ivi uio^yo 


\—\ nmn coni^nc HI/ P "7 P/l 7/1 A H/1 ^ nrnMin / p\ I<f C" "7 P/1 7/1 A H/1 7 \ mPXTA 

nomo Sapiens UiS^rZjr 474AU47 protein {LfJS^r Z^r 474AU47 J, mrviNA 


IN IVl Ul'tUJO 


PTnmrk ccinipnc FlF^PI nrntpin f P) F <s P 1 ^ mPXTA 

nomu Sapiens r^izo^i piuiein ^i_-/i_i/o\^i ^, nirviN.rv 


NM 015680 


Humu sapiens hyputhetical prutein (CGI-57), mRNA 


NM 015379 


Humu sapiens brain prutein 13 (BRI3), mRNA 


NM_0 14580 


Humu sapiens sulute earner family 2, (facilitated gluccse transpurter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 



191 



(400/104) 





mRNA 


TvTA A n 1 A "2 1 ^2 

JNJVL U 1431 J 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NMO 14229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
memoer 1 1 (oLLoai i j, m k in a 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


NMO 14402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 

w»T>TvT A 

mKJN A 


TvTA A H1 /IIO/l 

JNJVL U143V4 


Homo sapiens growth hormone inducible transmembrane protein (GHITM), 

rv»T?TvT A 
HI IV IN A 


TvTA/T M 1/1 99^ 
1M1V1 UIh-ZZj 


nomo sapiens piotem pnospnatase z ^lormeny zaj ? regulatory suDunit a yrss. 
od ), aipna isoiorm ^rrrziviAj, mrviNA 


IN 1V1 U 1 H-H-y / 


nomo sapiens nuciear proicm ^iNr zzwj, miviNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


iNivi ui4oo7 


nomo sapiens metaiiopioxease i ^pnruysin iamiiyj ^ivir i j, miviNA 


TvTA /f C\A A A Q A 

NJY1 U144o4 


Homo sapiens molyDdenum coiactoi syntnesis J (MULoj ), mKJNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


TvTA A C\l A1 z.r\ 

JNJV1 U143DU 


riomo sapiens iNr -induced protein (OOZ-i), mKiNA 


TvTA A f\1 A A HO 

NM 0144/O 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


TvTA A C\ 1 A A Q 1 

JN1V1 U144oZ 


riomo sapiens Done moipnogenetic piotem iu (DiviriU), mKJNA 


TvTA/T fl1 A AH A 

NM U 144/4 


riomo sapiens acid spnmgomyelmase-liKe pnospnodiesterase (Al>MLjdJ, 
mRNA 


TvTA /f n 1/1 A OA 

NM U144oU 


riomo sapiens zmc linger protein (ArUzloyl), mKNA 


TvTA A C\^ A ^^7A 

JN 1V1 U 1 43 / O 


riomo sapiens Apooec-i complementation tactor, ArUbbL-i stimulating 
piotem (Atr mrvlNA 


TvTA/T nn^QQ/i 
1M1V1 UUjoo4 


n A , . con ; 0 i-*9 1 /T^T^T^TvT 1 A \ I^.mqc^ /I /OA /I \ T? Nl A 

nomo sapiens pzi^v^uiviN lAj-activateu Kinase yr Arv^j, mrvLNA 


TvTA A C\*\^1A1>A 
JNJVL UU4.34 


riomo sapiens caisenum, presennm Dindmg protein, nr nand transcription tactor 

^v^oJ-/lN J, ITlrvlNA 


INiVl UIZ'+M-O 


rroiiio sapiens singie-siiaiicieci uima Diiiciiiig piotem z ^oorji^zj, mrviNA 


iNiVl U1.jZ.jJ 


rromo sapiens putative riDonuciease 111 ^rviNAoJ-/j)r^j, miviNA 


TsJA/T 01 T^AQ 

IN 1V1 Ul J 


rromo sapiens secieteu piotem 01 uriKiiowii iuiictioii \ ur mrviNA 


iNlVl Ul jjZj 


T— 1 Am /a c o i~\ i c c Affi n (T n i n i i ( ^ITvT^^ 1 1 \ tvi T? TvT A 

nomo sapiens sorting nexm 1 1 ^oin^i i mrviNA 


In 1V1 Ul jjOO 


nomo sapiens prolactin leguiatory element uiiiciing \r rvij/jj^, mrviNA 


IN 1V1 U 1 D J Z O 


nomo sapiens pyrioune o-caiooxyiate leuuctase isoiorm yr di^jvzj, mrviNA 


IN 1V1 Ul J j / U 


nomo sapiens pregnancy -liiciuceci giowin mmoitoi ^vjrvi^9o mrviNA 


NM 013277 


Homo sapiens Rac GTPase activating protein l (RACGAPl), mRNA 


TvTA/T M 1 10Q^ 
iNivl U1.jZo9 


Hrvmrv t o,,;^,, n , w.ln/\lor nTDoco /^tTT TA A A T T A TvTT'T/'"^ *nDM A 

nomo sapiens nucieoiai oirase (nuiviAUAiN iioj, mrviNA 


TvTA/T Ml^^9fl 
1N1V1 Ul JjZU 


nomo sapiens nost ceil tactor z (nL-r-zj, mrviNA 


TvTA/T M1^^Q1 
IN 1V1 U 1 J> J y 1 


nomo sapiens Gimetiiyigiycme Qenyoiogenase piecuisor ^iJivivjiJrij, mrviNA 


TvTAyT m^9^^i 


nomo sapiens dicKKopt nomoiog ^ (y^enopus laevisj (iJrvrvo j, mrviNA 


IN IVL U 1 J D D y 


nomo sapiens uoiicnyi-r -oic.ivianyoiciN Acz-r r -uoiicnyigiucosyitransierase 

ALUO J, ITirViN A 


1N1V1 UUtIZU 


nomo sapiens guanyiate Diiicimg protein z, mierieron-inuuciDie ^vjjjrzj, mrviNA 


1N1V1 UUjOyU 


nomo sapiens uynamm i-UKe ^ryiNiviir^j, transcript variant j), mrviNA 


1N1V1 UIZUOO 


nomo sapiens uynamm i-UKe ^uiNivni^j, transcript variant z, mrviNA 


TvjA/r 019470 
IN 1V1 W 1 ^ZH- / W 


nomo sapiens irarisporuii-orv ^ i rviN-orvj, iiirviNy-v 


NM 019959 




NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRN A- associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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TvTA A QQ 

JNJVL UlZloV 


Homo sapiens HDrousiieatnin 11 (rbr-zj, mKJNA 


XTA A A1 OHO 1 

JNJVL UlZUol 


riomo sapiens LLL-KLLAILL) KIN A r(JL YMLKAbL 11, LLUJN CjA 1 1UJN 
r /a L 1 UK ( cLLz J, 111 K IN A. 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(Ur Aj j, transcript variant z, itikjna 


AJA/1 00^9/^0 
JNivl ULOZOU 


riomo sapiens giowtn uiiieienriatioii iactoi y ^ouryj, mrviN/\ 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


JNJVL UUoooD 


riomo s alliens pionne ncn j [r rvvji^jj, mKJNA 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


TvTA A f\f\A 1 11 

JNJVL UU4133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (trans loc on- associated protein 
alpha) (SSR1), mRNA 


NM_007324 


TT * A /T A T~\ a 1 , 1 j. 1 * 1 1 / I-^v 1*1 \ 

Homo sapiens MAD, mothers against decapentaplegic homo log (Drosophila) 
interacting protein, receptor activation anchor (JVLADHIP), transcript variant 1, 
mRNA 


JNJVL (JU/JZJ 


Homo sapiens MAD, mothers against decapentaplegic homo log (Drosophila) 
interacting protein, receptor activation anchor (IViADHIP), transcript variant 2, 

w» I? AT A 

lTlrvJN/\ 


JNJVL ULOIOZ 


nomo sapiens angiotensin ieceptor-iiKe z ^/voirvi^zj, mrviN/\ 


JNJVL uucoui 


Homo sapiens mtegrm, alpna 5 (antigen LiJ4yL, alpna 5 suounit ot vla-j 
receptorj i j, transcript variant u, in iv i n t\ 


TvTA/T 0071/LA 


nomo sapiens zinc imgei piotem i^t^t ^iviei-io ^z^iNr in-^fj, mrviN/\ 


MA/f 0079 8 f\ 


nomo sapiens syiiaptopociin ^rvt.rv.rviijzyj, niix i > r\ 


TsJA/T 0071 QQ 

i>ivi uu / 1 yy 


nomo sapiens mterieuKin-i receptor- associated Kinase ivi ^itw-vrv-ivij, mrvi>j/\ 


TsJA/L 00798^ 


nomo sapiens moitogiycertcie lipase ^ ivi ull j, mrviN/\ 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


TvTA/T 0079 1 9 


nomo sapiens ring imgei ]3iotein z (iviNrzj, mrviN/\ 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


JNJVL UU/UoJ 


Homo sapiens vascular Kao-uAr/ 1 r>L -containing ( VKr), mKJNA 


JNJVL UU/UZ/ 


Homo sapiens topoisomeiase (UJNA; 11 Dinamg j^rotem (JUJ^bri j, mKJNA 


JNM UUoyJo 


Homo sapiens small nuclear rib onucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


JNlVlUUoy:) / 


nomo sapiens bivii J suppressoi oi mil two d nomoiog z (yeastj (bivii jnzj, 

111KJNA 


TvTA/f OOT090 

JN1VL K)K)/UZy 


nomo sapiens statiimin-iixe z uvlin zj, miviNA 


TSJA,f 0070/19 
JNJVl UU/U4Z 


nomo sapiens rioonuciease r ^14kuj ^rvi^r^i^j, miviNA 


TvTA/T 00<^Q07 

inivi uuoyu / 


nomo sapiens pyrronne-D-carDoxyiate recuctase i y v_,ivi j, nuclear gene 
encourirg imtocnontiriai protem, rnrvi>i/\ 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


TsJA/T 0070AQ 

jnjvi uu/uoy 


nomo sapiens nivAo-iiKe suppiessor d ^jikaoLoj j, mrviNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


TvTA/T C\f\HC\H 1 
JNiVl UU/U/1 


nomo sa]3iens ncK v-n i^irv-associating j ( o o laj j, mKiNA 


JNJVL UU /{Jo/ 


nomo sapiens tnstoiie acetyitiansieiase (HiiUAj, mKJNA 


JNM UU/UUo 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 

(Ltot D J, mKJNA 


TvjA/T 0070^ 


nomo sapiens iiaiuiai Kiiiei ceil lecepioi, liiiiiiuiiogiouuiiii supeiiaiiiiry iiieinuei 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophy sin- like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, l45kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


JNJVL UUOolU 


nomo sapiens ror protein disunide lsomerase-reiateQ ^ruiivj, itikjna 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


JNJVL UUooZU 


Homo sapiens cinomosome i open leading name zy (Uiortzvj, mKJN A 


ATA/f f\C\/^QAQ 

JNJVL UUuo4o 


riomo sapiens Hepatitis aeLta antigen-mteractmg piotem A (JJIFA), mKJN A 


JNJVL UUOo/O 


riomo sapiens UJJr-LricJNAc.DetaLrai Deta-l,^-JN-acetyigiucosammyitransierase 
6 (B3GNT6), mRNA 


JNJVL UUoojJ 


riomo sapiens sue i -associated neurotropnic tactor target z (rurK signalling 
adaptor j (oJN i-zj, itlkjna 


JNJVL UUOOjo 


riomo sapiens noonuciease r , 4Uku suduiiit (ivrr4Uj, miviNA 


ATA/T (\f\A 1 
JNJVL 


1 1 jf~>* -44.4 jf^\_ tf^\ *-4 4 /— V 44 v-^ 1 3 f\ l_J 1 / -4,4.4 ."-X 4,44 L4 ,--1. 4.4 If /\ ^"X. 44 j- - V ^A'X y— X 444 -4 1 -w- 7- / II _/\ l_J 1 / \ -444 1 /\ 

riomo sapiens ivAJtsz/Jts, memDer jkao oncogene iamuy (KArjZ/rij, miviNA 


ataa nn^7 1 1. 
JNJVL UUO / 1 j 


nomo sapiens activated kjna polymerase 11 transcription cotactor 4 ^rL^4j, 
mRNA 


ata/t nn^Am 

JNJVL UUOOU1 


nomo sapiens unactive piogesterone receptor, zj kjj \y ad j, miviN a 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET- 5), mRNA 


ata/t nnA^m 
JN1VL UUtOUl 


riomo sapiens myeim-associated oiigodendiocyte Dasic piotem (JVLUJjr j, iiikjna 


JNJVL UUoolZ 


1 , 44. j4 rf^X n jf^ -4V^ -4 44A 1 w--4 -4 ^4 A t 1 -4 -4^& M ^4. >4 1 — _^^4 >4 j-"^-4>^4 L"4. -4L4 1 M § 1 1 j 1 * \ 44>% 1 J 1 f\ 

riomo sapiens Kmesm lamiLy member ic (Jvlr 1C), mKJN A 


ata/t nnA^Ai 
JNJVL_UUo!>o / 


i— J Ai^\. -4,4,4 4— V -44, -| --w -*4 /-^ « 4 1 4 4-^4, -w- f 1 J^V 1 J^^V 44 4 44 4 1 I |\. 1 7% ^-H t44 -A- 1 4 4-i- / 1 J 1 J — . 1 \ -44, ~W ~m 1 J^"V -44 i^fr /-"^ -44 ^4 -44 y^J -4 -44 J^W- 

nomo sapiens pnenyiaiaiime-tKJNA syntnetase (rAKoij, nucieai gene encoding 

-444 -f -4- j- -\ «• > I4 f "X 44 y-J 44 4 V | -44, -44 -4- /— ^ -| -44 44.4 I J 1 /V 

mitocnondnai piotem, miviNA 


NM 006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 

■m T? AT A 
mivTN A 


ATAyT C\C\&£l1 1 
INIVL UUOOZ1 


nomo sapiens o-adenosyinomocysteme nydroiase-UKe i (ajililj ) 9 miviNA 


ATA/T Clflfc.AHl 
INIVL UU04/Z 


I |" y^y -4,4,4 y-V < 4— \ 4,4 4 y— V 44 /"^ -4- I4 4 /"V 444 yj -47--* 4-4 4 4-4 -4- /— V-44 rf— \ , ^ -4- 4 44 4 44 -\ 4~ ^» -4,4 \ ^ M | |_3 \ -44.4 1 3 "T^W T /» 

nomo sapiens tiiioiedoxm mtei acting piotem ( i^iNirj, miviNA 


NM 006388 


Homo sapiens HIV- 1 Tat interactive protein, 60 kD (HTATIP), mRNA 


ATA ft AAAO Q 1 

JNJVL UUoZol 


t 1 4 4k 4 J — < 44, 4 /4,-44 <■ — i 44 4 -44 ^4 / 1 4 -44 ,»-V ^"^V 4 4 4 -44 f-^ 1 w- -4 -4.4 rf^X J - ^ j^V ^if / — . ' 1 J III 1 4 4 4^ 4 1 jf~~^ tf - ^" "W T" /4. ^ — 1 -4- \ / — , U 1 J \ 

Homo sapiens serme/tnreonme xmase J iJ^zu nomolog, yeast) (oIIaJ J, 

T? 7vT A 

1T1KJN A 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


ATA A nn/^/ioc 
JNJVL UUo4Zj 


Homo sapiens step 11 spLicmg lactor i^LU / (oLU / ), mKJN A 


ata 4" nn^Q^n 
JNM_UUojjy 


H 1 , X 4 4. 4 . X i ■ j X 44 -4 J -— w -4L^4 ----l j ^ 1 « 4 W ^-4 ^-4 44 44 J -44 M --4 -^y4>4^ -4 1 T 1 ■ / j-H j*-*M -4] -V -V -4 44 / 1 >4 T j^M -4b4 df~^^ -4>* 4 -w -v- 1<4 44 4 -44 \ _4t j-** ^ M 44444 # _ 

Homo sapiens soLute earner lamiLy y (sodium/ Hydrogen exenanger), isolorm o 

( oLL VAO J, mKJN A 


ATAyr nnA'JOQ 
JNJVL UUOjZo 


nomo sapiens kjna Diiiding motit protein 14 (Kj3ivii4j, miciNA 


ata/t nn^zLA/^ 

JN1V1 UU0400 


Homo sapiens polymerase (Ivinaj 111 ^uina directed^ polypeptide r yjy kd) 

WLlvjr ill ivl n l\ 


1M1V1 UU040 / 


nomo sapiens poiymeiase ^ is. i > /\ ^ 111 ^l>/im/\ cnrectecij yD aklj ) ^rvri^j)zj, nii\. in /a 


ATA/T On^l Q7 


nomo sapiens iioonuciease ni, idige suoumt ^ivi>i /A-orynij, miviM/\ 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


ATA/T nn^oA 
INIVL UUOJVU 


nomo sapiens kajn Diiiding piotem o (KAiNrir o j, miciN a 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


ATA if 

JNJVL UUOZD4 


1 1 ^4 -4^4V y4 _y— X / — < J^V -14 4 -4.4 ( ~> 44. 4* , *% -4- >4k -4 4 4 1 « 4 -44 st~\ j'4 ■ y"^J 1 "W" *~ V / 1111 \/ t 1 \ 1 4 4 4 1 J 1 /\ 

Homo sapiens piotem Kinase delta (r kjauij), mKJN a 


TvTA /f MM/^OOO 

JNM UUozzy 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM 006319 


Homo sapiens CDP-diacylglycerol~inositol 3-phosphatidyltransferase 
(^pnospnatidyiinositoi syntnasej (LJJJr ij, itikjna 


A.TA A AA/^T 1 O 

JNM UUoZlV 


Homo sapiens phosphoinositide- 3 -kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


ATA/T AA/^1/1/; 

JNJVL UUoJ4o 


i 1 j -41^4^4 ^» f ~* -4>4^ 4 - ^ 4 4 i 4 4 44 , X j^r , > 4- -— ^ 44 4 4 - — » 4 4 4 J -— , -w w J L4 1 _r-^ 1 w-4 4^4 ^ M j ^ , 4\ ^ 44 1 / 1 1 J 1 j 1 \ -4 4. 4 1 M l^t 1 /\ 

Homo sapiens piogesterone-mduced DlocRmg lactor 1 (rlrJr 1), mKJN A 


ATA>T CiCl^AHL 

JNJVL UUo4/J 


l! 1 444 / — 1 44 4 j»4» 44 / — t 1 1 J A_. | 4 1 r .--^v 1 J 1 ™b 4-4 y 4 | -w T444 V-W 44 y — M -4 ) 1 M ,4 7 t 1 J ■ . / l_J 1 1 j-4 j — I ^ » , m 4 -^4 4L 4 v-J J— ^-4 , -4 4L 44 

Homo sapiens l Aro-lilce KJNA polymerase 11, pJ UU/ UJ3r-associated lactor 

^ i v /\ r j-dssociaieLi idcioi, oj iv lj y ij*-vroi^^, IlirvlN.rv 


NM 006396 


Homo sapiens Sjogren's syndrome/sclerodenna autoantigen 1 (SSSCAl), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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mKJN A 


A.TA A f\C\tCA 1 *7 

JNJVL UUo41 / 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 

protein (44K1J ) (1VL 1 Ar44 J, mKJN A 


XTA/T f\f\^AC\< 
INJVl UUO^UD 


nomo sapiens transm em Diane y supeiiamiiy memoer i ^iivib'om j, miviNA 


NM 00647 1 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 

f\AJ ml? XT A 
^1V11^L.J3 J, 111 K IN A 


INlvl ukjoljz 


nonio sapiens lympnoiG-iestricteG mem Diane piotem (i^ivivir j, iyiivina 


INJVl UUO^fOU 


nomo sapiens nivit^A-inauciDie (nioi j, itikjn/\ 


xtavt nn^^^ 


nomo sapiens Transcriptional activator 01 tne c-ios piomotei (^l^ivul^^j, miviN/\ 


xtaa nn^i^^ 

INlvl UUOljJ 


nomo sapiens capping protein (actm inamentj muscie z.-nne, aipna i 

A P7 A 1 ^ ml? XT A 
(LArZiAl J, 11 1 Iv IN /\ 


IN1V1 UUOUoO 


nomo sapiens tuDuim, oeta, y i UDrJ^t j, misj>i/\ 


XTA/L 00^7^1 
1M 1V1 \J KJD / 0 1 


nomo sapiens piexm k^i yi l^v im i j, 11 1 iv im /a 


xta/l nn^794 


nomo sapiens leiraspaii d yi o-l/\im-j) miviM/\ 




L-L^m^ cQnipnc TAT? 1-4 ]\/\ RXTA Viinrlinrr r\T*r\+p»in 1 fTARRPI"! mT?XTA 

nomo sapiens i /a i\ ^ni v ) ivi>/\ Diiicimg piotem 1 ^ i /\ ivdi i j , mivi>/\ 


xta/l nn^ftiQ 


nomo sapiens syntaxm o i ao j, mivi>j/\ 


xti\/l nfKR^ 


nomo sapiens sigma receptor ^oivj) i /h- / Dincimg protein i ) ^oiv-Dr 1 j, mivi>i/\ 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


IN1V1 UUDOZO 


nomo sapiens spncing iactoi, arginine/seiine-ncn ^oJr'-Ko^fj, mjxiN/\ 


JNJVL UUJ//U 


nomo sapiens small tiUKlv-ncn ractor z (bi^KrZ), m K IN A 


INlvl UUjoUD 


nomo sapiens zoo pioteasome-associateu pacii nomoiog (ruiu j, mKJN/\ 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


JNJVL UU J ooV 


nomo sapiens serologically cieimeci colon cancer antigen lu (pUUU/YOiuj, 

mt?XT A 

n l iv in s\ 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


JNJVL UUj /Vz 


nomo sapiens JVL-pnase pnospLioprotem o (JVLFnuorno), mKJNA 


JNJVLUUjoyJ 


nomo sapiens nuclear receptor sublamily l, group n, member 5 (JNKinj ), 

~y-i T? XT A 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


JNJVL UU J / id 


nomo sapiens collagen, type IV, alpna 5 (Ooodpasture antigen; binding protein 
(COL4A3BP), transcript variant 1, mRNA 


XTA/T fin^C7Q 

JNJVL UUjo/o 


nomo sapiens tnnucieoticie repeat containing j ( i jnklj), mKJNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


JNM_UU5838 


Homo sapiens glycine-N-acyltransf erase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


TvTA A AAf If /I 

NM UU5754 


Homo sapiens Kas-G 1 r as e- activating protein b>ti3 -domain- binding protein 
(G3BP), mRNA 


"VTA A A/KT^ /I 

JNM UUj /o4 


Homo sapiens epitnelial protein up-regulated m carcinoma, membrane associated 
protein 17 (DD96), mRNA 


NM UUjoV4 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


TvTA A AACCA£ 

NM_UU55Uo 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor) -like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NM UUjooI 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


\ta if AAC71 O 

NM UUj/1o 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 

mT?XT A 
111 iv IN A 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A3 3 (transmembrane) (GPA33), mRNA 
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JNJVL UUj4Uo 


rlomo sapiens Kno-associated, coiled-coil containing protein Kinase l (KUCJvl), 
mRNA 




rlomo sapiens protein Kinase, AivLr- activated, beta z non-catalytic subunit 

( r KlvA t>Z j, mKJNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


JNJVL UUj4oV 


rlomo sapiens orlz aomam-contammg 3C (orlzJJJC), mKJNA 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 

mKJN/Y 


JNJVL UUMj4 


rlomo sapiens ubiquitm specitic protease o (Uoro), mKNA 


JNJVL UUjUoo 


Homo sapiens splicing tactor pro line/ glutamme ricn (polypynmidme tract 
Dinaiiig piotem associateaj ^orri^j, mrviN/\ 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 

™T?AJ A 
m Iv IN A\ 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum comeum) (KLK7), mRNA 


JNJVL UlDloU 


rlomo sapiens poio-iiKe Kinase (urosopniiaj (rLrv), itikjna 


TvTA/T AACAI /I 

JNJVL UUjU14 


rlomo sapiens osteomoclulm (UJvllJ), mKJNA 


JNJVLUUjUUJ 


rlomo sapiens JNAUrl clenyarogenase (ubiqumone) l, alpna/beta subcomplex, l 

/Qtn en A V>\ /Mm i c a n i \ ^pxj a 
( oKLJ, oJJAr J ( 1 N LJ U r /\ t5 1 J, mKJNA 


TvTA/f C\C\A Q/l 1 
JNJV1 UU4V41 


nomo sapiens UcAIJ/ n ^Asp-oiu-Aia-Asp/riisj box poiypeptiae o (kjn a 
neucdse ) {ljljjvo j, niiv i \ s\ 


NM 004205 


Homo sapiens ubiquitm specific protease 2 (USP2), mRNA 


IN1V1 UU4olo 


nomo sapiens prpzo, uj sniviNir iuu Kopioiem ^UD-iuurvj, mrviNiA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


"VTA A C\C\A T71 

JN1VL UU4Z/Z 


rlomo sapiens nomei, neuionai immecuate eaiiy gene, ir> (oYJN4/j, iiikjna 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


x I » x AA /IT 1 A 

NM 004719 


Homo sapiens splicing factor, arginme/serme-ncn 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(bJNKrDi), mKJNA 


NM 004592 


Homo sapiens splicing tactor, argmme/senne-ncn 8 (suppressor- ol-wnite-apricot 
nomolog, JJrosopnila) (iSrKiSo), mKJNA 


JNJVL UU4/yy 


Homo sapiens jvlau, motners against decapentapiegic nomo log (Urosopniiaj 
interacting protein, receptor activation ancnor (iviAiJriii^j, transcript variant 
mRNA 


lNIVI ULH-O 1 J 


nomo sapiens rvrs/v poiymeiase i suDunix ^rvr /v^-u j, iTirvr>i/\ 


NM 004292 


Homo sapiens ras inhibitor (RIN1), mRNA 


JNJVL UU4o1j 


nomo sapiens r ikli -associated KiioOAr i ( r aku 1 j, mKJNA 


JNJVL UU4//Z 


rlomo sapiens r j 1 1 piotem {fj 11), mKJNA 


NM 004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(JNAUrl -co enzyme y leductasej (JNUUrooj, mKJNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 

(14.jk1J, r>14.jb) (JNUUrUZJ, mKJNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


"XT A If C\f\ A /1*T~\ 

NM 004672 


Homo sapiens mitogen- activated protein kinase kinase kinase 6 (MAP3K6), 

mKJNA 


NJVL UU4ozo 


Homo sapiens lympnocyte antigen (activating JNK-receptor, JNK-p44j (LYyjj, 

III Ivl >J /A 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic caiciurn-maepenuent piiospLioLipase AZ) (Jviaauiuo), mrviNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

Z (rvLJNrSZj, mrviNA 


TvTA A C\C\AOAQ 

JNJVL (J(J4o4o 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


JNJVL UU4/OJ 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1 , mRNA 


ATA/T C\C\A Q 1 A 

JNJVL UU4ol4 


Homo sapiens Uj snKJNr -specific 4U KDa protein (nrrpo-Dinaingj (Hr^ivr orSr j, 

ITirvlN A 


ATA /f MM/1 Q ^ Q 

JNJVL UU4oJy 


riomo sapiens riomer, neuronal lmmecnate eaiiy gene, z (riuiviriiv-zr>j, mivJN/\ 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


ATA/f MM/1Q^2 0 

JNJVL UU4oJZ 


riomo sapiens giutatnione-o -transferase nice, giutatnione transferase omega 

(uo 1 1 LpZo J, mxvJN/\ 


ATAyT MM/1/1 Q A 
iNiVl UU44oO 


riomo sa]3iens goigi autoantigen, goigm suDiamny a, z ( uuluaz j, mrviN/\ 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


JNJVL 004483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


JN1VL UU4/0/ 


riomo sapiens enaotneiin type D leceptor-iiKe protein z (iii(r>jK-i^r-z j, mKJNA 


NJVL UU444U 


Homo sapiens lipnA/ (h,rrlA/), mKJNA 


\tiv yr AA/nC'7 

JNJVL UU4/J)/ 


Homo sapiens small maucibLe cytokine sublamily h,, member 1 (enaotneLial 
monocyte -acTivatmgj (ol icj mrviN/\ 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 

m D XT A 


ATA/f MM/l/lOO 

JN1VL UU44ZZ 


Homo sapiens aisneveiiea, asn nomoiog z (uroso]3iiiia; (UVLZj, mKJNA 


iNiVl UU'+^flO 


Homo sapiens Qenex nomoiog i ^uiosopiniaj ^ui ai mrvi>/\ 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


TvTAif MM/I'JA^ 

JN1VL UU43CO 


Homo sapiens centnn, r^r-riana protein, d (UUUJi nomoiog, yeast) (Uri/UNJ j, 

wi T? AT A 
ITlrviNA 


ATA/T MM/l^QM 
IN 1VL U U 4 0 O U 


Homo sapiens cnromoQomam piotem, i cnromosome, i (il/i i j, mrviNA 


ATA/T MM/10Q1 
iNiVl UU4ZV1 


Homo sapiens cocaine- anu ampiieiamme-ieguiateQ tianscript ^Arvi ), mrviNA 


ATA/T MM/l^^M 
IN 1VL UU4.3 D U 


Homo sapiens r>L>i^z/aQeno virus llid ivkij interacting protein z (r>JNirzj, 
mRNA 


ATA/T MM/1 MO/1 
JN1VL UU4UZ4 


Homo sapiens activating transcnption iactoi d (Airo), mrviNA 


ATA/T MM 1 1 77 
iNiVl UU1 1 / / 


Homo sapiens AUr-riDosyiation iactor-iiKe i (ajvlj ), mrviNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


ATA/T MM 1 ^^2^2 

JN1VL KjKjYjdd 


Homo sapiens neteiogeneous nuclear iiDonucieopiotem L (HJNrvrLj, mrviNA 


TvTA A MM1 CAO 

JNM UUlMJy 


Homo sapiens gLutatnione peroxidase d (epidiaymal anarogen-reLatecL protein) 
(urAj j, iiansciipi variant i, mrviNA 


ATA/T MM 1 1.AQ 

JNJVL uui-j^+y 


Homo sapiens aspartyi-trviNA syntnetase (jjajxo j, mrviNA 


ATA/T MM 1 
JNJVL UUljZy 


Homo sapiens v^-termmai DinQing protein z {k^ i orz j, transcript variant i, 

m p\r a 

mrvLN/v 


TsJA/f MMMMR9 


noiiio sapiens ^ocKayne syiicuoirie i ^ciassicaij ^v_.rvi>ji j, mrviM/v 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


ATA/T MM 1 MS 7 
JNJVL UU 1 Uo / 


Homo sapiens angio-associatec, migratory ceiL protein ^/v/\ivir j, mrviN/v 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


ATA A MM'JOM/I 

JNJVL uujyu4 


Homo sapiens zmc linger protein Zjy (Z,JNrZoy), mKiNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


ATA/T MM^^/IQ 

JN1VL Ulo34o 


Homo sapiens uDiquitin-conjugatmg enzyme r^ZJN (UdLJj nomoiog, yeastj 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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JNM UlO L I J 


Homo sapiens uiJF-JN-acteyigiucosamme pyropnospnoryiase i (UAFi), mKJNA 


JN Ml) (J 3 J (J 5 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
( l ivl L j) J, m iv In a 


TvTA/f nn'j^QA 
1N1V1 ULoDi/O 


noiiio sapiens tyiosyrpiotein suiionansieiase i ^ir o 1 1 j, mKJNA 


tsja/t nn^ HAH 
1M1V1 UlO /4 / 


riomo sapiens tanKyrase, irvr i -interacting anKyrm-reiateQ /\iJr^-riDose 
puiymeiase ^ iiMrvo^i, niiv in /\ 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


iNJVl UU.M04 


nomo sapiens syntaxm d/\ ioito/aj, in in in /\ 


JNM \)\)d /04 


riomo sapiens syntaxm 11 ^oiys.iij, mrvrN/\ 


ATAyr nn^ 1 "X ^ 

iNlvl UUjIjj 


nomo sapiens signal recognition particle yKD lorvry^, mrvJN/\ 


JNM UU d Uu 


riomo sapiens signal lecognition panic le j>4ku (orvrr>4j, mKJN/\ 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription iactorj ^orvr j, mrvrvi/\ 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


JNM UloUVo 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


"VTA A AAO AO f\ 

NM UUJUou 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute earner family 22 (organic cation transporter), member 4 

(oLCzzA4), mKJNA 


JNMUlolo 5 


riomo sapiens sialyltransterase 4A (beta-galactosidase alpna-z,o- 
sialytransferase) (SIAT4A), mRNA 


JNM UU:>9jz 


riomo sapiens nbosomal protein kinase, /UkL), polypeptide z (KrboKrizj, 
mRNA 


JNM UUJ /ZV 


Homo sapiens K1L domain containing 1 (KiuiJij, m K IN A 


JNM UUzV J / 


Homo sapiens ribonuclease, KJNase A tamiiy, 4 (KJNAbri/4), mKJNA 


JNM UlooU4 


Homo sapiens receptor (l JNrKc>r j-mteractmg serme-tnreonme Kinase l 
(RIPK1), mRNA 


JNM UUzoVo 


Homo sapiens kjna Dmdmg motit, single stranded mtei acting protein z 

(IvrSlVloZ J, ITlrvlN A 


JNJV1 UUZooO 


Homo sapiens rvAr zr>, memoer 01 kao oncogene iamiiy { kai zd mrviN a 


JNM UUJVjJ 


Homo sapiens myelin piotem zero-iiKe 1 (MrZiLi j, mKJNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 3 

\r oiVliJJ m iv IN /\ 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


ATA A C\f\'^iH^.H 

JNM UUz / j / 


Homo sapiens mitogen- activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen- activated protein kinase 13 (JVIAPK13), mRNA 


JNM UUJooo 


Homo sapiens mitogen- activated protein kmase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
/Zj, alpna isoiorm and (rK l^U), beta isotorm (r^Fr^zKJ), mKJNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 

(rrrlDr 1J, mKJNA 


JNM Uloozo 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(r i r Kr j, mteiactnig protein (iipnnj, aipna i ^rriAi j, mKiNA 


JNIVl UUZOoV 


rtomo sapiens poiymeiase ^urNA-diiectedj, aipna { /ukuj (r ulaz j, mKiNA 


1M1V1 UUZOOJ 


nomo sapiens poiyiiiyosiLis/scieioueiiiia aULOaiiiigeii z ^ i uukjj j ^r^iviov^r^z^, 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylmositol-4-phosphate 5-kinase, type II, beta 
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(Fir jJvZr>), mKJNA 


JNJV1 UUJoZy 


Homo sapiens pnospnomositide- 3 -kinase, regulatory subunit, polypeptide 3 (p^^, 
gammaj ( i i ro k j j, m k in a. 


JNJVL UUZo4V 


Homo sapiens pnospnoinositiae-3 -Kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


"MA/1 ddlf^lA 
JNJV1 UUZOZ4 


riomo sapiens pieioidin d {r ruwj j, itikina 


rNJVl UUJ o4o 


riomo sapiens peroxisomal Diogenesis iactor i ir> ^rri/^vi i-Dj, mrvJN/v 


JN1V1 UUZOl / 


riomo sapiens peioxisome Diogenesis lactoi iu {rnLJ^iv j, mrviN/\ 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


jnivl uuuyzj 


riomo sapiens pnospnodiesterase 4U, cAJVLF-specitic (pnospnodiesterase lii 
dunce homolog, Drosophila) (PDE4C), mRNA 


JNIVL KJKJZjyy 


Homo sapiens pnospnodiesterase zA, CvjiviF-stimuiated (FiJiiZA.), mrvJN/\ 


JNJVL vvZjv^ 


riomo sapiens nuclear transcription tactor, a-dox binding l (JNr Alj, mKJNA 


"MA /T flAO/lOO 

JNJVL UUZ4oZ 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


JNIVL UUJoZo 


Homo sapiens JN-etnyimaieimide-sensitive iactor attacnment protein, gamma 
(NAPG), mRNA 


JNIVL UUZ4CO 


k J . >, -dXX y~X / — 1 ^~x -4>X -4 ^X-^X r — i -AXiX "W T j*~X x — < -« -tf^X -4 -tf'X -4 -*^x yx- -»>X > A -4- „--v -4 a .-x ■ ^ — 1 1 y-x -w -w T -4- w t-A>X. .-"^ / Ix /I X / 1 J 1 If 1 t -AX>% 1 J IV 1 /\ 

Homo sapiens myosin Dindmg protein u, slow type (iviYoFL ij, mKJNA 


JNJVL UUZ4ol 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


JNM_UU3o /O 


' 1 ^— w rf~x n /\ -M>X -4 d^X -«>X / 1 -J -^W j»-x -«>X ^X -M/\ -4 -w- -w >-^W / _^>x. -m-#^X<X rf~X » /\ -v T < W l>X /A -M^^>X ^~X 1 /\ ^ 1 -4 -rf^x -4 , J , J , , j— v m v v — » ^ v , ■ ^— w X 1 X ^> ^x * "1 /\ -«>x Ivx -4 1 ^~x \ 

Homo sapiens degenerative spermatocyte nomolog, lipid desaturase (JJrosopnilaj 

( UtL\j^ J, ITIKIN A 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mKJN A 


iNlVl UUZZ / 1 


Homo sapiens Karyopnenii ^lmpomnj uexa j) ^jvriNJjj j, mrviN/\ 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


JNIVL UUZZ 14 


•L _l j-~x «--x-x j--x /~i y - v -a>x « ^— v *^x i^i «-x -4- r - x y^-tt^fl -4--x l*x /-~x-*- r\ Mm 1 ■ 1 J \ « -x -w U 1 /\ 

Homo sapiens mtegrm, Deta o (iioiioj, itlkjna 


JNJVL UUZZU4 


J 1 j ^ < ^ ^~x -«>x -4 j^x -*>x / i -« -#a m -*-x ^~x- -«>x yx 1 -t>% Ivx yx ^ / -4>x ■ ■ s ^x -ox M 1 % /B 1 ■ M j -v 1 -«>x Ivx ^~x ^ - -« -— -— l^x « -m -*>x -4 w ^~x -w— x / 1 ^\ 7 

Homo sapiens mtegrm, alpna 5 (antigen UJJ4yc, alpna 5 subunit ol VLA-j 
leceptorj (i i uaj j, transcript variant a, mKiN a 


NM 001560 


Homo sapiens inter leukin 13 receptor, alpha 1 (IL13RA1), mRNA 


JNIVL UUZlco 


Homo sapiens mterteron consensus sequence Dindmg protein 1 (itoDri J, 
mRNA 


NM UU2156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


TvTAvl" AA01 /lO 

JNJVL UUZ14y 


t 1 v~X -M>X>X ^~X ^~X -4>X. -4 -4>x l>X -4 -4>X. -tf>X ^~X ^~X 1 -4 -4>X 1 1 w- 1 / I 1 MM /\ 1 1 \ -4>X>X 1 _» IV 1 f\ 

Homo sapiens nippocalcin-liRe l (hrLALl), mKJNA 


NM_003947 


Homo sapiens huntingtin- associated protein interacting protein (duo) (HAPIP), 

mKJNA 


NM 003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (rUJNjj, mKJNA 


TvTA/f C\f\f\Q A1 

JNJVL UUUo4Z 


Homo sapiens giutamate receptor, metaootropic j (OKJVLj), mKJNA 


ATA K AAO Ax"2 

JNJVL UUZUjJ 


Homo sapiens guanylate binding protein 1, interferon- inducible, 67kD (GBP1), 
mRNA 


"VTA/T MM 1 /I QO 

JNIVL UU14oZ 


11 I j--x -X'X'X ^ — < rf - V -d>^. -4 >x-^x /~i ^-x~ 1 -v 7 ✓"x -4 * -X *-™X ^~X * ^X X -4 -* -*--x y^~X ^-#«iX -<'X ~r s~ X / — < >-x / 1 ^~x -4<» ^~X- -< 4 ^X -4 -A-X *-"X • v~ x- 1 -w T r~mt -4 -»--x *^X 

Homo sapiens glycine amidmotransterase (L-argimne. glycine 
amidinotransf erase) (GATM), mRNA 


JNIVL UUZU44 


7 1 rf^x -A*^>X ^~X ^ i ^~x -tfy^ 4 -X^X ^~ *1 rf p ~x ^~X 1 ^~X ^~X ^ ^~x 1 v~ -4 -x^X ^~X i * ^^fc # MM /X. | 1 J \ -x^^^x 1 1 /X 

Homo sapiens gaiactoKmase z (OAi^JvZj, mKJNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


JNM_UU375s 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 

(lilr Jol j, mKJNA 


JNIVL UU14U4 


Homo sapiens euKdryoxic translation elongation iactor i gamma (rj,j_,r ioj, 
mRNA 


NM 001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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ata/t nn^^SA 


nomo SapieilS QOUDLc L^Z-LlKe QOmatQS, aLpLla ^1>IVJL>Z/VJ, 1T1KJNA 


ata,t nn 1 QQQ 
JNJVL UUIooj 


nomo sapiens corttcotiopm leieasmg normone receptor z (^KnKZj, mKJNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


JN1V1 UU 1 /oZ 


Mo mo sapiens UD/z antigen (UU/zj, m i< in a 


ATA/T HA1 

JNJVL UU1 /oz 


riomo sapiens cnaperonm containing Jtrl, subunit oA (zeta ij (CCloAj, 

*v»T? AT A 
111 K IN A 


ATA/T 

JN1V1 Ulo / lo 


riomo sapiens uaz-r-aepencient activator protein tor secretion (LAUrbj, mKJN A 


ata/t nn^QQA 
jnjvl uuj yoo 


riomo sapiens DutyroDetame ^gammaj, z-oxogiutarate cuoxygenase i^gamma- 
DUTyioueiaine nyuroxyiase^i i ^ d dua i ) 9 iii ivin /a 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


ata/t i i hi 
injvi uui i / d 


nomo sapiens rcno uirase activating piotein j ( AivriLj a J j miviNA 


ata/t no^n^^ 
JNJVL UZjUoj 


nomo sapiens kjna piocessmg tactoi i (KrTi), itikjna 


ata/t no/ionT 
jnjvl uz^-yu / 


nomo sapiens r-oox piotem r dkj^ ^du^j, m. jn. in a 


ATA/T fiO^ 1 O/l 
IN 1VL UZo 1 y 4 


nomo sapiens inositol i,H-,j-trispnospnate j) -Kinase ^iirJSwL^j, mrviNA 


ata/t niAon^ 

JNJVL Ul^ZLo 


nomo sapiens aciaptor-reiateci protein complex z, aipna i suuunit (aj^zaj ^, 

111 Iv In /A 


ATA/T 1^078^ 
1>J 1V1 IS) \J 1 O O 


nomo sapiens aipna-i-r> glycoprotein ^aiijvjj, mrvi>/\ 


AJ1VT fnizl89 
In 1V1 W D 140Z 


nomo sapiens iiypoinencai proiem uivr z^p j o oiuh- i o ^ujNrZjr jooiU4ioj, iiirviNyA 


ATA/T 0 1 ^ A 1 Q 
In 1V1 \J 1 1 y 


nomo sapiens acuican ^i^rvrz^p^oH-n yzzj, in iv in /a 


ATA/T fl 1 ^8^ 
In 1V1 Ul jOOj 


nomo sapiens nypotiieticai piotem ^i^i^vjiNxz/Z^+yH-z) iiixvIna^ 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


ATA/T 0807^7 
JNJVL UoU / D 1 


nomo sapiens synaptotagmm-iiKe *\ ^grantipniim-aj (oi ti^^t^i, iiikina 


ata/t nsri7o^ 

JNJVL UoU 1 Ld 


nomo sapiens vesicular memorane piotem pz^f ^ vivir mKJNA 


ATA/T HQn^7Q 
1N1VL UoUD / o 


nomo sapiens in CjLjljo -conjugating enzyme ^jnljqzj, miviNA 


ATA/T f\QC\^^Q 

JNJVL UoUooo 


nomo sapiens simuai to kijvi^jn cujna zoiuujoli j (iviOL loJoo;, mKJNA 


NM 080666 


Homo sapiens similar to RIKEN cDNA 2600001A1 1 gene (LOCI 12840), 

m T? AT A 
mivlN A 


ata/t ncn^AQ 

JNJVL UoUOO-j 


n nmA coniAnc oi^viiloi- +/a T^tl^TnAT r»t^AT A A Q^^/l OA ATflQ tr^^^ fA/fdr* 1 A.QA ^ rvit?ATA 

nomo sapiens similar to iviJviiJN cuina 4yjj^z^r<\jy gene ^tviol. loy^+j? j, mrciNA 


JN1VL UoUOOl 


nomo sapiens similar to iviJvr!/JN cuina uoiuuuor 10 gene ^iviLjL^iDyj / j, nnviNA 


JNJVL UoUODo 


nomo sapiens similar to J\. j iv in cuina uoiuuuoniu gene (Tvioc y/^u^, ni iv i n a 


JNJVL UoUODO 


nomo sapiens simuai to rctivri/iN cijina a^jujujijUo gene (lvioL^i jUJ / ), 

111 IV IN f\ 


ATA/T fi8fi^1 
IMivl UoUOZ) 1 


Wrrmrk cqhiphc oimi 1 in PTT^TTNJ ^T^AT A 1 8 1 dpur" ^A/Trir^Q8Qfl^ mRATA 

nomo sapiens similar to xvtJvjj/iN cjjina ioiuujoinuj gene ^ivto^voyuj, miviNA 


1M 1V1 UOUOjU 


nomo sapiens simiiai to rviivij/iN ct-viNA d / jjuh-z ii_/i o gene ^ivioi^ ih- /yo)^ mrvLNA 


ATA/T fi8fi£flzL 
In 1V1 U O U O U *t 


nomo sapiens tignt junction protein h- ^penpneraij ^ 1 jr L t mrviNi L v 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


ATA/T nSH/LOQ 
InIVL UoUH-Zy 


nomo sapiens acjuaporm tu ^av^± iuj, m k in a 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


ATA/T H1 ^^7H 

JN JVL U 1 J J 1 U 


nomo sapiens auttsm-reiateci protein i (1sjaaxj44ZJ, mKJNA 


ATA /T AK1 'JO 

JNJVL UJjJjz 


nomo sapiens sorting nexm 1 5 (oJNy^iJj, mKJNA 


ATA/T 

JNM UZZ4j / 


nomo sapiens similar to constitutive pnotomorpnogenic protein l (Arabiciopsis) 

(^rl^J 1U410J, mKJNA 


ATA/T H^n^^Q 
INIVL UJUtOo 


nomo sapiens putative anKyrm-repeat containing protein ^iJis.rz.i^jo^iJiooj, 

rviT? AT A 
111 In IN f\ 


ATA/T PK899Q 


nomo sapiens r-oux oniy piotem da yr mxviN/\ 


ATA/T fK8 1 88 


nomo sapiens cniomosome zi open leading irame 0/ ^^ziono/ mrviN/\ 


ATA/T 058187 

IN 1V1 UJOIO / 


T— fntnn compile r'JiTnin a c nm p 0 1 nnpn yc**a ( \ iiiit -Pi-o m f\\ ( C^O 1 / ^ i-4V-\ ^ ^ TnT? AT A 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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ATA/1 PKzL1H£ 


numu sapiens n-reviu /-nice prutein z> ^ n in. lid iiiinin /\ 


ATA/T fl9fl7QzL 

in ivi uzu / y^-t 


11 Oil lO Sapiens (ieilSin-1 OU ^INwlZYZvl J)OZ) J, rmvlNZY 


ATA/T 0^40^9 
rNlVl Ujt-UjZ 


riuiLiu !Sd.pLeLis o pruieLLi-L/UupLeLi reL/Cpiur ivllvvj^vh- ^ ivi is. vjyn.h- ^, in ivin t\ 


ATA/T PKzLn^ 1 
InIVL yJD^tyJj I 


iiumo Sapiens kj pLoieLLi-coupLeci recepxoi ivl±vo^vj> ^ivLrvvj.A.j5 iti±vIn/\ 




numu sapLens v_r pruteLLi-L/UupLecL reL/Cpiur ivi in. vjy\z ^ ivi is. vjyvz in in. in /a 


ATA/T PKzLPl9^ 
In 1V1 U D V Z J) 


nOlllU Sapit/IlS UTtl OglUDlll-I eiaTCCl piOTeill 1 ^UUJax 1 lllivlN/\ 


ATA/T 0^zL09A 
1>J IVL U J H- UZ H- 


nuniu sapiens meLanunia Lnmunury aeiLvny pruiem z ^ivli/\z ^, nirviM/\ 


ata/t rm qaa 

In 1V1 U J) 1 VH-O 


numu Sapiens eeniaurin, gamma d ^i^jzin l uj in in. in s\ 


1M1V1 UJZOOU 


numu sapiens Kruppei-LLKe zine linger pruiein ^z^imf jjW)^ hi in in /a 


NM 053054 


Humu sapiens catiun channel uf sperm (CATSPER), mRNA 


ata/t n^^n^^ 


numu sapiens or l j-assuciaieci iaciUL ^tz (oL/vr^-zj, LnLNZN/\ 


ATA/T f\^ir\AQ 
InIVL UDJU4o 


numu sapiens nypuxneticai piuiem ivlvjL^loJo4 ^jvhjtl. LoJo4j, niLviN/\ 


ATA/T 


numu sapiens iiypuiLieticaL piuiem ivlol^ l ouoj? ^ivlol^ l ouoj j, mLviNzv 


ATA/T f\<1f\Af\ 
InIVL UDjU^U 


n nmA con ;a«n PAT A C 10 7 / T ^H9 <Z\ rviT? AT A 

numu sapiens riN/\o-izj \\^\j\^oj\jLo)^ mi\iN/\ 


ata/T n^^n^o 
InIVL \JDJUs>y 


numu sapiens ULJr giycusyitransierase z iamiiy, puiypeptiae dZo ^uoizrszoj, 

rviR AT A 
111 IN In r\ 


ata/t n^^nni 

InIVL 


numu sapiens uuG-SKippeQ-reiateci z/\ piuiem ^L^oivzj, miviN/v 


ATA/T fK9QQ7 
rNlvl UJZ77 / 


numu sapiens ureasi eaiicer anngen in i - d in- i ^in i - d in- i in in in /a 


ATA/T fK9Q71 
In IVI UjZ7 / 1 


numu sapiens iiver-expresseci annmiC/iUDiai pepnue z ^i^izzvr -z miviNZv 


NM 052956 


Humu sapiens medium-chain acyl-CuA synthetase (MACSl), mRNA 


ATA/T fl^9Q/19 


numu sapiens guanyiate DLLiQmg prutem j \Kjr>rj j, mrciN/v 


ata/t n^oo^ 1 


numu sapiens aciivaiing injv lecepiui (ls^zvl^ij, miviN/\ 


ATA/T n^9S7Q 
InIVL LOZo iy 


numu sapiens c-ivipi DiiiGing piuiem (luli idzj l miviN/\ 


ATA/T n^no^c 
IN IVL VJKJyZo 


numu sapiens ursizv lepncaiiun iaciur (l.lj l l j, mLviN/\ 


NM_025185 


Humu sapiens putative ankyrin-repeat cuntaining prutein (DKFZP564D166), 

™ T? AT A 

miviN zv 


ATA/T H 1 ^ 1 7Q 
In IVL U 1 J 1 / V 


H nmA nnni^n TZ1 A AHAQn nrn+mn /I/ I A A H^Q^ tviT?ATA 

numu sapiens L5^i/Az\uoyu prutem ^rs.i/Az\uoyu ), mKJNz\ 


ATA,f fl'J'J^OA 
In IVL UjjOZO 


numu sapiens jivli l prutem (jivll l j, mKiNA 


ATA/f M997^< 
IN IVL UzZ/Jj 


numu sapiens goLgi pnuspnuprutem i (uULrni j, m k i n a 


ATA/f 
In IVL 


numu sapiens nyputneticai gene ivlol^ l o / s> d similar tu ^kj iz i u (ivlol^ l o / j j j, 

m T? AT A 
mivlNZV 


ATA/T 0^99^8 
In 1V1 UjZZOO 


numu sapiens nerve mjuiy gene zoj jiNirNzoj) )^ mivi>jzv 


ATA/T 0 1 A 1 £»7 
In IVL UIOIO / 


numu sapiens reunuie aeicr repressioie prutem ^ inzv invj- i j ? m in in t\ 


ATA/t fl^^zllA 
In 1V1 U j 3 H- 1 H- 


numu sapiens iryputiietiL/ai piuiem ivivj^ i /ddz. ^ivivj^. i /z>z>z^, miviNZv 


NM 016336 


Humu sapiens nun-canunical ubquitin cunjugating enzyme 1 (NCUBE1), mRNA 


ATA/T H^^^ 1 7 
IN IVL Ujjj L / 


numu sapiens nyputneticaL gene zujzr lu {ZjUjzr iuj, mLviNzv 


ata/t h^'j^aa 

InIVL UjjZOu 


numu sapiens rzK tu nucleus signalling z (xzktmz j, mrcrM/v 


ATA/T fl'J 1Q^^ 
InIVL UoLbOD 


numu sapiens in iu-or iz piutem ^rsi y u-or izj, miviNzv 


ataa n^^o 1 n 
InIVL IoJzLU 


numu sapiens nyputneticai prutem rLJL4oro (^ri^j L4ojjJ, mrviNzv 


ata/t n^^9 1 1 

InIVL UJ) dLY L 


numu sapiens nyputneticai gene suppcrteQ oy ArUjoioz, rsL^uuvzuj 

^LUL7Ujjj ), lIllNlN Z\ 


ATA/T fn^1QA 
IM IVL UJ) J> L 


numu sapiens smaii neai snucK prutem d y ^nspDyj, in in in /a 


ATA/T 0^9199 
InIVL LOZ 1ZZ 


numu sapiens ciysiiuuievm Dinciing piuiem i iiNDr i j, miviMzv 


NM 020405 


Humu sapiens tumur enduthelial marker 7 precurscr (TEM7), mRNA 


ATA/T cvx'x 11^ 
InIVL Ujj L L J 


numu sapiens nyputneticai piutem ivlol^ loiov ^ivlol. -ioiovj, miviNzv 


ATA/f ^ 117 
InIVL Kjdd 11/ 


numu sapiens nyputneticaL prutem ivlo^z/j4 ^ivlol^ z/j^j, miviNzv 


IN 1V1 U -J J) lUJ 


numu sapiens iiiupniiiii-iiJs.e piuiem ^IjVjcojh-i j j, iiixvinzv 


NM 033035 


Humu sapiens thymic strumal lymphupuietin (TSLP), mRNA 


NM_0 14001 


Humu sapiens golgi assuciated, gamma adaptin ear cuntaining, ARF binding 
prutein 3 (GGA3), mRNA 


NM 015149 


Humu sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Humu sapiens AD038 (LOC85026), mRNA 
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TsJIVT 0^90^9 

IN IVl U-jZlOZ 


UAtvin c'inir»nc U\m(\ihr>t\(* <a 1 iTiv^trM n AAC^C^ 1 1 7 1 A / \/I 1 1 7 1 A^ mPTsJA 

nomo sapiens irypoiiieiicai pioiem ivio^i ijio ^ivioi^i ij)ioj, miviN/v 


TsJA/r o^9cno 

IN IVl Uj/7jU 


H~rvmr\ conipnc TiArr\r\+Ti^+ir»ci1 nm+pin A/tClC* 1 7 OzlO AN/TOf^ 1 ^OzlO^ tyiT?TsJA 

nomo sapiens irypoiiieiicai pioiem iviuL/i ju^u ^iviov^i .juh-lh, iqivin/v 


IN IVl W J) £ry 1 O 


nomo Sapiens iv/vo-iikc, esnogen-reguiaieti, growrn-inniDiior ^ ivniv^j miv in i\ 


TsJA/T 0^901 A 
inivi Ujzyio 


U nnm cQniptic ViTrr\r\+Vi/=»+ir»c»1 iTr^fr»i it \AC".C^ 1 A 9 7 Q \/I HP 1 A97G^ ml? XT A 

nonio Sapiens irypoiiieiicai pioiem ivivjr^ioz / y ^ivivjrv^ ioz / y), miviN/v 


TsJl\/T 0^9007 
IN IVl LOZVU 1 


J^tr\rx^r\ c o it i r» it L' lTTnrn^+1r£*+ir»c»1 nrn+Ain A/T^^r^ 1 1 449 1 ^ l\ 4 At \ A A^) \ \ ml?TsJA 

nuinu Sapiens nypuineiieai piuiem ivio^ i h-h-z i ^ivivj^ i h-h-z i miviN/v 


TsJA/T 079QOA 
IN IVl UjZ7U4 


nuniu Sapiens iiypoineiieai pioiem iviov^ im-^jj ^ivio^ y^a^dd miviN/v 


TsJA/1 0^9000 
inivi ujzyuu 


nuniu Sapiens iiypunieiieai piuiem ivio^ ih-zjo ^ivio^ih-zzjo^i, miviN/v 


TsJA/T 0^9£CK 

INIVI UjZ07J 


14 1 -v itt / a cqitiphc It \ / -f It <~» + i ^ » t 1 r^r'/T+/=»i-iT \/T CXC^ 1 /I 7 7 A / \ 4 ^ t 1 /I 7 7 A ^ itt N.I A 

nomo Sapiens nypuineiieai proiem ivio^im-j /o ^ivivj^im-j) /oj, miviN/\ 


IN IVl UjZOOO 


U nnin CQ «; pn n I<" I A A 1 870 nrntfin M<T I A A 1 870^ mT?TsJA 

numu Sapiens jn.i/\^-vi o / u piuiem ^jviy-vz-vi o / wj, miviN/v 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


INIVI Ujzoo^ 


nomo sapiens nypoineticai pioiem iviol. idooz ^iviol. iDooZj, miviN/\ 


NM 032876 


Homo sapiens hypothetical protein MGC 15563 (MGC 15563), mRNA 


JN1VL lozo/j 


nomo sapiens nypoineticai protein ivioui j4oz (ivioui j4ozj, mKJN/\ 


JNJVL lozo/4 


rlomo sapiens liypotlietical protein MCjL.1 j43o (Mutl j4^oj, mKJNA 


JNJVL lozo /z 


rlomo sapiens JNAJJrrl oxidase-relatecl, Lz domain-containing protein (JrClj, 

mKJN/V 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 

^TTvTIhT? QT7 1 QT ^ tyiT?TsJA 
^ 1 IN rKor 1 J, mrvLN/V 


IN IVl UjzoOO 


nomo sapiens nypotneiicai pioiem ri^j m-yj / {ri^j i4^o / j, mrviN/\ 


IN IVL I0Z0OU 


LI / A , A n 0 «{atin 1r^r»-*/T+lTCk+i/-»o1 nr/Afni n IhT T1/1QOQ / C T 11/1 GM(Y\ t-»-» F? NI A 

riomo sapiens nypoineticai pioiem ri^ji^vuy ^ri^j i^yuvj, mKJN/\ 


iNiVl Ujzojo 


nomo sapiens nypoinencai proiem rLj i^yu^ (ri^j i^-yu^ j, mrviN/\ 


1N1V1 UjZojZ 


nomo sapiens au i-nxe i, cysteine enaopeptiQase (^o. cerevisiaej (au ilij, 

mPTsJ a 
111 lv 1M r\ 


TsJA/T 0^9 £A£ 

inivi Ujzojo 


nomo sapiens nypoineticai proiem rbji^oz/ ^ri^ji i toz/ mrviN/\ 


IN IVl LOZoHO 


nomo sapiens nypoineticai pioiem rLj i^oio (tlj i^fo ioj, mrviN/\ 


TsJA/T 0^92^ 
IN IVl U^ZoJ)Z) 


1 1 / ITT l~\ C O IT 1 IT C It A /" IT / \ 1" It 1 / * r l 1 IT 1"* / A 1" 1 IT 171 1 1 /1T^\ 1 / 1-7 I I 1 A /a 1 \ ITT 1~? "AvT A 

nomo sapiens nypoinencai proiem rLj 14 / 01 ^rLj ih- / 01 j, nirviN/v 


TsJA/T 0^9 294 
IN IVl KJ D Z OZH- 


"1— T/~\ TTT / "\ l' 0 it 1 £^-it l' Itt rr\ / a 1" It I - 1 1 it t~/ a i -it 1— <" T I 1 /I /--» Q 1 / L I \ 1 /I Q 1 \ itt 13 I A 

nomo sapiens nypoineiicai proiem rLji^ooi ^rLj ih-ooi ^, miviN/v 


TsJA/T 0^9 £9^ 
IN IVl U J) Z O Z J> 


I — I r a itt / a l 'l it i r» it t Itt tt\ /t+It r» «a 1 tTr/Atr»i n ThT I 1 /l ^ / CT I 1 /l A ^7 ^ ^ mt?TsT A 

nomo sapiens nypoinencai pioiem rLj ih-o ij ^rLj i^+o / jj, mrviN/\ 


TsJA/T 0^9899 
IN IVl LOZOZZ 


T— Ti~\-fTT /t comfTic Itt rrri^+lr /^»t"1 i^»o 1 it a i n 171 11 /I /-v f~\ Si. ( P 1 11 /I AA^ \ itt N.I A 

nomo sapiens nypoinencai proiem rLj ih-ooo ^flj ih-ooo j, miviN/v 


TsJA/1 0^9818 
1N1V1 UjZO 1 O 


1 — 1 { A |TT / A CQtMPHC Itt T~V\ /TT"1t /=*T"I O 1 fXfAlfl "IT \-i I 1 1 /I f-\ A 9 / Lh I 1 1 /I /-^v A O \ "ITtT?^VT A 

nomo sapiens nypoineiicai pioiem ilj ih-oh-z ^tlj ih-oh-zj, mrviN/v 


TsJA/T 0^9 804 
IN IVl UjZOUH 


1 — 1 / \ t-\-\ / a cqv\i one Itt 7~f\ /TT"1t fill /"* O 1 IT r/\f 1 IT 171 1 1 /I ^ /I { \—* I 1 1 /I ^ /I \ ITT "^.1 A 

nomo sapiens nypoinencai proiem rLj ihoh- / lj ih-d^a / niisJN/\ 


TsJA/T 0^970^ 

1N1V1 LOZ Iz/J 


1 — 1 { A ITT / A CQfMfMC Itt r¥\ /TT"1t oil (~* O 1 IT I - */ A T 1 IT CT 1 1 ZlZlQzl |h 1 1 1 /I /I CI /I A "ITtT?^VT A 

nomo sapiens nypoineiicai proiem ilj 14^74 ^tlj ih-h-vh-j, mrviN/v 


TsJA/T 0797£^ 
1N1V1 LOZ/O.J 


1— \ r\TY\r\ DQniPTic Itt ttwtt-It 1 it r/ a t i it 171 11 AA^ 1 ^171 11 AA^X 1 ^\ -ittI?~\.T A 

nomo sapiens nypoinencai proiem rLj ih-^j i ^rLj ih-ho i j, miviN/v 


TsJA/1 0^97^ 
IN IVl \JDjL / OO 


lJ nrnn cciiti r»nc lT\/iTMtlTr»ti^^ 1 it rMtr»i n \4 1 A 1 7Q ^ \4 1 A 1 70^ mPTsJA 

nomo sapiens nypoineiicai pioiem ivivj^ioi iy ^ivivj^ioi fy)-> mrviN/v 


TsJA/T 079 7A^ 
IN IVl Z / O J) 


14 1 a itt i \ cQnif»iic It \ / it / a f It r» f i / » 'T 1 nrn+pin A1\(~\C^ 1 /r 1 Zl9 / \ 4 ^"t 1 A 1 /I 9 ^ mt?TSJA 

nomo sapiens nypoinencai proiem ivioi^ i o i h-z ^ivivj^ioih-z^i, miviN/v 


TsJIVT 07 9 7^ A 
IN IVl VJZ. / JO 


nomo sapiens nypoinencai proiem ivio^i jooo ^ivivjv^- 1 jooo ^, miviN/v 


TsJA/T 07 9 74 A 
IN IVl UjZ /H-H- 


TJ nrnn c ' l it i n c lT\/tT^tlTr»ti 1 tTr^tr»i n \ 4 ^ ^ 1 977^ N 4 ^ ^ 1 9 7 7 ^ ^ itt F? Nl A 

nomo sapiens nypoinencai proiem iviov_ izjj j ^ivivj^izj)j) j j, miviN/v 


TsJIVT 079778 
IN IVl LOZ / DO 


14 1 ~\ itt i \ c 'l it i r» n c IrTri^ri+lT^+i^cil r^r , rT+<=»i-iT lV/Tf^f^zL^Q^ ^IV^/^t^A^Q^^ itt F? TS.1 A 

nomo sapiens nypoinencai proiem ivio^Hoyj ^ivivj^h-jv^j, miviN/\ 


TsJA/T 07 9 79 7 
IN IVl UjZ /ZJ) 


nomo sapiens nypoinencai pioiem ivioi^iz/ou ^ivioi^iz /ouj, miviN/\ 


TsJA/1 079790 
IN IVl LOZ/ZW 


FFnTnn c 'A it i r»n c 1t\/it^-\F1t r't i 1 tTr^^tr'i n \A (~±C* A 09 '9 A (\A(~iC* 1 079A^ mT?TsJA 

nomo sapiens nypoLiieiicai pioLein ivivj^ i \j i zt ^ivivjv^iu /Z4 j, iiiivin/\ 


TsJIVT 07971 ^ 

IN IVl Z / 1 J 


14 / a itt t \ c 'i it i r* n c 1r^rr\r\llT^+ir»c»1 nr/^tfi n X 4 ^ ¥ Af\A^X (AA Ci Af\A^i t \ itt F? TsJ A 

nuinu sapiens nypoineiicai pioiem iviov^h-oh-j) ^ivio^h-oh-j) ^, iiiivln/-v 


TsJA/1 079719 
IN IVl UJZ / 1 Z 


14m itt ^ oQr\i^rio h^rr\r\+he±t\r>t*} it rMtr»i n \4 1 ^ 1 70 TlV/rr^r^ 1 ^ 1 70^ mPTsJA 

nomo sapiens nypoinencai proiem ivioi^u)! /w ^ivivjui j i miviN/v 


TsJA/T 07971 1 
IN IVl UJ)Z /ll 


LJ .aittm cQnipnc lT\/tT^tlTr»ti^'i 1 iTr^toi it AAC^C^ 1 70Q0 ^MHr 1 ^ 000^ itt F? XI A 

nomo sapiens nypoineiicai proiem mul^i juvu ^iviov^ i jvyv miviN/\ 


TsJA/T 0^9 70 A 
1N1V1 UjZ/UO 


F4 ArY in cQtripnc 1t\/itmF1t r»t i 1 tTr^tr»i n \4 A.r^ 1 1 9 OA A ^ N4 PiT 1 9 Q A A^ mRTsJA 

nomo sapiens nypoinencai proiem ivioi^iz^oo ^ivio^izyoo^i, miviN/v 


TsJA/T 07970^ 
IN IVl UJDZ/UZ) 


nomo sapiens iiypoiiieiicai pioiem ivio^ih-oui ^ivivjri^ i^toui j, mrviN/v 


TsJA/T 0^9AQzl 
IN IVl UjZU74 


FJ nrnn oQnipnc 1t\/itmF1t r»t i 1 nrntfin \/[ 1 907^ ( AA C^C 1 9 mPTsJA 

nomo sapiens nypoineiicai proiem ivio^izyj)z> ^ivio^izyj) z> ^i, mrviN/v 


TsJA/T 079^Q7 


14 1 \ itt ( \ c^nifnc 1r\7T^olti f^li r*Q 1 T^T'olf^in A/K^Tr^ 1 1 OAzlA ^A/Tr^rr^ 1 1 OAzlA^ mT?XTA 
j7±vjiiivj &apicii& iiy pvj LiiciiL/ai pivjiciii iviuvyiuu^u ^iv±vj\^.. 1 xjkj^kj), uirvi>i J r^ 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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tsja/t 079^71 


UAtvin cQnipnc U\m(\thr>t\{*<A 1 nrntpin \/[ f^f^9 Azl 1 f A/1Y~1^9 A4 1 ^ rv»T?AJA 

numu sapiens nyputneticai prutem iviaji^zoh-i ^iviaji^zoh- i mivr>iz-Y 


TsJA/T 079^01 


numu Sapiens nretnymraiunyi v^u/a epimeiase ^ivi^jj/Jj/J, inivrN/\ 


mm 079^0^ 


U nmn cQnipnc tnc tr»c /1r»\/r»1 nn mr»nt rr»1 citr»H AJA/rA. QP99 /"M VH QP99^ mT?AJA 

numu sapiens testes ueveiupment-reiateu i>j i u-orzz ^im i u-orzz j, miviM/\ 


tsja/t 079*\Q7 


nuiiiu Sapiens r fsa^i- i -r eiaieci nil proiem ^nii-i / j, mivi>j/\ 


TvJA/T 079^8^ 


numu Sapiens lesns iransenpi i o i i oj, mivi>i/\ 


AJA/T 079^89 


riuiiiu Sapiens uDiqunm specmc piuiedse ^in jl -ivtiini-ouj, itiivin/a 


aja/t 079^80 


riumu Sapiens nairy aiiQ enndncei ui spin / ^urusupiiiia ) ^ru_/o/ mrvi>i/A 


NM 032574 


Humu sapiens dpy-30-like prutein (LOC84661), mRNA 


AJA/T 079^8 


I-I/-vitt/\ oorxioiro It it / \ + It i o 1 it»-/a+ it T7T 11/1'7^7 / P T I 1 A 1 itt F? KI A 

riuniu sapiens nypuTneticai pruiem ru i^f /j d yrL^j 14 /jd j, nirsJ>i/\ 


aja/t n^o^^7 

iNlvl UjZjj 1 


nomo sapiens 0 1 . 0 ivu proiem ^rir ^j.ojs.uj, m k in /\ 


aja/t 079^^7 


riomo sapiens putative purmeigic receptor (rJAou /vj, mKJ\i/\ 


AJA/f 079</1< 


riomo sapiens cryptic gene (lky r tt^J, mKJN/\ 


AJA/T 090QA7 


nomo sapiens ivioviu, ivioioney leuKemia virus iu, nomoiog (^mousej (^ivhjv iuj, 

III 1A 1 A /\ 


AJA/T 079^99 
iNlYl U-jZOZZ 


nomo sapiens nypotneticai proiem ivio^zozy ^ivio^zozyj, mrviA/v 


AJA/T 079^07 


1 — I / x |TT / A CQtll PI1C AI*pVm*Q 1 |T 1"* / A ^" 1 IT 4 / I — I T I (~~^ l—*' /| \ ITT 1? AvI A 

nomo sapiens ceieurai proiem-H- ^ n u ^ lli -h- iiiia ia /\ 


AJA/T 0794QQ 


I — I / ~v »tt / \ cQnifktic 1t\ /it/a+1t^»+i/»'.i 1 nr/\tr»i it 1 — 1 1 — I 1 1 A ( I — 1 1 — I 1 1 A \ tnUM A 

nomo sapiens nypotneticai piotem nni 14 ^nni It-j, mrviM/\ 


AJA/T 0794Q4 
rN 1V1 KJ 3 ZH-y H- 


l — I / \ ITT / \ c 1 O IT 1 C*Y\ C ~~7 1 1T i "* "fiTl *T/^T* IT 1"* / A 1 1T / T Si. 4 ^9 4 A |TT T? ^VT A 

nomo sapiens zmc linger protein ^ l kj oh- hi ia i a /\ 


AJA/T 079409 


I— I / ~v »TT / \ CQniAMC t»"\ 7~K\/T+1t O+l^ O 1 IT 1" / A + ^» 1 1T T OOQ ( T OOQ^\ ITT 1? Al A 

nomo sapiens nypotneticai piotem uluuv ^uluu" j, mrviA/\ 


AJA/T 079487 


nomo sapiens actm reiateu protein ivn ^/\ivr ivii j, mrviA/\ 


AJA/T 07948£» 


T— 1 1 \ itt ^ \ u 'i it i r» it c /I \ / it 'l / » -f i it 4 ^A/tr~r^~ 1 7 948^ mPM A 

nomo sapiens ciyiiaL/iin h- ^iviov^ jzho j, nirviA/A 


AJA/T 07944^ 


nomo sapiens ivijj,or 1 1 protein ^ivirj/Vjr 1 1 )^ iiiix ia /a 


AJA/T 070808 


numu sapiens nypuineticai prutem rijjzio / j ^rLjzio / j j, nil aia /a 


MA/f 079419 


numu sapiens putaxive nucreai prutem vjrvr i - r L4y ^v^rvr i-ri^H-y^i, iiiia ia /a 


AJA/T 07941 1 


I — I / ^ ITT / A £n ^.1 IT 1 f~*L IT C /^C 1 / A IT It O *T/^ O 1 O "IT / * CL*t* tT^ 1 O t f^* / \ I IT /i »T 1"/ A ^ ^ 1 "IT { l-H 1? \ ITT T? A 

numu sapiens esupnageai cancer leiaieu gene prutem ^jj/^rvo^t mivi>/\ 


AJA/T 01 ^947 
1M 1V1 KJ 1 JZ4 / 


l — I / -v ITT I \ f % \ ^1 1 IT /t l~/ "\ ITT ',1 "f" / A 1 L' / ^"1 1 I**It '1 IT tl 1 ITT / At" L' \ / IT / \ 1"/ A ITT ^ \ / A^ T T \ \ TV* 1? ^AT A 

numu sapiens cyimurumaiusis ^ruroan lumui synurume j \ \~ i l u iiiia ia /a 


AJA/T 079 770 
1M1V1 


LJ ^ a itt / a c 'i ia ! r»n c It \ it / a f It ^ f i / » ' 1 1 it rntr» J it A/T^i^" 1 1 9 ^ 7 £\ f \A (~^* 1 9 ^ 7 ^ itt 1? AI A 

numu sapiens nyputneticai prutem ivivj^izjjo ^ivio^izj^oj, mrviA/\ 


mm 079 784 

1M1V1 UJ)ZJ)Ot- 


I — I / x |^>T / \ L' 0"K\"l IT L' It a 7 »T / A "t" It f 1/» r 1 1 IT 1"/ A 1 IT 1— <" I 10 7 187 / 1— < I 10 7 1 8 7 \ "ITT I \ 

numu sapiens nyputneticai prutem rLvjzj 1 oj ir ljzjioj l mrviA/\ 


AJA/T 079779 
INlvl UOZj/Z 


LJ ^ a itt / \ c 'i it i n c It \ / it / a f It ^ I - 1 / » ' 1 1 it i"/ A+r» i it \ A (~* 1 A 1 / \ /I (~^. 1 £L 1 Q /C\ itt 1? "AvT A 

numu sapiens nyputneticai prutem ivio^ loiou ^ivi\jr^ i o i ooj, mrvi>/\ 


AJA/T 0797^7 


numu sapiens nyputneticai prutem ivioi^i j^jj ^ivivj^uh-j) j mrviA/A 


AJA/T 0797^4 
INlvl LOZJO 41 ! 


numu sapiens nyputneticai pi utem ivivjv^ i kj / L t L t \i\L\j\^ iu / l t l t ), mivi>/\ 


AJA/T 079747 
1M1V1 UJ)ZJ)H- / 


U nnin c 'i nipn c It \ / it ^ a t It r»t i ^ » 'i 1 tTr/ Atr» i n A/T0r^179^0 ^A/TOr^ 1 79 ^f\\ tviT?AIA 

numu sapiens nyputneticai prutem iviuci jzju ^ivivjv^ i dzdkj mrviA/\ 


AJA/T 079744 
INlvl UOZ.jH-^+ 


numu sapiens nypuineticai pi utem iviaj^uuh-d ^iviaj^.ij>uh-j mivr>/\ 


AJA/T 079749 


numu sapiens nyputneticai pi utem iviajv_ i Z77Z ^iviajv^izwzj, mrviA/A 


AJA/T 079740 


T-Tomo cinipnc U\/t^i^iUr*i'u*<A 1 nrntpin A/TOr^ 14877 rA/TOr^ 1 48 7 7 i m R Kj A 

numu sapiens iiypoiiieucai pioieni ivio^ ih-oj j ^iviaj^ ihoj j ^, iiiivia/a 


AJA/T 07977 8 
1M1V1 UjZjjO 


LJ^.tt/a ronipnc Vi^/T-i^fViP'+i^Ql nrn+pin A/fHr 1 48 1 7 fA/TOr 1 1 48 1 7^ mT?XT A 

nomo sapiens nypotneticai protein iviaj^ih-oi / ^iviajv^ih-oi / miviA/A 


AJA/T 079777 

INlvl KJ J Z*D D D 


U nrnn c'lnipnc lix/nr AtlTr»t 'i 1 it r^A+r^in A/TOf^4948 ^ \A C\C* A1 A'>1\ itt D KI A 

nomo sapiens nypotneticai protein iviaj^h-zh-o ^iviaj^h-zh-o j, inrvr>/\ 


AJA/T 079797 
1M1V1 UJ)ZJ)Z / 


T-T^Tn^k u'inipnc Athot 1 it ,^ a to in A/T0r^9007 ^A/fOr^9QQ7^ itt DMA 

nomo sapiens nypotneticai protein wlkjk^az/z/d yryLKjy^zyy d j, mrviA/A 


TsJA/T 07979^ 


LJ ,aitt/a cjnipnc U\/t-\(>>thr>i'u*<A 1 it ivAtoi n \A C^C^ 1 1 109 / \/I 1 1 109^ mPMA 

nomo sapiens nypotneticai piotem iviaj^i i iuz ^iviajv^ 1 1 iuz mrviA/A 


AJA/T 079 794 


I— I / a itt i \ coniptic It \ / it / a + It r»+ i / » o 1 it Ai-r« i it \ A 1 7 1 8 A fAA(~\(~* 1 7 1 8 (-\\ itt F? AI A 

nomo sapiens nypotneticai protein iviaj^ i jioo ^iviajv id i oo^i, miviA/A 


AJA/T 079797 
INlvl UJZJ)ZJ 


T-TrkTYirk cemipne n\/r»Mtnr»tio^ 1 nrntpin A/Tf^r 1 1 7 1 09 ^ A/Tr^r 1 1 7 1 09 ^ mPMA 

nomo sapiens nypotneticai piotem iviaj^uiuz ^iviajaxU iuzj, mrviA/A 


AJA/T 079790 
1M1V1 U-jZOZU 


U n mn c'iiTir»nc It\/it/ Ath r»+io 'j 1 nrn+pin A/T0r^17007 ^N/I^r^ 1 7007^ mT?XTA 

nomo sapiens nypotneticai piotem iviaji^ ij)uu / ^iviaji^i.jUU / ) 9 mrviA/v 


AJA/T 079718 
1M1V1 UjZjIO 


T— I ( a itt / a conipiio It a /iT/^AtlT r»t i ^» 1 iTr/Afr» i n A/T^i^" 1 1 9 Q4^ / \ J ^ 1 9 Q 4 ^ ^ mT?AT A 

nomo sapiens nypotneticai piotem iviaji^i zvho ^iviajAx1Z!7H-z) mrvrN/\ 


AJA/T 079717 
1N1V1 UJ)ZJ)1 / 


U nnin c 'i it i r>n c It\/it^ AtK r»ti o -i 1 nrn+pin \A^C^ 1 9Q47 ^A/THP 1 9Q47^ ml?AT A 

nomo sapiens nypotneticai protein iviaja, izy^j ^iviAJv^izyH-j) miAiA/A 


NM 032316 


Homo sapiens hypothetical protein MGC 12936 (MGC 12936), mRNA 


AJA/T 07970^ 
INIYI KJJZdKJD 


T-Jrvmn coniPnc 1iAm^+1i^+ir»c»1 nrn+Pin Aytr^r~ 1 7900 fAAC!^ 79 00^ mT?AT A 

nomo sapiens nypotneticai piotem ivioLy-jZuu ^ivhj^ jzuuj, mrvrvj/A 


TvJA/T 079907 
1M1V1 VJJ)ZZ;0 


l-Trimrk c'inipnc n\/notnr>tio^ 1 nrntpin HI^ P7n7A 1 T1 ^97 (DW P7n7A 1 T1 ^ 9 7 ^ mT?MA 

nomo sapiens nypoiiieiicai piuieiii uivr z^p / 01 j i jzj ^i^rvrz^p /ui j ij>zj)^ ? iiirAiAZ-v 


NM 032291 


Humu sapiens hyputhetical prutein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Humu sapiens hyputhetical prutein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Humu sapiens hyputhetical prutein DKFZp76 1 B 1 5 1 4 (DKFZp76 1 B 1 5 14), 
mRNA 


NM 032273 


Humu sapiens hyputhetical prutein DKFZp586C1924 (DKFZp586C1924), 
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111 1\. IN A 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


ATA jt AO 

JN1VL KjdZZo/ 


Homo sapiens nypotneticai protein JJJvr Zp4 J 4iiioV (JJJs.rz>p434iiioyj, mKJNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


ATA If A O O O 1 

JNJVL lozzol 


Homo sapiens nypotneticai protein L)Kl H Zp4J4JN(Joj(J (L)Kl H Zp4J4JN(Joj(J), 

mKJN A 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 

ITlKJN A 


NM 032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 

% ^ Q AT A 

mKJNA 


JNJVL KjdZZjK) 


Homo sapiens nypotneticai protein L)rLrZp4J4Al /l (D JvrZp4J4 A 1 /l), mKJNA 


JN1VL loZZ4y 


riomo sapiens nypotneticai protein Drvr Zip4J4r loiv (UJvrz,p434r loivj, 

mKJNA 


JNJV1 UJZZ^fo 


riomo sapiens nypotneticai protein iJrvrz.p^j^r i / iy ^ujs.rz.p^j^r i / iyj, 

111 Iv 1 N /A 


1N1V1 VJ.3ZZH-0 


n oiiio sapiens nypotneticai protein uivr ZipH-jH-juoi / ^uivrZipHj^juoi / iiiix in /a 




noiTio sapiens nypotneticai protein uivr ZjpHj^iiyio ^uivrZjp^tj^ii yioj, inrviN/Y 


mm fR999^ 
inivi W-?zzzj 


WriTYiri c'lnifnc \^\j\-\(\\\^c\\(*<\ 1 nrntoi n PT T99A97 /PI 1 9 9/19 m P KI A 

nuinu sapiens nypotneticai protein f-Ljzzh-z/ ^rLjzz^z/ ^, mrviN/\ 


TsJA/T 0^99 HQ 


nuinu sapiens nypotneticai protein rLjzi / / / ^tljzi / / / j, irirviN/\ 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


inivi u jz i / / 


nomo sapiens nypotneticai piotem ri^j i j iyj ^rjuj i j iyj j, mrviN a 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


ATA jf A 'J O 1 A1 

JNJV1 UJzlOl 


Tj AtM A coMianf. If I A A 1 U ^7 A a+^J .t / 1 A A 1 <*> ^7 A \ w O Kl A 

nomo sapiens iviAAlo /u protein (rviAAio /uj, mivJNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


ATA A ATO 1 f 1 

JNM UJzlM 


Homo sapiens nypotneticai protein DKl H Zp5ooK194o (DKrZr5ooK194o), 
mRNA 


ATA yl" AOOI /I O 

JNM (JJzl4o 


Homo sapiens nypotneticai protein UKl H Zp4J4K(J4z7 (UKrZr4J4K(J4z7), 
mRNA 


ATA 4" AOO 1 

JNM (JJzlJV 


Homo sapiens nypotneticai protein JJKl H Zp4J4LU / 1 8 (DKrZr434LU / 1 o), 
mRNA 


ATA 4" AlO 1 O O 

JNM (Jizlio 


Homo sapiens nypotneticai protein UKt H Zp4i4h,z31o (UKrZr4J4h,zil5), 
mRNA 


ATA >T ATOI')/: 

JNM (JJzlio 


Homo sapiens nypotneticai protein JJJsJ H Zp434L1717 (L)KrZr434L1717), 
mKJNA 


JNM Uozlzj 


Homo sapiens nypotneticai protein !JrvrZpjo4L;U4 /o (UKrZr jo4DU4 /oj, 
mRNA 


AJA/f H'29 1 OA 

JNJVL KJjZIZk) 


nomo sapiens nypotneticai protein iJrLrZ,pjo4iJUjZj (Uivrz,r jo^kjkjjZd), 

ITlrviNA 


jnjvi uzuyzi 


nomo sapiens nmem (uoJvjJj interacting protein^ ^inhn j, miviNA 


JN1VL UZU441 


nomo sapiens nypotneticai protein uis.rz,p/oZiioo (UJvrz>r /oziioo;, mKJNA 


IN JV1 U 1 o / 1 y 


nomo sapiens nypotneticai protein jjivrZip /oziao i i ^uivrz^p /ozl^kjd i ij, 

irirvlNy-v 


inivi ui jDju 


nomo sapiens ui\.rzjr joorzizH protein ^uivrZjr joorzizH- j, iiirviN /\ 


IN 1V1 Ul J OZ 1 


rromo sapiens uivr ZjF h-jh-l i / 1 proiein ^L/ivrz^r h- jh-c i / 1 1 1 1 in. in r\ 


TvJA/T m^^Q^ 
1N1V1 U1Z)Z)!7Z) 


nomo sapiens urvrz^r ^f^H-uiH-o piotem ^urvrz^r h-jh-ui^+oj, mrviN/\ 


1N1V1 Ul JH-7U 


nomo sapiens uivrz^r^j^ii 10 piotem ^uivrZirHj^ii toj, mrviN/\ 


NM 015471 




NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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no mo Sapiens rivouoj ^rjs.ovjroj^, in iv in i\ 


1M1V1 UjZUZO 


nuniu Sapiens serme/inieonme K.indsc rjvouoi ^rNouoi mivi\i/\. 


mm 0^909^ 
1M1V1 \)j>ZajZ.j 


nuniu Sapiens uauz pruiem ^ljjauz in is. in t\ 


InIYI UjZUZI 


nuniu Sapiens al/uj i pruiem ^aijuj i j, ill ivi \ /a 


rN 1V1 Uj 1 yH-H- 


nuniu sapiens iviix-ince numeuuux pruiem i ^iviii^l-/i ^, in is. in r\ 


In 1V1 \jd 1 7ZU 


nuniu sapiens miv vj w pruiem ^ajvvjw mrviN/\ 


TsJA/1 0^1480 


numu sapiens nypumeTicai piuiem ajjuj^ ^/\i^ujh-j, miviN/\ 


NM 031478 


Humu sapiens hyputhetical prutein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


JNlVl Uj 1 / / 


numu sapiens nypuineticai piuiem iviol. iuduu ^jviol. iuduuj, mrviN/\ 


1N1V1 Uj14/u 


numu sapiens nypuineticai piuiem uivrz^p^j^jDU^^ ^iJivrz>r4j4i3U'4-4j, miviN/\ 


JNJV1 UjI^/Z 


nomu sapiens nypuineticai piuiem iviol.1 1 1 j4 (iviol. i 1 1 j4 j, miviN/\ 


JNJVL 14/1 


numu sapiens nypuineticai pictem jvlvjL^iuvoo (^JVivjrL. iuvooj, mKJN/\ 


JNJV1 Uj 14j / 


numu sapiens memorane- spanning 4-Qumams, suDiamny /v, memoer 0J3 

rA/T^J.A8R^ ml? XT A 
^VIoH-/\oi3 J, 111 IN. IN /a 


1N1V1 UJ14JU 


numu sapiens nypuineticai pruiem pjjzo yr j jzo miviN/\ 


NM 031443 


Humu sapiens hyputhetical prutein MGC4607 (MGC4607), mRNA 


iNlvl UjHjO 


numu sapiens nyjjuiiieiicai piuiem uis.r'z.p/oiii /z ^ujs.rz^r /oiii /zj, mivrN/\ 


JNJV1 Uj14j4 


numu sapiens nypuineticai piutem iviol. j44Z ^iviol. j4h-zj, mKJN/v 


NM 031418 


Humu sapiens chromosome 11 open reading frame 25 (CI lorf25), mRNA 


JNJVL Ulj4y/ 


nomo Sapiens Djs^rz^r jo^kjZVZZ protein {Ur^r ZjrjoQKjZKJZZ), mrCJN/\ 


NM 031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 

V> XT A 

111KJN J\ 


JNJV1 UjIZVj 


homo sapiens liypotnetical protem rFlzZo (rr izzoj, mKJNA 


JNJVL UjIZVI 


nomo sapiens nypotnetical protem Ulvr z^p4j4JN IZj j ( L> lvrZ,F4j4JN IZjjJ, 
mRNA 


JNJVL UjIZVU 


Li,.,--.. .„.,_•,-,, u^^^+u^+i^^i rAi^crv.-v/ii/ii^ 1 1 ^70 /r^L^rrvn/ii/ii^ 1 i'70\ 

nomo sapiens nypotnetical protem U!vrZ,p4j4ivi 1 / z (UivrZ^r 4J4ivi 1 /zj, 

111KJN /A 


JNJV1 UjIZ/U 


nomo sapiens Jr^KUJjyo protem {risxj ijyo) 9 mKJN/\ 


JN1VL Uj JZOo 


nomo sapiens riv^JU4oi protein ^rxvL^U4oij, mKJN/A 


NM031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 

ml? XT A 

m IV IN t\ 


IN 1V1 UJjjjo 


nomo sapiens pepticiyiargmme Qeimmase type i ^nr/\iJ-coionyiuj, mKJN/A 


iNivi u juyou 


nomo sapiens nypotnetical piotem j^lj izo / 1 (r-LJ izo / i j, iiikjn/v 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


JNJVL UjU^jj 


nomo sapiens nypotnetical protein uivrZ,p/oiJ^zi iu {Dis^r £r /oiri/Zi lUj, 

to I? AT A 
miviN/A 


JNJV1 UjUV41 


nomo sapiens exonuciease iNiir-s]3 (lulo J07J j, iiikjn/v 


JNJVL UjUVjV 


nomo sapiens nypotnetical piotem rLJizoiv ^jtjlj izoivj, mKJN/\ 


JNJVL UjUVjo 


nomo sapiens iiKeiy ortnoiog ot rat vacuole memorane protem i vivLr i j, 

ml? XT A 
III rvlN /A 


TsJA/T 070079 


nomo sapiens cuapiidnous numuiog j ^-L/iosopmiaj ^uiArnj mrvrN J rv 


TsJA/f 07 OQ9 7 

iNivi ujuyz / 


nomo sapiens nypoineiicai piotem ivio^i i jjz ^ivivj^i ijjzj, mrviM/\ 


TsJA/r 07009^ 

In 1V1 UJU7ZJ 


nomo sapiens nypoineiicai protem ri^j izj / / \r i^j izj / / j, mivi>j/\ 


TsJA/f 070Q1& 
1M1V1 UjU7lO 


T — I / -v ITT £~\ C O IT 1 IT C It \ J IT /• \ T" It £±4r1 r* O 1 IT t"*/ A T"^ 1 IT TV ft \ rf\ 1 A ( 1\ /T "^V^ 1 z 7 ! \ |TT I? "^.T A 

nomo sapiens nypoineiicai protem iviyuin- \lvl i uih-j, mrvi>i/\ 


NM 030911 


Homo sapiens piotem kinase NYD-SP15 (NYD-SP15), mRNA 


tsja/t 070sqq 

iNlYi UjU077 


nomo sapiens nypotnetical piotem ri^jzj^fu/ yr i^jzj^-u / j, mKJN/A 


iNlYl U 1 OOj / 


nomo sapiens myoneurm y\\L i rsrs miviN.rv 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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™T?XT A 


XTA/f 070Q09 
iNlVL \Jd\Jo\JZ 


nomo sapiens wi^r>r-inQuceQ protein (lui ,oi jjoj, ithcin/v 


ma/t n70coo 


nomo sapiens nypotneticai protein iJisj H z,pj04vJioo4 yDjs^r z^r j04vJ1004j, 

ml? XT A 
iniviN/\ 


XTA/T 0707QQ 

INTVl UjU / 77 


nomo sapiens nypotnetiL/ai protein i\r 14uzzj 14uzzj miviN/\ 


XTA/T 0707Q7 
1N1V1 uju/jO 


rromo sapiens nypotnetit/ai pioiem or jzy ^or jzyj, mrviNZ-v 


XTA/T 070709 

inivi uju/yz 


nomo sapiens iiypotneiicai pioiem rr iooj \r r iooj j, miviN/\ 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


XTA/T n^HA7/l 
1N1V1 UjUO/4 


nomo sapiens soiute earner iamny jo, memoer i (olljoai j, miviN/\ 


XTA/T 070A79 
1N1V1 \JJ\)0/Z 


nomo sapiens nypotneticai piotem ilj iuj iz (^ilj iuj izj, miviM/\ 


XTA/f 09/1Q/17 

rsiivi uz4 y4 / 


nomo sapiens nypotneticai protein ilj iz /zy (ilj iz /zy j, rnKiN/v 


xta/t 09/ig^7 
inivi uz4yoj 


nomo sapiens nypotneticai piotem ilj i 140 / ^r-LJ 1 140 / j, miviM/\ 


XTA/T H1 7Ann 

rviivi ui /ouu 


nomo sapiens nypotneticai protem iJivrz^p4j4iviUjj i (i^isJ H z,p4j4iviUjj i j, 

111 lv IN /\ 


xta/t 070^9 

In ivi u j u o j z 


nomo sapiens invjj piotem ^i>uj miviN/\ 


xta/t 070^^1 

1N1V1 UjUOj 1 


nomo sapiens cniomosome o open leacung name ji ^ ooiiji itiivln/\ 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


XTA/T 09AO^^ 
IN 1V1 UZ4 U J J 


nomo sapiens nypotneticai protein ivivj:L04yy (^vtoL04yyj, miviN/\ 


XTA/T no < 1 
INIVI UZj1j4 


n nmn , on A 11 ,, \s T a A OQ 1 O it t-/\f ^ i ,t / 1 A A OQ 1 0^ D Nl A 

nomo sapiens ivi/\/\uoiu piotem ^i^i/va.uoiuj, miviN/\ 


XTA/T fi17^1 ^ 
IN 1V1 U 1 / J 1 J 


nomo sapiens novel protein (norvnj v i miviN/\ 


XTA/f 09/1Q9/1 
IN 1V1 U Z 4 y Z 4 


nomo sapiens nypotneticai protein rLjizyoj ^ri^j izyojj, miviM/\ 


xta/t mn^7Q 
IMlvl UjUj /y 


nomo sapiens cytoenrome dj outer mitocnoncnai memorane precursor (tiDj- 

1V1 L 11 1 lv IN A\ 


xta/t 0990^£ 

INTVl uzzuoo 


nomo sapiens nypotneticai piotem rLJZj^uj v jt.ljzj4Uj j, miviN/\ 


XTA/T 09^ 1 7Q 
IN 1V1 UZ j 1 / y 


nomo sapiens piexm /\z \r l^in/\z j, miviN/\ 


XTA/T 014077 
1N1V1 UIt-Uj J 


nomo sapiens uivr Zji jooaujzz piotem yuc^rz^r jooriujzz j, miviN/\ 


XTA/T OOAzl/^8 
1M 1V1 UUOt'O o 


nomo sapiens poiymeiase ^ in. in /a ) 111 ^i>/in/\ oiiecteoj v ozki>/j ^ivl v^ozj, hi in in av 


XTA/T 09^9^7 


nomo sapiens v_ a\ i jo protein ^ v. av i joj, m in in a\ 


XTA/T 09^9^9 
1M1V1 UZ3ZOZ 


nomo sapiens vjtjv_ protein ^vjtjv, miviNAv 


XTA/T 09^9^1 
1N1V1 UZjZOl 


nomo sapiens uol piotem ^uoL/j, ithvinav 


XTA/T 09^9/^0 
IMlvl UZjZOU 


nomo sapiens uod piotem ^vjroijj, itiivinav 


XTA/T 09^9^0 

inivi vZsDZsjy 


I— 1 1 -v m / -v cQmptic "\ I Ay 9 7 i"\ i" ^ \ir^ i n / N.I (~\ 9 7 i ml?\l A 

nomo sapiens in uzj piotem ^in uzj ^, iqivinav 


XTA/T 09^9^8 
1M1V1 


nomo sapiens invjj / piotem v vj/v^j, in in in av 


XTA/f 09^971 
1N1V1 UZ3Z.J 1 


Unmn c'ininnc h\mt^ihr*i\(*<* 1 nrntfin PI 199 1Q1 ^ PI 1 9 9 1 Q 1 i ml? XT A 

nomo sapiens nypotneticai piotem rLJzziyi ^rLJzziyi ^, iiiivlnav 


XTA/T 09 ^9 9 A 
INTVl UZDZZO 


U nrnrv cinifnc A/TQTP079 r\rr\it*\n ( \A *s;"rPn7 9^ ml? XT A 

nomo sapiens ivio i r ujz piotem v ivio i r u jz miviN/\ 


XTA/f 09^9 1 1 

1N1V1 UZJZl 1 


I — I /• ^ i^t^ / a cQtMPtic i~\ rAiT^ 1 Iitiqcp ^ n ^ * l^\ / x f» i nft i"\ r» 1 At IA A /I 9 / At IA A 1^ /I 9 \ tviUXf A 

nomo sapiens piotem Kinase ancnoimg piotem vj ivav r h-z v vjjrw-vr 4zj, hi in in a\ 


XTA/T 09^901 
IN 1V1 UZJZUl 


nomo sapiens nypotneticai piotem rr iozo yrr iozo j, miviN/\ 


TsJIVf 09^109 

IN 1V1 UZ J 1 7Z 


1— T/^tvi /a c o i"\ i t? P \ /■ / x «- p |- 1 /tq 1 At in |h'1 19 7 O 7 1 / Ih 1 19 7 O 7 1 \ "t^^ 1? ^vT A 

nomo sapiens nypotneticai piotem rLjzju / 1 ^rpjzju / 1 j, miviNAv 


XTA/T 09^1£ft 
1N1V1 UZ j lOO 


nomo sapiens nypotneticai piotem rLj i jioi ^rLj i jioi ), miviNAv 


XTA/T 09^174 

1N1V1 UZj 1/4 


I — I { \ i x cdT^i/^nc p \ / / \ i - p "i - 1 / * o 1 nrnlaiii p^T 1970zlO ( P 1 19 70/1 i\\ A 

nomo sapiens nypoiiieiicai pioLein vL^jAj>\) i -T\j \v i^jz,juh-uj, iiii\_l>av 


XTA/T 09^1^ 
1N1V1 UZj IOj 


I — I / ^ m / \ i ■ * t »-\ i t -\ t ■ \~\ \ i f \ / \ |- It -|- 1 / * * t 1 t*\r/\f i fA |h T 199^x77 / PI 199^77^ t^v-* "NI A 

nomo sapiens nypotneticai piotem rLjzzoj / ^rpjzzoj / ), iiuvinav 


XTA/f 09^1^0 
IN 1V1 UZJ 1 OU 


U nmn cqhiphc P wr»^tPr'ti^', 1 n iv^tr'in PI 1 9 1 O 1 A /PI 19 1 0 1 ^ mRXTA 

nomo sapiens nypotneticai piotem rLjziuio pjziuioj, miviNAv 


XTA/T 09^1^7 
1N1V1 UZj 1 jj 


nomo sapiens nypoiiieiicai piotem rLjziH-/ / v fi^jzi4/ / j, miviN/\ 


TvJA/T 09^1^1 
IN 1V1 UZJ 1 j 1 


T-J nmn c'lnionc liTmnflipl.PQl rvrwh^in PI 1 9 9 A 9 9 API 199^99^ ml? XT A 

nomo sapiens nypotneticai piotem rpjzzozz ^fi^jzzozz^i, miviNAv 


XTA/T 09^140 
1N1V1 UZj 147 


|_| nmn coniftic U\/t^i\fUi^t\i-'A 1 r^tr»Pn PI 190Q90 /PI 190Q90^ ml? XT A 

nomo sapiens nypoiiieiicai piotem rLjzuyzu ^pi^jzuvzuj, iiuvinav 


1N1V1 UZj 144 


PAtYiA i ' r t |-\ i /-^ f ^\ i ■ p t j |^\ / X i" p i" 1 ^ "* O 1 f~\ I" /• \ i" r^k 1 1 • PI 199A70 / Ih 1 199^\70^\ m 1? Nwl A 

nomo sapiens nypotneticai piotem rLjzzo/u v fi^jzzo/uj, miviNAv 


xta/t 0951^8 


Pntrin compile Irv/r^olliP'l'ir'iil T^T'olf^in PI 119^^1 ^Pl 119^^1^ tti1?XTA 
J_±VJ±llVJ &CIIJ1C11& 11V IJVJ L11C tlL/Cll IJlVJLC/lll L L^J 1 Z^KfyJ 1 yL LJ 1 ^\J\J 1 lllXV±>l J rA. 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protem FLJ22170 (FLJ22170), mRNA 
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TsJlVT 09^008 


U nnin c'inir»nc PwrwitPr't 1 r\ rr\+<=»i n PT T99A44 ^ P T Til t\AA\ mPTsJA 

nomo sdpiens nypomeiicdi pioiem fi^jzzoh-h- ^fi^jzzoh-h-j, mivrsi/\ 


TsJA/T 09^007 
INlVl UZjU" / 


nomo Sapiens nypomeiicdi proiem rLjzi iuo ^tljzi iuo j, inivLNi-Y 


TvJA/T 09^00^ 


riuiiiu Sapieiis nypuiiiCTiL/ai pruiem rLjzjjjo ^rLjzjjjo ^, iiiiviN/\ 


TsJA/T 09^08 A 


iiumo Sapiens ny|joineiiC/ai protein rLjzzjyo yri^jzzDyo), niiviN/\ 


XTA/T 09^080 


nunii) Sapiens nypuineiiL/ai pruiem rLjzzj 10 ^rLjzzj aoj, miviN/\ 


TsJA/T 09^070 


nomo Sapiens nypoxneTiL/ai proiem ri^jzjzji ^rLjzjZji j, inivi>j/\ 


TsJA/T 09^077 


numu sapiens nypuiiieiieai pruiem ruij^v ^rLj uyH-y^i, miviN/\ 


TsJA/r 09 ^07 a 


nomo Sapiens nypoineiiL/ai proiem rLjzjjyi ^rLjzjjyi j, miviN/\ 


MA/f 09^079 


1 — I / A ITT / A C T IT 1 IT C 1 / » It 1"*/ A ITT /A C 1 AtYl Q / A IT ^ IT T*/^0 /l 1 IT IT 'fV'OTVI 1 ^ / (~~* Q /TT*'f 1 ^ \ tTT T? TvT A 

nomo sapiens unromosome y open ledumg irame id yK^yuTi lj mTviN/A. 


TsJA/T 09^\070 


nomo Sapiens nypoineiioai proiem v l^jaaa^a ^fi^j zzzh-zj, miviN/\ 


TsJA/T 09^0^8 


I — I / A 1"\T / A OQTM It "\ 7 IT / A "f" It ^ 1 ^ * ' 1 1 |A-f "IT pT T9 ^ 9 9 Q ( PT T9 ^ 9 9 Q ^ "ITtT?^VT A 

nomo Sapiens nypoineiiL/di proiem rLjzjzzy ^rijjzjzzy j, miviM/\ 


xta/t 09^0^ 


I — I / A ITT / \ i ' ^1 »T 1 ^ IT L ' Tit It o 1 tM*A+oir> p T T9 1 / p T T9 *\ 1 ^xQ^ ITT F? ~M A 

nomo Sapiens nypoineiiC/ai pioiem fljzj 100 yrL^jzj ioo j, miviN/A 


TsJA/T 09^044 
1M 1V1 UZ J Ut-t- 


I — I / x f>T / x coniAnc It \ i \-\ / a It i / * r i 1 it i~/ a i it 1— <" T T99y17^x / L T T99/17^ S \ itt A 

nomo Sapiens nypoineiiuai proiem rLjzz^ /o ^rpjzz4 /oj, iniviN/\ 


TsJA/T 09^04^ 
IN 1V1 U Z D KJ^r J 


PI , a itt ^ c'liT.ir'nc P\ /i-\^tP r»f i 1 nrn+pin PT T99404 ^ PT T99404^ rv»T?XT A 

nomo Sapiens nypoinexit/ai proiem rpjzzn-UH ^ri^jzzn-O'+j, miviN/\ 


TsJA/T 09^041 
IN IVI KJAD KJ^-r 1 


T-JntYin c 'i it 1 o it c T»A^r\^+Ti^+ir»ci1 nrn+pin PT T99 1 77 ^PT T99 1 77^ tnRM A 

nomo Sapiens nypoineiicai proiem rLjzzi / j ^rpjzzi id miviNjrv 


TsJi\/r 09^o^zi 

In ivl UZj \J j 


nomo Sapiens nypoxneiit/ai proiem rpjzTzyu ^ri^jzizyoj, miviN/\ 


TsJA/T 09^0^9 
In 1V1 UZ Z> U 9 Z 


I — I / A |~>T / A DQfMPMC Itt /TT"1t £±~t"l i~* O 1 lAf/At 1 IT Ih T T9 1 979 / I— ^ T T9 1 979^ TTtT?~^T A 

nomo sapiens nypoineiiL/di proiem rLjziz /z ^rLjziz /z^j, miviN/\ 


TsJlVT 09^090 
IN 1V1 U Z 9 UZ y 


I — I { A |TT / A CQIMPHC P \ /" IT / A "f" It "f" 1 / * O 1 IT 1"*/ A "f" 1 IT Ih T ( 1 /T 7 /T /t / p" T I 1 /T 7 /I /r ^ ITT T? "^.1 A 

nomo Sapiens iiypoiiieticai pioiem rLj th-jh-o ^-ti^j ihoh-o j, iniviN/\ 


TsiA/r 09^00^ 

In IVI KJZJKJKJD 


I — I / A I^T / A CQH1 TlT T~t~\ /TT"P /^*T'1 C1 1 IM*rttp1 "IT PT I 1 7 7 1 ^ |h'T 117 7 1^^ "ITtT?~^T A 

nomo sapiens nypoineiicai proiem flj ids> i j ^rLj t jjij miviN/\ 


TsJl\/T 09zLQQ8 


nomo Sapiens nypouieiicaT pioiem rLj iz /uh- ^tlj iz /u^ j, mrviN/A 


TsJA/T 094004 

iMivi uz^tyy^t 


I — I / A l">T / A OT*\"l IT L ' III 7 IT /TT"P /^T"l O 1 TITA+OI "IT 1— < T f 1 O ^ O ^ / Lh T I 1 O ^ O ^ \ "ITT T? A 

nomo Sapiens nypoineiiL/ai proiem rLj izjyj ^-ti^j iz,Dyj )^ miviN/\ 


TsJIV/T 09AQ77 


PT/aitt/a cQnipnc U\mt\thr>t\{*<A 1 it r^tr»i n PT T1 9078 ^ PT T19078A mT?\TA 

nomo Sapiens nypoiiieiieai proiem flj izo / o ^rLj tzu /oj, miviN/\ 


M1VT 094Q7A 
In 1V1 UZ'+y / O 


I — I / a itt / a cam auc Tit tt'wtt'Ti <=»T"i 1 nfA+Am p T T1 1 QQA / p T T 1 1 QQ/^\ itt F? "^.1 A 

nomo Sapiens nypomenoai proiem flj i i yyo yrL^j 1 1 yyo j, miviN/\ 


TsJlVT 0940^ 
INlVl UZH-;/90 


I — I / A ITT / A CQIM TlA 7T\ r\F Tl A Q 1 IT l"V A "f" 1 IT Ih T T9 7 7 7 ^ / PT T9 7 7 7 ^ ^\ ITT T? "^.1 A 

nomo Sapiens nypotiieticai proiem rpjzjj / d ^rpjzj j '3)? miviN/\ 


XFA/T 09404 A 
In IVI UZ'+yH^t 


I — I / \ ITT / *\ CQtllftIC pTlfAIYI ADrttYIP 9 1 / \ IT f~** IT t"^ g ^ /T 1 IT IX Pl"* r .l ITT 8 Z' 9 1 /"\T*TV-1 8 ^ *YI T? A 

nomo Sapiens cmomosome zi open leacimg irame oo ^i^zionooj, miviN/\ 


TsJlVT 094049 


I — 1 1 a itt / a cQnipnc P \ /■ it i \\-\'\ r^x \ ( * <^ 1 iAf a+ pin P'T \ 1 74QO f^P'T I 1 74QO^ "fY^TJ^^T A 

nomo sapiens iiypoiiieueai piotein rpj t jh-7U ^rpj t j^-yu j, niivi>/\ 


TsJA/r 09 404 1 


I — I / A 111 / \ i ' r J »-\ -i -|T O l|T / »T / A 4- It 1 / » r j 1 |||*A+ai IT 1— < T 117 /--v 1 1 / 1— < T I 1 7 1 1 \ "ITT T? "^V 1 A 

nomo Sapiens nypoinenoai proiem rLj t jot i ^rpj ijoi i miviN/\ 


TsJlVT 0940^8 
1M IVI UZH-7J O 


llUIlltJ ISdpiCIlS nypUTIlCTlL/al prUTClIl r L^J 1 1 JOJ ^jTL^J 1 1,50*5 )^ IIlrvi\ I\ 


TsJA/T 09407^ 
In 1V1 UZH- !7 J) 9 


nomo Sapiens nypoinenoai proiem rLj t joo / ^r;r^j ijoo / ), mivrN/\ 


TsJA/T 094090 
in ivi 0 z h- y z w 


PTnTnr\ cqhiphc h\mt\ihr>t\(*<A 1 rvrn+^in PT T149 81 ^ PT T14981^ mRNA 

nomo sapiens nypoineiieai proiem rLjT^zoi ^rLj ih-zoi j, miviN/\ 


TsJlVT 094010 
in ivi uzh-7 1 y 


PP a m / \ cc»r*ip»r»c T»Trr\n+T»P'+ir»c»1 it r^tr»i n PT 1 9 9 A 1 ^ / PT 1 9 9 A 1 ^ m F? Kl A 

nomo Sapiens nypoineiiL/di proiem jti^jzzoid ^fpjzzot j nnviN.rv 


TsJlVT 094017 


I — I / A ITT / A COtM PTIO TlTrlAAT'TlP+1PC>1 IM'A'f A1 "IT P'T i 1 9 8 7 PT I 1 9^x87^ ITT T? ^^.1 A 

nomo sapiens nypoiiieiicai proiem flj izoo / ^rLj izoo / j, miviN/\ 


TsJTv/T 094014 
In IVI UZ'+y 1 


PI i ~\ in i \ c 'li-iir'iTC TiTrr\n+T»P'+ir»ci1 nrnTpin PT T 1 7 9 A 9 PPT 117 9 A9 \ itt F? NI A 

nomo Sapiens nypoineut/ai proiem r tuj tjzoz ^ri_^j t jzoz j, imviN /\ 


TsJl\/T 09401 1 


T — T / A ITT / A O 'I IT 1 /"fc IT C P 1 7 IT / A "t" P /^T""l /~*Ck 1 lAI'A'f A1tl P'T T9 7 OQ 1 Z' PT T9 7 OQ 1 \ ITT T? A 

nomo Sapiens nypoinenuai proiem rpjzjUyT ^rpjzjUyi miviN/\ 


TsJA/T 094000 


I — I / A ITT / \ L ' r 1 IT 1 IT L ' Til HA A"f Tl 0+1 AQ 1 »T 1"* / A "^" 1 IT TT T I 1 7 1 ^8 C IhT I 1 7 1 ^ 8 ^\ t"\T F? "^vl A 

nomo Sapiens nypomeiicai pioiem rpj tjijo ^rpj t j t joj, miviN/\ 


TsJl\/T 094008 


riUIIlO ISdpiCIlS nypOLllCTlCcll piOLCin jTL^J IZ7 / J 1 rLJ / j ) ? IIlrvL>l/\ 


TsJA/T 094Q0£» 
InIVI UZM-7UO 


nomo Sapiens nypoinent/ai proiem rpjzTUjz ^ri^jzio^zj, miviN/\ 


TsJl\/T 094807 


I — I / -v l"IT / A CQtM ATIC 1 TlTrT\AT'TlP+1AQl IT t"i \i~ 1 IT Ih T T99/^79 ( PT T99^x79\ "ITtT?^VT A 

nomo Sapiens nypoineiiL/di proiem rLjzzo/z ^rpjzzo < miviN/\ 


TsJlVT 094880 
IN IVI UZH- OO7 


nomo Sapiens nypotneiiL/di proiem rpjzj j j / ^rpjzj j j / rrriviNi-v 


TsJA/T 09488A 
In IVI UZH- 00O 


I — I / \ i"it / a com f nc TiirnA+TiP+iAQl nfA'f pm PT f 1 49 8 O ( PT 1 1 49 80^\ itt T? ^^.1 A 

nomo sapiens nypoiiieiicai proiem flj th-zou ^rpj ih-zou j, miviN/\ 


TsJA/T 094889 
INlVl UZ^+OOZ 


PTnrvirv c 'inline TiTmn+hpTipQl r\r*r\+^ir» PT T1 7 1 8Q ^ P T T1718Q^ mT?MA 

nomo Sapiens iiypoiiieTic di pioiem rLj t j 1 07 ^tlj tjt 07 miviN/\ 


TsJl\/T 094880 
In IVI UZH- 0 0 u 


I — I / -v l"IT / A CQMIflTIC TlXTTIA'fTlA+l AqI HVA+P1 "IT P'T TO ^ ^ ^ ^\ ( PT I 9 7 ^ ^ \ "ITT T? ^VT A 

nomo sdpiens nypoineiicdi proiem r l^jzjddo \r zjddo miviN/\ 


TsJA/T 0948^4 
In 1V1 UZ i toO i t 


nomo sdpiens nypoinencdT pioiem r l^jzzd / o ^ri^jzzz) /o j, miviM/\ 


TsJl\/T 0948^ 
In IVI UZH-Ojj 


l— Ti^\"i^^ 0"f\i i^kn t> T^x /~A"f"Tt /^^i /^nl n Ih T ^ 1 ^ ^ Q ^ Ih T II 1 ^ ^ ^ \ T? ~TVT A 

rlUIIlU JScipiCIlS nypUTlieTlL/cll prOLClll rLJ 1 j jOj ^rLJ 1 j J ? IIlrvi>l/\ 


TsJl\/T 09 4 84 8 
INlVl UZ^fo^O 


nomo sdpiens nypoineiicdi pioiem ri^jijyn-i ^ri^jijyH-i j, mrviN/\ 


TsJlVT 094R47 

1N1V1 WatOH / 


T-fnmn <iar»ipn<i TivnntTiptiral rvmfpin FT T91940 ^FT T91940"! mRTsJA 


NM 024841 


Homo sdpiens hypotheticdl protein FLJ14213 (FLJ14213), mRNA 


NM 024839 


Homo sdpiens hypotheticdl protein FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sdpiens hypotheticdl protein FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sdpiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sdpiens hypotheticdl protein FLJ22494 (FLJ22494), mRNA 
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TsJA/T 09481^ 
In IVl UZH- o 1 J 


1— Tit-itt/t c a it i it c It \ f i~w"\ It i ^ » o 1 -rr-r/T+^-i-iT PX T1 7 1 ^O / PX T1 7 1 ^0^\ mD\l A 

nomo sapiens nypoineixcai pioiem flj i j iz)u ^rLj i j i ju j, miviN/\ 


TsJA/T 09481 1 
IN 1V1 UZH- Oil 


nomo Sapiens nypoxnexicai pxoxem flj izjzv ^rLj izjZ7 j, xnixiNi-Y 


TvJA/T 094810 
In IVl UZ*+ OlU 


T— J / x i->~» / x c t it i n o P-\ 7 it /t+P 1 1 /> o 1 tat*/t*^"^»i it Ih 1 19 7 O 18/ Ih 1 19 7 O 1 ttt T? A 

nomo sapiens nypoiiieiicai pruiem rLjzjuio ^rLjzjuio j, miviN/\ 


kta/t 09480Q 

IN 1V1 UZ^+OU" 


I — I / x %*\~\ / \ cqmi Atic Itt t~i^ /t^"1t {^*~i"t t~* o 1 »t \ ^ i it Ih 1 I 1 9Q7^ / T | 1 O QT? \ tttT?~^T A 

nomu Sapiens nypoinexiL/ai proxem flj izy /d ^jti^j izy /-'J, miviN/\ 


1M ivl UZ40UO 


T — I / x |TT / A 1t"\ riT /T+It 1 C» 1 UTA^ P1 "IT Ih 1 19 9 ^\ 9 4 / Ih 1 199^\94^\ "trrl?^^.T A 

nunii) Sapiens nypuinexieai pruiem fi^jzzozh- ^fi^jzzozh-j, miviN/\ 


TsJA/T 094807 
In IVl UZ'+OU / 


nomo Sapiens nypotnexiL/ai proxem flj i jovj ^rLj i j07j j, mivrN/\ 


TvJA/T 09480/^ 
In IVl UZH-oUO 


numu Sapiens nypuiiieiieai pruiem rLjzjjj i t ^fi^jzj)Z)Z)h-j, miviN/\ 


KTA/T 0947QQ 
In 1V1 UZ^t / 


nomo Sapiens nypoinencai proxem rLJijzzt ^ri^j i jzzm- j, miviN/\ 


MA/f 09470/^ 
In IVl UZH- / 7U 


XX ^t itt /t ccinipnc Vixrr\r\+Xip»+ir»Ql iTtv^tr»i n P T X99A^Q / P T T 9 O A 7 O \ itt i? Kl A 

nomo sapiens nypoxneiieai pxoxem rpjzzojy ^fi^jzzojj^j, miviM/\ 


XTA/T 09478Q 
In Ivl UZ^t / 07 


U MniM cQnipnc V»Trr\/T+V»P'+ir»ci1 iTr^tr»i it PX X99^9Q / PT 199 ^9Q\ mX?XT A 

nomo Sapiens nypoxnencai pxoxem rbjzzjzy ^pi^jzzjzyj, miviN/\ 


TsJA/T 094784 
IN IVl UZH- / OH- 


I — I / x ITT / A 1t"\ TT\ /T*^1t 1~* O 1 lTt*A+A1T1 PT X9^^Q9 / I— ^ T X9 ^ ^ Q9 I ITT ^^.1 A 

nomo sapiens nypoineiieai pxoxem rLjzjjyz yr i^j zj jyz j, miviM/\ 


XTA/T 094780 
In ivl UZH- / o U 


I — I / x i^\i / x cot\iotic P x / it / \ It ^» ^ i / * ^ 1 1 i^\ i~ / x ^ i it Ih X ' 1 ^5^Q^ / p" T I 1 ^2 ^0^2^ -trrT?^VT A 

nomo Sapiens nypoxnexicai pioxem rLJijjyj ^flj ijDyj j, miviN/\ 


TsJA/T 09477*2 
In 1V1 UZH- / / D 


nomo sapiens nypoineiiL/dx pxoxem flj i j / yo ^rLj u / 70 j, miviN/\ 


XTA/T 094779 
In Ivl UZH- / / Z 


nomo Sapiens nypoxnexiedL pioxem rLjzji ji ^ri^jzj>ioi j, miviN/\ 


TsJA/T 094771 
In IVl UZH- / / 1 


U MmM c 'i it i r» it c 1rA^r\rT+Vi^+ir»ci1 nrnfpin PX X1^848 ^PX X1^848^ mRMA 

nomo Sapiens nypoineiicai pxoxem ruijofo ^rpj ijoho miviN/A. 


Xr\/T 0947*^ 
In iVl UZH / O J> 


nomo Sapiens nypoxnexit/di proxem rpjzj izy ^rpjzj izyj, miviN/\ 


TsJA/T 0947^4 
In IVl UZH / J*-* 


X-TrkTnr\ c'lninnc 1t\/it^ t It 0 1 i 1 nn^tpin PX 11 9^08 . PT X19^Q8^ tyiPTsJA 

nomo Sapiens nypoinexiL/dx pxoxem flj izj70 ^rLj izjjVo miviN/\ 


TsIA/T 09474Q 
IN IVl UZ4 /H-y 


I — I { x ITT / A C O IT 1 IT t? P \ TTT / X "f" P O 1 IT 1"* / A "f" 1 IT Ih X f 1 9 ^ O ^ f PX \ 1 9 ^ O ^ \ "ITT T? A 

nomo Sapiens iiypoxiieiicai pioxem rLj izjuj ^tlj izz>oj j, iniviN/\ 


TsJA/T 09474A 
In IVl UZH /H-O 


I — I / X |XX / X f»11C 1-| -i ! |^\ / X \-\ f^k ^ 1 / » ' _| 1 IT t"V A t^t 1 IT p" T 1 1 ^2 C /I O / p" T f 1 ^2.840^ "ITtT?~^T A 

nomo Sapiens nypoineiicai pxoxem rLjijotu ^rLjijotuj, miviN/\ 


TsJlVf 0947^9 
IN IVl UZ4 / J) Z 


I — I { A ITT / A C O IT 1 IT t? P \ /" IT / X "f" p O 1 IT 1"* / ^ "i" 1 "IT pX I 1 4 ^2 ^ 1 / L T I 1 /I ^2 ^ P\ "ITT T? A 

nomo Sapiens iiypoxiieiicai pioiem rLj ih-jz) i ^tlj ih-jji j, iniviN/\ 


TsJA/T 09477 1 
In IVl UZH / J) 1 


X— T/T1TT I~\ t_'' Q-rtl /~x |-X i ' / » l-| !"•/ X |-X"| / X i ' /x*vi 1 /"x / X |^\ f~\ |-x T*£iO /1 1 "IT rT XV*0"ITT ^ /I /I / 1 /^x / X I"XV1 /I \ "ITT A 

nomo Sapiens ciiiomosome 10 open leauing ixame h-h- yv^ i ooxi^+h- miviN/\ 


TsJlVf 094797 

IN IVl UZH- / Z / 


XX / a itt ^ cQnipnc 1t\/it/^ i Pr»i i^'i 1 it r^tr»i n PX X9^9^Q / PT X9^9^QA itt i? KI A 

nomo sapiens nyponieiieai pxoxem rpjzjzjy ^rpjzjzjy j, miviN/\ 


TsJA/T 094799 
IN IVl UZH /ZZ 


X-T/rmrv CQnipnc 1t\/it/ AtlTr»ti 1 tTr^ Atr»i n PX 11 7 799 / PT I 1 7 7 9 9 ^ itt P Kl A 

nomo Sapiens nypoinexiL/dx pxoxem rLj i jjzz ^rpj ijjzz miviN/\ 


TsJA/T 094717 
In IVl UZ4 / 1 / 


I — I / A ITT / A CQnifiMC p \ j |^\ / X ^ p r** "f" 1 / * O 1 IT 1"*/ A "f" r** 1 IT p T X99744 / PX X99^44^\ "ITtT?^VT A 

nomo Sapiens nypoxnexieai pxoxem rpjzzjH-H ^rpjzzjH-H- j, miviN/\ 


XTN/T 09471 ^ 
In IVl UZ^f/lD 


nomo Sapiens LiypoiiieTicaT pioiem ri^jzzozr> (rLjzzozj j, ixxiv1n/\ 


TsjA/T 09470Q 
In IVl UZH- / O" 


1 — 1 { X ITT / A C O IT 1 IT C P \ /" IT / A "f" P /^"f"l />0 1 IT VI \\ IT 17 X f 1 4 1 /T {~\ ( P T f 1 4 1 /T /"X \ ITT T? A 

nomo sapiens iiypoiiieneai pioLein vl^j ih-ih-o pj ih-ih-uj, inivi>/\ 


TsJA/T 09470^ 
In IVl UZH / Uj 


I — I / X |->"| / X L ' r 1 IT 1 /""> IT L ' Il X / |"\ / X T It ;""*"d" 1 / * r 1 1 |"\ |"V X T 1 IT 1— < T I 1 7 /^x 7 C^i / 1—7 T I 1 7 /^x 7 \ "ITt1?"^T A 

nomo Sapiens nypoxnexiL/ai pxoxem rLj i joj" ^rpj ijoj" miviN/\ 


TvJA/T 094707 
rN IVl UZ4 / Uj 


T-Ti^\Tv^/A o o i o 7"^^ /a^"V^ ^-^--| o 1 "i^T*/^^"^"! Ih^T TO 0 ^ ^ / IhT T 0 0 ^ CJi ^ \ ~fY^T?"^T A 
nUIIltJ ISdpiCIlS nypUTIlCTlL/al prOTClll r L^jZ,Z,D¥S> yr L^J Illrvi I\ 


TsJA/T 094701 
In IVl UZH- / U 1 


nomo Sapiens di lKy 1 111 xepeax dnu oul^o uox-L/Oiiiaimiig ij> \f\ o d i n 1 iv i > s\ 


TsJA/f 094700 
In IVl UZH- / UU 


1 — T / A ITT / A C O IT 1 IT C Q! "ITT O / 1 IT 1 IPpQ1« 1 IT "f" l"*0 /^+"l "IT IT IT 1"*/ A i" 1 IT QI^^TXX-^ 1 \ |TT 1? ^VT A 

nomo sapiens ornau nueieax miexaeimg pxoxem ^oiMXri miviN/\ 


TsJA/T 094/^Q^ 


PI ni-nn CQnipnc 1t\mt/^+P r»+i^»'i 1 nrn+pin PX I 1 7 007 / PT I 1 7QQ7^ m RM A 

nomo Sapiens nypoxnexieai pxoxem flji jyyj ^rLj i jyyj ixiivin/\ 


TsJA/T 094^07 
In IVl UZHO" J) 


I — I / x itt / a coim pno 1~\ \ j i^\ / x I - p ^ i ^ » ' 1 1 it i*v \ f" i it PX X90QOQ ( PX X90QOQ^\ "IttX?^VT A 

nomo sapiens nypoiiieiieai pxoiem rLjzuyuy yr l^j A\)y\jy ) ^ miviN/\ 


XTTV/T 094/^88 
In IVl UZHOoO 


I — 1 1 x m / x c 1 om it c It \ t-tt/t+P i / » «x 1 ni*/\tr»i -it PX T17071 / P I 117071^ m T? "\T A 

nomo Sapiens nypoxnexieai pxoxem jttL/Jijuj)! ^pi_^jij)uj)i j, mivrN/\ 


XTA/T 094^8^» 
In IVl UZHOOO 


T — T / A ITT / A O O IT 1 IT C P \ 7 IT / A "t" P f** 1 1 /"»0 1 IT 1"*/ A "i" ^ 1 IT Ih'X X9 7 07 7 / PX X9 7 07 7 \ ITT T? A 

nomo Sapiens nypoineiieai pxoiem rLjzjUjj ^rLjzjUjj j, miviN/\ 


TsJA/T 094/^78 
In IVl UZHO / O 


PI i a itt t \ cqitiphc 1t\/it^ A+lTr»tw»'i 1 nm+pifl PX X97441 / PT IO 7 A/T 1 \ m DM A 

nomo Sapiens nypoineiieai pxoxem rpjzj^^T ^rpjzj44T miviN/\ 


TsJA/T 094^7^ 
In IVl UZHO / D 


X-Tr\Tnr\ cqiiiphc lT\/iT^tlT r»t i 1 iTiv^toi n PX 19 1 8 1 A / PT X9 1 8 1 &\ itt F? Kl A 

nomo Sapiens nypoinexieai pxoxem rLjzioTO irpjzToio ), mivi>i/\ 


TsJA/T 094^79 
In IVl UZH-O / Z 


X— T/T"ITT/T L ' ^1 IT 1 IT L ' 1^1 rIT 11 1 |~\ I 1 * / X "i" f~% 1 IT P*X X9 ^ ^2 9 O / 1—4^ T X9'2'29f^ S \ ITT l~? 1 A 

nomo Sapiens nypoxnexit/di pxoxem rpjzjjzu ^px^jzj>j>zuj, miviNZ-v 


TsJA/T 094^£» 
In IVl UZHOOO 


I — I / x ITT / C> O "IT "1 £*"IT C 1 It \ ^ IT / A "f" It "t" 1 ^ * ' 1 1 IT A "f" 1 IT PX I 1 1 PX I i 1 ^ /T {~~\ \ "ITtX?^VT A 

nomo sapiens nypoineticai pxoxem flj i i juo ^rpj i iz)oo j, miviN/\ 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


In IVl UZ4O0 U 


nomo sapiens nypotneticaL pioxem r l^jzzdd l (^ri^jzzDJL j, mKJN/\ 


XTTv/T 09/1A/1G 
in IVl U Z 4 O 4 y 


1— P -V ITT / \ CQITIOnC P WIT/\ + P / »0 1 ,x r/ \fr»i IT PX X9^2<QO /PX I 0 ^2 On \ ITT D XI A 

nomo sapiens nypoxnencaT pioxem ri^jz^oyu (ri^jz^jyuj, mKJN/v 


XTN/T 09/1^/17 
In IVL UZ4-04 / 


nomo sapiens nypoxnexicaT pioiem rLj TjZo / (fi^j i jZo / ), mKJN/v 


TvTA/T 09/1A/10 
In IVl UZ^fO^+U 


nomo sapiens LiypoxneTicaT pioxem rLjzj4/o (ri^jzo^f/oj, imvi\i/\ 


XTNyT 09/1£L / 2A 
In IVL UZ40J?0 


nomo sapiens LiKeLy ortnoLog 01 mouse tumor necrosis- aipna-mauceQ aaipose- 

i-^» 1 o / T it I'/A+r^ i it /PX X9 ^2 1 ^ ^2 ^\ -ittX^KT A 

xeiaieo pxoxem ^rpjzj lds>)^ xqivin/\ 


AJIVT 09469R 




NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23 1 86 (FLJ23 1 86), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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TsJA/T 094^1^ 
In 1V1 UZ^+0 1 D 


nomo Sdpiens pildim Z ^rLJ 1 j lo / J, IIlrvlN/\ 


tsja/t 094^10 

IN 1V1 UZH-O 1 U 


I — I / \ / \ l ' o it i it l ' It t / it / \ 4~ It ^~ i / * * i 1 i"\r/\f f^* i it I—/ T T99^x9^ / Lh T T99^9^^\ t"\tT?~M A 

nomo Sapiens nypoineiiedi proieiii rLjzzozj ^rLjzzozj j, iiiiviN/Y 


mm 094^00 


riuiiiu Sapiens nypuinexiL/ai protein rLjzio^i ^fi^jzioh-i j, intviN/\ 


tsja/t 094^oa 


nomu Sapiens iiypoinexicai pioiem rLj 1 1 / do yrL^j 1 1 / joj, niiviN/\ 


TvJA/T 094^0^ 


nunii) Sapiens nypuinexieai pruiem rLjzuoyo ^rLjzuoyO j, miviN/\ 


TsJA/T 094^*09 
InIVI UZM-OUZ 


nomo Sapiens nypotneiiL/ai proiem rLjzi i jo ^rLjzi ijoj, miviNi/\ 


TvJA/T 09 4 ^Q^ 
IN IV1 \J£ L tDyD 


— I / -v ITT / A i ' <"j |T 1 IT L.' It \ ^ IT / A "i" It 1 ^ * O 1 IT I"*/ A "f" 1 IT Ih T f 1 9^\^\^\ / Lh T f 1 O /--» \ fTT 1~? "^.1 A 

numu Sapiens nypuiiieiieai pruiem rLj izooo ^fi^j izoooj, miviN/\ 


TsJA/T 094^£^ 
IN 1V1 UZHOoZ) 


nomo Sapiens nypomeiicai proiem rbjzziou ^r/injzziouj, miviN/\ 


MA/f 094^84 
1M IV! UZH-JOH- 


1 — I / A ITT / A It "\ ^ IT / A "i" It 1 ^ * O 1 IT 1"/ A "f" 1 IT Ih T f 1 ^ /-x /I /r Ih T S 1 ^2 /a /I /-x \ TnT?TvT A 

nomo Sapiens nypoineiieai proiem rLji jo^to ^fi^j i jo^oj, miviN/\ 


TsJA/T 094^£0 

inivi uz^tjou 


I I s a itt / \ l ' 'i ia i r»n c It \ / »t / a + It /~» + 1 / » t 1 iAi*/\tr»i it P T I 1 O 1 1 Q / p T I 1 ^2 1 1 O \ -i-v»T?"\T A 

nomo Sapiens nypoxneiicai proiem rLj i d i iy yrL^j id i ivj, mivr>/\ 


TvJA/T 094^70 


I — I / A ITT / A C QTM IT C 1 It \ J IT / \ "f" It /»q1 IT 1"/ A "f" ^ 1 "IT Ih T 111 7 1 D ( Ih 1 i 1 1 7 19^ ITT 1? TvT A 

nomo Sapiens nypoineiieai proiem flj 1 1 / iz ^rLj 1 1 / izj, miviM/\ 


TsJA/T 094^*^ 


nomo Sapiens nypoinexiC/ai pioiem ri^ji^f loo ^flj l^f looj, miviN/\ 


TsJA/T 094^^ 
1M 1V1 UZt-jjO 


I — I / x i^>t / a comotic 1 It \ / »-\ / a It i / * r i 1 it i"/ a in 1— <" T TO 1 1 (\ ^2 f Ih4 19 1 1 0^^\ itt A 

nomo Sapiens nypoinexieai proiem rLjzi lkjd ^-Ti^jzi lvd j, iniviN/\ 


TsJA/T 094^9 
in iv1 u z 'h- j z 


nomo Sapiens nypoxneticai proiem ri^j izuo" ^fi^j izooyj, mivr>/\ 


TsJA/T 094^4.^ 


T-TnTYin c 'i nir>n c V»A^r\^+Vi/^+ir»ci1 nrntfi n PT T1 ^44Q ^PT T1 ^44Q^ rviRTsJ A 

nomo Sapiens nypoineiicai proiem flj uh-h-^ ^rLj uh-h-!7 miviNjrv 


TsJA/T 094^4 
In ivl U Z J J) 


nomo Sapiens nypoxneiit/ai proiem rLj izoo^t ^r/i^j lzoo^t j, miviN/\ 


TsJA4 094^9 
In 1V1 UZ^t J) D Z 


U nnin c 'i t-» i r» n c Vi^^r\TVi^Tir»ci1 nr/Ur'i n PT T99794 ^ PT T99794^ tyiPTsJ A 

nomo Sapiens nypomeneai proiem rinjzz /z^+ ^rjnjzz /zh- miviN/\ 


TsJA4 094^9^ 
InIVI UZHjZO 


I — I { A ITT / A i ' ^ 1 it 1 ^ IT C It \ /" IT / A "f" It "f" 1 / * O 1 IT 1"*/ A "f" 1 IT Ih T T9 1 ^99 / Th'T T9 1 ^ 9 9 ^\ ~fY^T?^VT A 

nomo Sapiens iiypoiiieiieai pioiem rLjzi jzz ^ri^jziozzj, miviN/\ 


TsJA/T 094^9^ 


I — I / A I^T / A DQ111 A11C It \ / IT / A It ^ 1 / * r -1 1 IT 1"*/ A 1 IT T-7T T9 9 O ^ ^ f PT T990^^^ TV*1?^S.T A 

nomo Sapiens nypoineiicai proiem r l^jaa\jdd ^rLjzzujj miviN/\ 


TsJA/T 094^99 
InIVI UZHOZZ 


nomo Sapiens iiypoineTicai pioiem rLj izodu ^tlj izodu j, miviN/A 


TsJA/T 094^1 A 
In 1V1 UZ'+j 1 0 


nomo Sapiens nypomeiieai proiem ivioi^h-ouo ^ivio^t-ouoj, iniviN/\ 


TsJIVT 094^14 
IN IV! UZH-j 1 H- 


nomo Sapiens nypoineiieai proiem ivio^h-ooj) ^ivivj^h-ooj)j, miviN/\ 


MA/T 094^07 


nomo Sapiens nypoineiiC/ai proiem iviov_ lu/yi ^iviov^ i u / y i ^i, miviN/\ 


iNlVl \J 1 JZOO 


T4 nnir v cQnipnc T^T A A09^Q nrntfin / T A A09^Q^ tyiPXTA 

nomo Sapiens jvi/\^-vuzj)!7 proiem ^rvi/Aj^oz^yj, iiiin. in /\ 


TsJA/T 09441 Q 
In IV1 UZ^t4 1 V 


I — I / A ITT / A CQM1 A11C ID |t / A L' IT It '.I^I/IxaI^tIx//* f^* 1"*/ A IT It / A 4.' IT It r .1 1 r"IT^"l»0 C f± ( x ^1 1 \ 1~tT 1~? "^.1 A 

nomo Sapiens r nospiiaiiciyigiyeeropnospnciie oynind.se ^ruoi miviM/A 


TsJA/T 094^4^ 
INlvl OZHOHO 


nomo sapiens iiypoiiieiieai pioiem ivio^io/oj ^ivivjv-. 10 /vjd ), iiiivini/\ 


tsja/t 094^40 

InIVI UZHOH-U 


nomo Sapiens nypoinencai pioiem ivio^^+i /y ^ivivj^h-i /y), miviN/\ 


TsJA/T 094^0 


X — I / \ ITT /A <"1 IT 1 IT L"' It \ 7 IT / A i" It aFi/^q1 IT 1"*/ A l"/^ 1 IT "\ jT^t^™^ /I ^ /-x ^ / ]V 4^~w-^~"^ /I ^ A ^ \ ITT 1? A 

nomo Sapiens nypoinexiC/ai proiem ivio^h-j)oz) ^lvivjv^hoo.j liirv i n /\ 


TsJA/T 094^9 £\ 
InIVI UZHjZO 


nomo Sapiens nyp omened.! proiem ivio^ i iz iy ^ivivjl^i iz fy)^ miviN/\ 


TsJA/T 09 A."K 9 1 
In IV1 UZHOZ 1 


nomo sdpiens iiypoiiieiiedi pioiem ivioi^ioh-jjj) ^ivivj^iuhoj) ^, miviN/\ 


TsJA/T 094^19 
IN I VI UZ4j 1 z 


nomo sdpiens nypoineiiedi proiem ivio^h-i /o ^ivivj^h-i /u^, iiiivin/\ 


TsJIVT 094^08 
In IV1 UZ^jUo 


T-Tnmn cqhiphc In. / r\ f t It f t i f ' • 1 it r/Atr» i n \ /[ ^ , 4179 / \ /I ^ T 41 7 9 ^ mT?MA 

nomo sdpiens nypoineiiedi proiem ivivj^h-i /z ^ivivj^h-i /zj, miviN/\ 


TsJA/T 094^07 
InIVI UZ^jU / 


nomo sdpiens nypoineiiedi proiem ivivj^h-i / 1 ^ivhjt^^+i / 1 miviN/\ 


TvJA/T 09490^ 

iMivi uz^tzy j 


TJ nrnn ccinipnc It \/r»f t lift if 'i 1 it rntr> i n \/l <^ ¥ ^ 7 H A7 ^ N/I ^O A7^ itt F? NI A 

nomo sdpiens nypomeiiedi proiem ivivj^j)oo/ ^iviui^owo / j, miviM/\ 


Tsja/t 0900^9 

InIVI UZUUOZ 


pj ,Amf cQi-ii^ne QT A 4 rf fxi ikitf r /^QT r^9 A 4P CV\ ittPAJA 

nomo sdpiens oi^a^z/ah- reguidioi ^oi^^z/AH-ivvjrj, in ivin /a 


tsja/t o 1 R4Q 1 

1M IV1 U 1 Oty 1 


F-TnTYin c'lninnc fflR Xkl 1 i l^f iTiv^tf i n ( T Or^i^^7 1 ^ itt F? XI A 

nomo sdpiens w d w ~ i i k e proiem iluL/jjo '*■)•> ifi in. i n /\ 


XTA/T 094 11^ 
In 1V1 UZ^t 1 1 0 


H A ITT / A C '1 IT 1 r» IT C Iti /T+1t f O 1 IT W A tr* 1 1T \ A ^^X(\{-\ f~\ }[ (~\(~^ ^ O /-\\ ITT F? TVl A 

nomo sdpiens ny pome nt/ di proiem ivivjr^j^uo ^ivivj^z)j)uoj, miviN/A 


TsJA/T 0941 1 4 
In IV1 UZH- 1 1H- 


LJ Mmn c',inir»nc lT\/iTf thf t if 'T 1 it rntr»in AACICAQO 7 ^A/Tr^r^4S9 7^ itt F? Nl A 

nomo sdpiens nypoineiiedi proiem ivivj^h-oz / ^ivivj^h-oz / miviNjrv 


In 1V1 UZH- 1 1 j 


PJ f itt f c'lnifnc It \ / it f t It f t i f ' 4 it rntr>in 1x^0^4707 i \A Ci ^4707 ^ itt F? KI A 

nomo sdpiens nypotneiiedi proiem ivivjt^h- / w / ^iviui^t-/o/ nriviN.rv 


TsJA/T 0940QQ 


t — T i \ itt 1 c 'l it i f n c It \ / it -\ t It f t i ^ » ' 1 1 it rntr> i n A/TnP9477 ^ A/T^r^9477^ itt F? Nl A 

nomo sdpiens nypoineiiedi proiem ivivj^zh- / / ^ivio^zh- / / miviN/\ 


INlvl UZ'H-UyZ 


nomo sdpiens nypoiiieTiedi pioiem ivio^.oz)uo ^ivio^j duoj, mrviN/\ 


TsJA/T 0940R4 


WfiTTf cQnipnc It \ / it ^ t It f t i f ' 4 it rntr> i n A/T dC*^. 1 OA ^A/f OP^ 1 itt F? Nl A 

nomo sdpiens nypomeiiedi proiem ivivj^j) i yo \\\/lkjk^d iyo)^ miviN/\ 


TsJA/T 094079 
In 1V1 UZ'+U / Z 


PI f itt f cQnipnc It \ / it f t It f t i f ' 4 it rntfin MnP98^^ ^ \ /I P. ^ 9 ^ ^ ^ \ itt P KI A 

nomo sdpiens nypoTiieiiedi pioiem ivio^zoj>d ^ivio^zojZ) miviN/\ 


T\JA4 0940/^7 
InIVI UZ^f UO / 


nomo sdpiens nypoTiieiicdi proiem ivio^z / 15 ^ivio^z / 1 oj, mrviN/\ 


TsJA/T 0940*^ 
InIVI UZ4UOJ 


14 { a itt / a c 'i it i r» it c It \ / it / a t It t i ^ » ' 4 it i^/ Af ^ i it \ A C^. ^ ^ /i 7 ( \A C\ ^ ^ /I 7 \ itt F? KI A 

nomo sdpiens nypoineiiedi pioiem ivivjl^z)j^+/ ^ivioL^Dj^f / miviN/A 


TsJIVT 094040 


TTVJlllVJ aaUlCllS 11V UVJ L11C LIL/ai UlVJLC/lll 1 V 1 vJ 7 1 ^lV_LvJ v^Z/T-j? 1 1, lllXVlN^rv 


NM 024036 


Homo sdpiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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1N1V1 V 14U43 


nomo sapiens ivr z^i j oh-p i y-\-v) piotem yu rvr z^rD 041^ iy4u iiiin in /a 


I N 1V1 U 1 Z) Z) J) D 


nomo sapiens ujvr /if j ood i oz i piotem ^ujvr z^r joodiozi hi in in /a 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


in ivi uzj y z j> 


nomo sapiens nypoTiieticai protein rLj iji / 1 ^tlj i j i / 1 j, mrviN a 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


JNJVL UZJU/U 


riomo sapiens iiypotLietical piotem (LUCojZ4JJ, mKJNzv 


NM UzJUlj 


Homo sapiens hypothetical protein bLjZiy ly (bLjZly iy), mKJNA 


JNJV1 VZZoyy 


riomo sapiens UKeiy ortnoiog 01 mouse actm-re rated protein o homolog (p. 
cerevisiae) (FLJ12934), mRNA 


JNJVL UZZoJo 


riomo sapiens JJJNA cross-imk repair ir> (rbUz homolog, o. cerevisiae; 

( LJL Live, 1 1) J, m In In Z\ 


IN IVI UZZojI 


riomo sapiens nypotneticai protein rLjizoUo ^ri^jizouoj, mKJN/\ 


XTA/T H77Q7Q 
1N1V1 VjZZoZo 


nomo sapiens nypotneticai piotem ri^jziy4u ( v ri^jziy4uj, mrviN/\ 


IN IVI KJZZoZZ 


nomo sapiens nypotneticai protein rLj izj>o / similar to Kmesm ngnt cnam 

PPT T19^87^ tnDMA 
If LJ IZjO / I, 111 IN. IN /A 


IN IVI UZZ/04 


nomo sapiens nypotneticai piotem flj iz4 /o ^tpj iz4 / oj, miviN/\ 


1>I 1V1 UZZ / Oj 


nomo sapiens nypotneticai protein rLj iz4zo ^rpj iz4zo mrviN/\ 


TsJA/T 099774 
In 1V1 UZZ / / 4 


14 nmn c'inir«nc U\/t^n\tUr>t\{*-A 1 nn-itr>in PT T9 1 144 ^ PT 19 1 1 AA \ mTJTsJA 

nomo sapiens nypotneticai piotem rLjzi ih-h- ^tljzi ih-h-j, miviN.rv 


TsJA/T 0997^ 
IN IVI UZZ / OZ) 


nomo sapiens nypotneticai protein flj i lyj / yrL^j i iys) / mrviN/\ 


"NTN/T 0997^4 
IN IVI UZZ / 04 


U nmn cQniwc U\/i^t\+Ur>t\t*-i I nrntoin PT T19QQS / PT T 1 0QQQ \ m DAT A 

nomo sapiens iiypotneticai piotem rLj tzwo (tlj Tzyyo j, miviNZ-v 


TvJl\/L 0997^8 
1>I 1V1 UZZ / JO 


PTr\mr\ CQnipnc pArr\r\+pp»+ir»Ql nrntni n PT 199 1 ^PT T99 1Q^ mPTSl A 

nomo sapiens nypotneticai protein rLjzziyj ^rpjzziyj j, mrviN/\ 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


XTA/f 09974Q 
IN IVI UZZ / 4y 


nomo sapiens retmoic aciQ mQiiceQ 10 ^xvaiioj, mrviN/\. 


TvTA/T 099 7/1A 
IN IVI UZZ / 40 


nomo sapiens nypoineiicai pioiem rLjzzjvu (pljzzjvuj, iiikjn/v 


JNJVL UZZ /Zo 


nomo sapiens neurogenic ciiiieientiation o (JNr^UKUiJo), mKiN/v 


TvTA/T 09940/^ 

in ivi uzz4yo 


nomo sapiens nypotneticai piotem fljt (ri^j ij^-jj j, mrviN/v 


NM 022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 

ml? XT A 

111 In IN JA 


TvTA/T 099/1Q/1 
INIVL UZZ4o4 


nomo sapiens hypothetical protein rLj ydj /o ^ri^J ijd /oj, mrviN/\ 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


IN IVI UZZ4/J 


nomo sapiens zmc tmger piotem iuo (zrr lUo), mKJNA 


NM 02247 1 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 

(r LJ 1 JUj / ), mKJNA 


JNM vZZAoj 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM 022462 


Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 
alpha suDunit (nir-JAj, mJKJNA 


JNM Uzz4ol 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ21939), mRNA 


JNIVL UZZ43J 


nomo sapiens ring tmger protein Zj (rvJNrZ^j, mrvJNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein z {ri^jZDZyj », mKJNA 


JNJV1 UzZo / 1 


Homo sapiens Alp-dependant mteileron responsive (A1J1KJ, mKJNA 


JNJVL UzZ^oV 


riomo sapiens hypothetical protein rLJ 1Z041 similar to otrao (rLJ 1Zj41 j, 

™ T? TvT A 
111 In In A 


XTA/f 099^/^7 
INIVL UZZ JO / 


nomo sapiens nypotneticai protein rLj izzo / similar to semapnonns 

fPT T19987^ mT?TsJA 
LJ IZZO /J, 111 In IN r\ 




\—\ i \ m i \ c^nifnc eiTnilnT* lo rQt TnvnTn p»0"q1iti (T P^ P^ A/1 1 &7^\ TnT?~^TA 
±±VJ111VJ odUlCllo olllllldl IAJ IdL 111V VJlllC^Clllll ^ LVy v 1 OZ, lllIVlNi^V 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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TvTA/f mO 1 A 7 
JNJVL UZZ14/ 


nomo sapiens ZoKU mterieron responsive protein (irKOZoj, niKJN/v 


NM 022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


JNJVL KJZZljj 


nomo sapiens soiling nexm lo (oJNA.io;, niKJN/V 


JNJVL UZZIZo 


riomo sapiens pnospnoLysme pnospnonistiame inorganic pyropnospnate 
pnospnatase (i^rirr j, mixiN/v 


1N1VL \JZZ\Jy / 


nomo sapiens nepatoceLiuiai caicmoma antigen gene jzu yi^yjy^ojyzo)^ mrviN/\ 


JNJVL UZZUV4 


nomo sapiens nypotneticaL protein rLJZUo / 1 similar to rorz / (rLJZUo / 1 ), 

11 1 IS. I >J f\ 


xTA/r oooooo 
jnivl uzzuvu 


nomo sapiens tiansposoii-QeiiveQ ousters tiansposase-LiKe yL^Kj^ojyZK) ), mrviN/\ 


1M 1V1 UZZU / H- 


U Anir > oQnipnc U\n~\(^tUr>t\(*'^] nrntfi n P 1 T997QA ^ P 1 T997QzL^ mPTsJ A 

nomo sapiens nypoineiicai proiem rLjzz /74 ^rLjzz /yn-j, mrvi>j/\ 


TsJA/T 099071 
rNivi UZZU/ 1 


nomo sapiens nypoxnexicai proiem rbjzuyo/ ^rLJzuyo/ j, mrvi>i/\ 


TsJA/T 0990^^ 


nomo sapiens nyponieiicai protein rLj 1 jioo ^rLj i j 100 j, mrviM/\ 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


TsJA/T 0990^zL 
IN 1V1 \JZZ\JjH- 


nomo sapiens estrogen leguLatea gene i ( tivo- 1 j, m is. in a. 


TvTA/T 09 1 QA< 

JNIVL uziy^+j 


T-T/ai-vi/a coniouc P\ ;nAflin+i/>o 1 nrA+oin T7T T99 17/1 /PI T9 9 1 7/1 ^\ *«DM A 

nomo sapiens nypotneticaL piotem ri^jzzi /4 ^ri^jzzi /4j, mrvLN/\ 


TVJAyT HO 1 Q/1 /I 
IN JVL UZ 1 V44 


nomo sapiens nypotneticaL protein rLJizo4 (^ri^j izi j4j, mKJN/\ 


TvTA/T 09 1 Q/1 1 
IN JVL UZ 1 ^4 1 


LI n , x conlanr. K^i-v/\tUr>+i/w 1 | P 1 T9 1^29/1 /PI 10 1 "J O /I \ t-»-» O XI A 

nomo sapiens nypotneticaL piotem ri^jzi oZ4 ^ri^jzij)Z4j, mrviN/\ 


XTA/T 09 1 Q9S 
JNJVL \JZiyZo 


nomo sapiens nypotneticaL protein ri^jzzo4y similar to signal peptidase 

< slPr i 99/9^ fUT T99^zLQ^ mT?XTA 
orL/ZZ/Zj \ r PJZZOH-7 J, III IN. IN /a 


KXAA 091Q97 
In 1V1 UZ 1 yZ / 


y nTYin ecmiptic ViTrr\r\+Vip»+ir»c»1 nrntfin P I 11 7 9 9 O / PI T1 ^990^ mRAI A 

nomo sapiens nypoinexicai protem rLj i jzzu ^rpj ijzzu j, mrvi>j/\ 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


TvTA/T 09 1 29 ^ 

jnivl uzioZj 


nomo sapiens nypotneticai piotem iviiJouzr) ^iviiJouzr) j, mrvrN/v 


ATAyT O 1 ^^99 
IN IVL U 1 3 OZZ 


nomo sapiens l^oi-4j) protein ^hjlo iozzj, miviN/\ 


IN JVL UZ IO-jV 


nomo sapiens nypotneticai piotem oJr iyz ivzj, mrviN/v 


JN1V1 UZ 1 Oj / 


nomo sapiens nypotneticaL piotem j^lj 14Uo4 (J^lj 14Uo4J, mKJNA 


NM021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
cnannei, suoiamiiy in, memoer z ^jsa^jninzj, miviN/v 


TvTA/T 09 1 1 QO 
JNJVL UZ1 1 oZ 


nomo sapiens mmoi nistocompatiDinty antigen nr>-i ^nr>-i j, miviN/\ 


>JA;f 09 1 1 Hf\ 
IN 1VL UZ 1 1 / U 


nomo sapiens onun tactor nes4 (i^ajl^j /ouij, mrviN/v 


AJA/T 09 1 1 /I A 
IN IVL UZ 1 1 40 


nomo sapiens angiopoietm-iiKe tactor (lu Joj, mrviN/v 


JNJVL UUJ140 


nomo sapiens squamous cen caicmoma antigen recognised Dy i ceLis (oAKL i j, 

1 1 1 Ivi >J r\ 


TsJA/T 09 1 07Q 
In 1V1 UZ 1U / " 


nomo sapiens iN-myristoyiTiaiisierdse i ^imivii i mrvi>/\ 


\IM 09 1 OzL^ 
IN 1V1 UZ 1 UH-O 


T-TrkTn^k t'lnifnc I 1UC I<T r»rR OP^7^10^ tyiT?TsJA 

nomo sapiens uno ivcid ^ p^i^ j /ozjuj, iiiiv in j~\ 


TsJA/T 09 1018 
rN ivi uz i u i o 


nomo sapiens nj msione iamiiy, memoei i ^nj>nj, mrvi>/\ 


TsJA/T OOA^zL^ 
1M1V1 UU004J 


nomo sapiens serologically cieimeci coion cancer anngen d ^ouL/Uauj j, iiiiv in /\ 


TsJlVt 017^AQ 
INIYI Ul / jO" 


nomo sapiens iranscripuon iacioi ^pj>o mieiacxmg proiemj \r joir j, mivi>/\ 


TsJA/T 0 1 ^97Q 
1M 1V1 Ul jZj7 


I— I i \ in r\ c or^i n o I<^ T A A 1 fPi r^T'i^'f aim / I<^ I A A 1 n'?^^ -ml? ~\J A 

nomo sapiens js.i/\t-viuj)Z) protem ^jvi.rvi-viuj) d )^ in i\ i > /a 


TsjA/f 014Q77 


nomo sapiens rvi/\^-vuo/u proiem/ acmus ^jvi/a^tvuo /uj, mrvr>/\ 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


TsJA/T O 1 1 o 
IN IV! U 1 40 1 U 


|_| nmn nn^P^n 17T A AOOSQ nrn+Pin /!/ f A AOOSft^ ml? XT A 

nomo sapiens Jvi/\/\uuoo protein ^jvi/vaajuoo mrviN/v 


IN JVL U 1 D Z> 1 O 


nomo sapiens nypotneticaL piotem, estiaaioi-mQuceQ ^i^zivj4 > i, miviN/v 


TvTA A O 1 < ^ Q Q 

IN JVL UJjjoo 


nomo sapiens iJrvrz.r jool^Z4J protein (UJs.rz,r jool^Z4JJ, miciN/\ 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


ATA/T C\ 1/1 A HO 

JNJVL U144UV 


nomo sapiens i Arj-iike kjn/v polymerase 11, pJUU/Ur$r -associated tactor 

(rtAr J-aSSOCiateu iaCtOl, OZ> KJJ (^l/vr JJLJ, ITllvlN/V 


1M1V1 UIt-jOO 


nomo sapiens i^nvi liomeouoA pioiem u ^piiau j, iiirviM.rv 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB 3 - GAP 150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protem (TARDBP), mRNA 
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JNJVL UU/U/4 


nomo sapiens coronm, actm Dinaing piotem, i/v (LUKUJAj, itikjn/v 


rviivi \J\joyz / 


rionio sapiens siaiyitransierase 4r> (Deta-gaiactosiaase aipna-z,j- 
sidiyiidiisiei dsej \ oia i ^+r> j, mrviN/\ 


IN1V1 UUOOUl 


nomo sdLJiens rv/\r3j)Z), meiTiDei rvrvo oncogene idmiiy ^rv/\£5j>z) niivi>/\ 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


JNJVL WD 1 1 U 


nomo sapiens poiygiutamme DiiiQing protein i yr yiDr i mrviN/\ 


NJVL UUMoo 


riomo sapiens ras nomoiog gene iamiiy, memoer (/VKriiij, mKJNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


TVTAyf C\C\A 1 'JO 
JNIVL UU41JZ 


riomo sapiens nyaiuionan Diiiciing piotem z (n/Vt>rZj, mKiNA 


NM 004492 


Homo sapiens general transcription factor IIA, 2 (12kD subunit) (GTF2A2), 
mRNA 


JNJVL 0048Z4 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM 003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_00271 1 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 

ITlKJNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransf erase, geranyltranstransferase) (FDPS), mRNA 


TvTA A 1 1 

NM 019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


"VTA A (\ (\ O 1 OA 

NM_002120 


Homo sapiens major histocompatibility complex, class II, DO beta (HLA-DOB), 
mRNA 


A.TA A AAO 1 1 O 

JNM 0021 18 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM 002125 


Homo sapiens major histocompatibility complex, class 11, DR beta 5 (HLA- 

r^v O U C \ W DAT A 


AwTA A AO 1 AO'3 

NM OZlVoJ 


Homo sapiens major nistocompatibiLity complex, class 11, UK beta 4 (hLLA- 
DRB4), mRNA 


NM VZZjjj 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


N1V1 UlOVoZ 


riomo sapiens jvl/vx mtei acting piotem i (JViy^ii), tianscnpt variant i, itikn/\ 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


TVTA A AOAAT5 

NM080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


TvTA A AOAOT1 

NM 0o09ZZ 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


A.TA A 11 f\1 O tC 

NM 1303oo 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


A.TA A ATATO 1 

NM 030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant II, 

mKJNA 


NM 13U//0 


Homo sapiens coLLagen, type AVll, alpna 1 (LULJ /Alj, transcript variant snort, 

i~» DMA 


rN 1V1 UUUt-7t- 


1-T Atnr\ compile 1 ci rT/^*n t^tmp \ / 1 cilntici 1 ( (~^CW 1 V A 1 \ tTQncr»Tinf i^Q^QTri - 1/^n<T 

rroiiio sapiens coiidgeii, Lype a vn, dipiid i ^v^vji^i ^, iidiisciipi vaiidiiL long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1 , mRNA 


NJVL_13039U 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3, 
mKJN A 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 

111KJN A 


NM021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1, 
mKJN J\ 


JNJVL UDKJyjK) 


Homo sapiens ret linger protein (Krr j, transcupt van ant beta, mKJN/Y 


TvTA A 1 'JATOC 

JNJVL IJU/oj 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP), 

mKJN/V 


1N1VL 1 jU/o4 


Homo sapiens nypotneticai gene supporteci oy j\ i uz / ou / , /\ y uz / oUo 

CiCQ?>A r ){\\ ml? XT A 
\L^kJ\^ y j, III iv In /\ 


1M 1V1 1 jU / o J) 


noiiio sapiens similar 10 neuronal leiraspanm \L^\j\^y\j i jy in i\ in /a 


In lvl 1 D\J 1 OZ 


nomo sapiens regulator 01 o-proiem signalling 10 ^ivvjoi oj, iiiix_l>i/\ 


TsJA/T 1^fb7£1 
IN 1V1 1 jU/OI 


nomo sapiens ^ i v /\ d z ^, in iv in /a 


1M lvl 1 D \J 1 / Z 


nomo sapiens o i uuz, proiem i uua j, miviM/\ 


1M lvl 1 O W / O _7 


nomo sapiens glycoprotein dipiid. z \\jrj-\.z, iiuviN/v 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


IN lvl 1 jU/Oo 


I— I / a m / a l « m ir>m n A C7 /fl AC m DMA 

nomo sapiens uaoz, (uao/, j, miviN/v 


inivi iju/o/ 


nomo sapiens cyiosoiic acetyi-^o/\ nyciioiase (lalh-i j, miciN/\ 


IN lvl IjU / / J 


nomo sapiens casprz* pioiem ^caspo iiikjn/\ 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


JN1V1 Iojjj4 


nomo sapiens major nistocompatiDUity complex, class 11, JJr aipna i (HLA- 

DrJXi J, m iv In /\ 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


JN1V1 UoZUo;) 


nomo sapiens ivlo 1 rK)s> 1 protein (ivio 1 rUj ij, mKJN A 


JNJVL U 1 /ooz 


homo sapiens ceroid- iipoiuscmosis, neuronal o, late miantue, variant (ULJNo), 

111KJN A 


IN lvl KJyJOyctj 


nomo sapiens matrix metaiiopiotemase zjr> (iviiviKZors j, iiikjn/v 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 

\r 1 r IvL /\ I J, m Iv In /a 


JN1V1 UU4ojV 


nomo sapiens matrix metaiioprotemase Z jJ\ (iviivirZJAj, mKJN a 


IN1V1 UZ J\Jy I 


nomo sapiens nypotneticai piotem r juj i jjjU ^tjuj i jjjuj, mKJN/\ 


JN 1V1 1 jU/J7 


nomo sapiens immunity associateci ]3rotem 1 (iiviyvri;, mKiNA. 


IN lvl UlVo^l 


nomo sapiens transient receptor potential cation cnannei, suDiamny v , memoei 
5 (TRPV5), mRNA 


IN lvl v 1 / jo^ 


nomo sapiens aiaenyae leauctase (aiciose leauctasej uxe o ^/\i^uivuo j, mKiN/\ 


NM 017436 


Homo sapiens alpha 1,4-galactosyltransferase (A4GALT), mRNA 


JNJVL UUo4oU 


Homo sapiens regulator or o-piotem signalling 14 (KOoi4j, itikjna 


TvTA A A1 

JNJVL U 1 


homo sapiens purme-ncn element Dinclmg piotem o (rUKuj, mKJNA 


JNM Uloljj 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 

mKJN/V 


JN1V1 UUZoU 


1 1 r~\ -*^x-^ r x ^-x f -x -f /^x i S X T /-~V r ^ 4 1 r 'v « "X -\ /— x / « -x ^ x \ r x * -x x /— x « -x -\ x ^ x «x y-x 4^ x <.'X \ I £-x 4 "1 1 1 l^x 1 -g « ^\ -f -4- -x j- x <^x /A 1 1) j- x 41 d— x 1 1 

nomo sapiens pioteasome (prosome, macropamj zoo suDunit, non-/\irase, y 
(PSMD9), mRNA 


IN1V1 UZ404y 


nomo sapiens nypotneticai protein rLjzi iz / (^ri^jzi iz/j, mKJN/\ 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


inivi uio^uy 


nomo sapiens rj/i/\ DiiiQing piotem p^uu ^Jj/r^tuu^, miviN/\ 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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XTA/T 

JNJVl WD Of J 


nomo Sapiens regulator 01 o-piotem signalling iy ^KOoiyj, mKJNA 


XTA/T 1 IClA AO 
JNJVl 1 JU40:/ 


nomo sapiens Jun dimenzation protein z ycipzj, mKJN a 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase- 1 (D4ST-1), mRNA 


JNJVl 13U40/ 


Homo sapiens I Aub-j piotem (rAub-j), m i< in a 


NM_ 130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

/'ATD^n^ DMA 

(Alrovj), mKJNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


JNJVl UzlU/U 


Homo sapiens latent transiormmg growtn lactor oeta Dinamg protein 5 (Lir>r 3), 

*vi T? XT A 


xta/t noncA^ 

JNJVl UZUoOO 


ho mo sapiens dllp^d/ m ^/vsp-oiu-/\ia-/\sp/riisj dox poiypeptiQe jo (jJUAjoj, 

II I IN. IN /A 


XTA/T 01^^04 
IN1V1 V 1 Oj\J' l t 


nomo sapiens ouo ooosomai piotem lsoiog ^i^v^^z) iio/j, mivi\i/\ 


in 1V1 1 J) UH-^t D 


nomo sapiens uipepticiyipepiiciase 111 yur r d j, iransc/ripi varianT z, mivi>i/\ 


xta/t nn^7nn 


nomo sapiens Gipepiiuyipepiicidse in (urr j iidiiscripT variant i, iiijxi\i/\ 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


XTA/T nnAH07 
JNJVl UKJQUZ / 


nomo sapiens exonuc lease i ^i^ylm n anscn.pt variant 1, micrM/\ 


NM 003686 


Homo sapiens exonuc lease 1 (EXOl), transcript variant 3, mRNA 


jNivi i^u^yo 


nomo sapiens exonuc lease 1 (bAUJ), u anscnpt variant z, mKJNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide z (LYrzJzj, mKJNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

m KIN A 


NM_0 12090 


Homo sapiens microtubule -ac tin crosslinking factor 1 (MACF1), transcript 
variant i, mKJNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


JNM U15o39 


Homo sapiens licolm (collagen/librmogen domain containing lectin) z (nucolm) 
(rCJNz), transcript variant ^SV J, mKJNA 


JNM UIjoJo 


homo sapiens licolm (collagen/ liDrmogen domain containing lectin) z (nucolm) 
(FCN2), transcript variant SV2, mRNA 


XT A A H1 <Q / J7 

JNM UJjoj / 


nomo sapiens licolm (coiiagen/iiDrmogen domain containing lectin) z (nucolm) 
(FCN2), transcript variant SV1, mRNA 


JNM K)\)ZK)\)d 


nomo sapiens licolm (collagen/ iiDnnogen domain containing) 1 (rLJNi), mKJNA 


JNM UloJz/ 


Homo sapiens uieidopropionase, beta (UrrSl ), mKJNA 


NM_0 16328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(rCJNZ), transcript variant oVU, mKJNA 


JNM UUzJlo 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_ 130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant z, mKJNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant i, mKJNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


JNM UoUoJo 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


JNM UUJooZ 


nomo sapiens WJN 1 1 mduciuie signaling patnway protein 1 (WioFi), transcript 
variant 1 , mRNA 


NM 00065 1 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mKJNA 


TvTA/T 1 'JA'JQ^ 
JNJVL UlOOJ 


Homo sapiens murine retrovirus integration site 1 nomolog (iviKViij, transcript 
variant z, m i< jn a 


INIVL Ul o^yZ 


riomo sapiens i -lajs. ceii-oiigmateQ protein Kinase ( i wr ivj, iyikjn a 


INIV1 UUZ40Z 


nonio sapiens myxovirus ^miiuenza virus j lesistance 1, mterieron-mQuciDie 
protein p/o ^mousej ^iviyvi j, mivi>i/\ 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


INIVL UlOloJ? 


nomo sapiens rioosomai piotem, large, r u-iiKe ^JvrLrULj, mrviNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


JNJVL UjZzjO 


riomo sapiens rLJZJZ / / protein (r ljz^z / / j, itikjna 


JNJVL loZ/o4 


Homo sapiens tnromDosponciin (rLJ 1444UJ, mKJNA 


JNJVL UoU/Jl 


Homo sapiens mtermecliate tilament-LiKe MuL.zozj (L)lvrZ,r jooizzzoj, 
tiansenpt variant miviN a 


JNJVL_UoU /JU 


Homo sapiens mtermecliate tiLament-LiRe MuL.zozj (DJvrZ,r jooizzzjj, 
transcript variant 2, mRNA 


INIVL uioy^o 


Homo sapiens ovanan cancel oveiexpiesseo i {\J vluv i mrviNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


XTA A AOOylCI 

JNJVL UZZ4j 1 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide -binding protein SRI (FENS-1), mRNA 


NMUiJoiU 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 

mKJNA 


JNM UlOJJO 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1, 
mRNA 


JNJVL U1j4Jo 


Homo sapiens intermediate tuament-iiKe ivloczoZj (JJrvrZ,Fjooizzzoj, 
transcript variant 1 , mRNA 


JNM UU/J/1 


Homo sapiens bromoclomain containing 3 (rSKJJJ), mKJNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


JNM UlOlol 


Homo sapiens FXYD domain containing ion transport regulator 1 
(pnospnoLemmanj (ry^YUl), tiansenpt vanant a, mKJNA 


JNJVL \)Ziy\)Z 


Homo sapiens ry^YU domain containing ion transport regulator l 
(phospholemman) (FXYD1), transcript variant b, mRNA 


JN JVL U 1 4 1 o4 


Homo sapiens ry^YU domain-containing ion transport regulator j (rAYUjj, 
mRNA 


INIVL UUZ4oJ 


Homo sapiens myxovirus (liiiiueiiza virus; resistance z (jnousej (IVLAZJ, mKJNA 


TvTA A C\ 1 /Ifn 

JNM U14j / / 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


JNJVL UZ1UU4 


Homo sapiens peroxisomal snort-cnam alconoi denydrogenase (numJNKUKj, 
mRNA 


TvTA/T AOA'JQQ 

jnjvl uzujyy 


t — 1 y~X <iX "fc j--x /~1 rf - X -« ,,-~X ^X /"I III \ AT / j x j--x -4 1 /-~X y^*J y~x ^~x -4 1 y-J y~x -tfy^>^ -4 ^ -X -4 -4 ^C^X y~w- -dy^ Mj+ 4 y^-4<% ^~x -M>% -4- 1* y-x, Ia >~x J-rX ^ -x -X -4 I -w- -r 

Homo sapiens riJZ>/ coned- coil domain Dindmg partnei tor tne rno-tamiiy 

Kj 1 rase 1 L.1 U (rJo 1 J, 111KIN A 


INIVL U 1 / boD 


U/x^xx/x coniotic Ixt rtx*"v+lx*x+i/-»o 1 »x»-/\f r>i t-» "PT / ]_) A XI \ -ixxI?7xTA 

Homo sapiens nypotneticai piotem ri^jzu/uo (oainjvj, mKiNA 


INIVL UloZ44 


Homo sapiens enromosome zu open reading trame 44 (^v^zuori44 j, itikin a 


INIVL UlOlUU 


Homo sapiens iN-acetyitransierase d (^akiji nomoLog, o. cerevisiaej (inaid^, 

III Ivl \ /\ 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


AJA/T An7^A^ 
INIVL W/JOJ 


Homo sapiens non-r uu uomam containing, octamer-umumg ^iNvjiNvjj, mrviN/\ 


1M1V1 UUZHOO 


nonio sapiens iiidiiiiose lecepioi, \~> iype i ^lvirvv^i nirvi>j/\ 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


JNJVL UUzoJo 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
iianscrrpt variant i, mKJNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (R1N3), mRNA 


JM JV1 \)Zd y 1 j 


nomo sapiens o protein-coupieci receptor o / (urKo /), mKJN A 


JNJVL KJKJJvZy 


nomo sapiens oriu (ore nomoiogy z domain containing) transforming protein i 

( o o L 1 J, m Jv IN A 


AJAyT H 1 Q/l on 
IN IVL Ulo^+yU 


nomo sapiens o pioTein-coupieci leceptor 4o (Orrv^oj, miviN/\ 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 

m T? TvT A 
mrviN/\ 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


JNJVL UUoUoj 


nomo sapiens signal-regulatory protein Deta 1 (oiKrrSi), mKJNA 


JNJVL UUjjZ/ 


nomo sapiens neat shock /ukd protein i-iike (MorAiLj, mKMA 


TvTA-T AA/1/i/IO 

JNJVL UU4o4o 


nomo sapiens protein tyrosine pnospnatase, non-ieceptor type suDstiate l 

1 r IN o 1 J, m Iv IN A 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 

111 K IN A 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


"NJA A 1 1 A 

JNJVL 1JU4J4 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


"ATA A AAOnO 

NM 002122 


Homo sapiens major histocompatibility complex, class 11, DQ alpha 1 (HLA- 
DQA1), mRNA 


X | \ yf A A/'" /I A ^ 

NM 006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor2 alpha) (DRAP1), 
mRNA 


"VTA AOAH1 O 

JNM 080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


"TV TA If AOAA 1 -"7 

NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


A.TA A AOAA1 H 

NM 080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1 , nuclear 
gene encoding mitochondrial protein, mRNA 


ATA ^ AOAA1 C 

NM 080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


TvTA A AA1 ATA 

JNM 001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


TVTA A AOA0 1 f 

NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


TVTA A AO AO 1 A 

NM 080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


TV.TA A AOA0 10 

JNM_08081 5 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


\TTi If AOAOIO 

JNM 080812 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


TV.TA If AOAO 1 1 

NM 080811 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


TVTA A AOAO 1 A 

NM 080810 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


TvTA/T AOAO AO 

NJVL UoUoU9 


nomo sapiens collagen, type Alll, aLpna 1 (CUL13A1J, transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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NM UsOoUo 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 10, 
mRNA 


JNM (JoUoUj 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 9, 
mRNA 


NJVL (JoUo(J4 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA 


\i \ 4 AOAOA') 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 7, 
mRNA 


NJVL (JoUoUz 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


NJVL (J0U0UI 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 5, 
mRNA 


A AOAOAA 

NJVL (J8U8UU 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 4, 
mRNA 


TVTA A AOA1AA 

njvl 080/99 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 3, 

m KIN A 


TvTA A AOA7HO 

NJVL UoU/Vo 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


TvTA/T AA<OA^2 


Homo sapiens collagen, type yu.il, alpna i (LUL1 J/\i J, transcript vanant i, 
mRNA 


N1VL UU4oVj 


nomo sa|3iens aieDrm 1 (JJrSNi), tianscnpt variant 1, mKJNA 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


A.TA A AO AT AO 

NJVL 0oU79z 


Homo sapiens bram-immunoglobulm-like molecule with tyrosme-based 
activation motifs (BIT), mRNA 


NJVL UoUolo 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 
mKJNA 


TvTA A A1 QCC/; 

N1V1 Ulojjo 


Homo sapiens signal-regulatory protein beta z (MKFrSZ), transcript variant l, 

lTlKJN/\ 


IN IVL UUU/O/ 


nomo sapiens uopamme Deta-nyQroxyiase ^Qopamme d eta-mono oxygenase ) 
(DBH), mRNA 


TsJA/T C\QC\A1f\ 
IN1V1 UoU^fZO 


nomo sapiens oin/\o complex locus ^oin/\oj, xranscripi variant z, miviN/v 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


N1V1 UUUjIo 


Homo sapiens uiNAo complex locus (uJNAo), transcript variant i, mKMA 


NM 006571 


Homo sapiens novel RGD- containing protein (WS-3), mRNA 


"N.TA A AOAAO/^ 

NM UoU9zo 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610),mRNA 


NM UoU9z4 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA 


x T \ 4 AOAA1C 

NM Uo(J9z5 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) III beta (H. 
sapiens) (LOC 129020), mRNA 


TVTA A AOAA1 A 

NM 080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


"N.TA A AOAH1 1 

NM (JoUyiJ 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 
mKJNA 


XTA/T AOA010 

Nivi Uouyiz 


Homo sapiens asiaiogiycopiotem receptor z (AbC_rKZj, transcript variant HZ , 
m is. in t\ 


tsjivt nm 1 & 1 

IMiVl W llOl 


nOIIlO SapiCIlS aSlalOgiyCOpiOieill ICCepiOI Z ^rvovJXvZ^, LlallSClipL VallallL 1, 

mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGRl), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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1N1V1 UOZoOo 


rionio sapiens lnimunogioDunn supeiiamny, memoer o (Juoi^oj, mKJNA 


NM 032782 


Homo sapiens hypothetical protein FLJ 14428 (TIM3), mRNA 


JNJVL vjZjvy 


rionio sa]3iens cniomosome z open reading name y (UZoriyj, mKJNA 


NJVL UZloZj 


rlomo sapiens transient receptor potential cation cnannel, suDtamily V, member 
4 (TRPV4), mRNA 


NJVL K)Zy)y oU 


rlomo sapiens O protein-coupled receptor lu / (urKJU / J, mKMA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 

(HIV cl j J, m 1< IN A 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


JNJVL U1M9Z 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


~\.TA 4" AT) /lO 1 

JNM U2Z4S1 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains -containing piotem 5 (AKiVFo), mKN/V 


NM 021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 

/ T r~±T> H\ DMA 


JNJVL UIJJUj 


rlomo sapiens sialyltransterase oil (alpna-Z, o-polysialytransterasej (olAloiij, 

ITUvlN A 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


TvTA A A 1 1 TO 

JNM (Jlol /y 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


ATA A H1 A^QI 

JNJVL VLOjyZ 


rlomo sapiens ON Ao complex locus (uJNAo), transcript variant 4, mKJNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


"VTA A 1 T /IT 1 

N MO 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM U1Z4j^ 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


NM 004621 


Homo sapiens transient receptor potential cation cnannel, sublamily C, member 

O ( llvrCo), mKJNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

1 ( 1 Kl L 1 J, mKJNA 


NM_002124 


Homo sapiens major histocompatibility complex, class II, DR beta 1 (HLA- 

UKO 1 J, mKNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


TVTA A HAOO/I 

NM 1JU384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mKJNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 

mKJNA 


NM 032 1 66 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mKJNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM U336Z9 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mKJNA 


NM UJJoZo 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 

ITlKJN A 


1N1V1 U10J)Ol 


nomo sapiens tnree prime repair exonuclease 1 i^rvc,y^i j, transcript variant 1, 

mt?TsJ A 


1M1V1 UJ107Z. 


±±VJ111VJ &dlJlC'll& k3i±J LlVJlllCllll JVlllCl&C' UlllLllll^ UlVJLt/111 1 I OllJ-IVlJ JT 1 1, llirvl>J^A- 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


NM_0 13997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 , 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant gamma, mRNA 


TV T A It i\ 1 ") / 

NM_0 13996 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin z, neuromedin E, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NJV1 UlOZjSj 


Homo sapiens o protein-coupled receptor, iamiiy c, group i, memoer r> 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


TVTA A (\(\(\~) 1 (\ 

JNJVL 000230 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


tv ta a r\r\i IOC 

NM 003 185 


Homo sapiens TAF4 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


TVTA A r\r\i 1 Ol 

JNJVL 0031oZ 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (i/\ui), transcript variant Deta, ni K IN A 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


TVTA A AACOC7 

NJV1_005857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


TV TA A f\r\/^1 f\1 

JNM 006103 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant l , 
mRNA 


JNM_05U73o 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 
mRNA 


TVTA A AOAT)f 

NJV1_080735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 

r> TVT A 

m l< IN A 


TVTA A AOAT5/I 

JNM UoU/34 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4, 

*v, Q TV T A 

ITiKJN A 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

ml? TvT A 
III K. IN A 


IN 1V1 UZ 1 1 y / 


riomo sapiens WAr iour-Qisuiiicie coie ciomam i (WrL/tJ mrviNA 


JNJV1 UU/lZo 


riomo sapiens p i e - 1> lympnocyte gene i ( v i iv ts i j, mrviNA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


TvTA A r\C\^l 1 AC 

JNM (Jlo ID j 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 

^ovJrvLl J, lllrvlNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


TvT A A A^OQ1 Q 
JNM lOZyio 


Homo sapiens Vrbiu domain receptor pi ot em ovjkuo l (oUKLoi), mKJNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
tianscnpt variant z, mKJNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


TVTA A A O A C £ A 

NM 080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1 , mRNA 


TVTA A C\f\tC^l 1 1 

NM 006/11 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 1 , mRNA 


TVTA 4" AO ACA A 

NM 080594 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 2, mRNA 


NM 1UU4oO 


Homo sapiens w w domain-containing adapter witn a coiied-cou region (WALj, 
transcript variant 3, mRNA 


NM_ 100264 


Homo sapiens WW domain- containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain- containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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rNlvl UUD /U 1 


riomo SdpieiiS rvlN/\, U Trdnsponcr 1 ^rvlNU 1 1 J, mrvl>l/\ 


IN 1V1 


nomo sapiens ceiiTrosoiiie-associaTeti proxem dd\j ^LAr jju], mivrN/\ 


NM 013325 


Homo sapiens KIAA0943 protein ( Apg4B), mRNA 


rNivi vzuzjd 


nomo Sapiens DODoy sox iioiiioiog ^uiosopmidj {ddj±), mivrN/v 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


JN1V1 U1631Z 


riomo sapiens w w domain Dinciing piotem 1 1 ( WrSr i i ), mKJNA 


NM 018706 


Homo sapiens K1AA1630 protein (K1AA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1 , 

m K IN A 


NM 0 15542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mKJNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


JNM 00Z833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


JNM 080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 1 , mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non- receptor type 21 (PTPN21), 
mRNA 


N MO 143 69 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 8 (brain-derived) 
(PTPN18), mRNA 


JNM 005401 


Homo sapiens protein tyrosine phosphatase, non- receptor type 14 (PTPN14), 
mRNA 


NM 002835 


Homo sapiens protein tyrosine phosphatase, non- receptor type 12 (P 1PN 12), 
mRNA 


ATA 4" AOA/COf 

NM 080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


"XTA A AOA/TO /I 

NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM 080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


"XT A A AOA/CA1 

NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM 002834 


Homo sapiens protein tyrosine phosphatase, non- receptor type 1 1 (PTPN1 1), 
transcript variant 1 , mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 

»^-» n xr a 
mKJNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 

lNVj3o/OVa, mKJNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


ATA A f\f\A £L1C\ 

NM 004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


\t \ 4 AOAIA'J 

NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 

1T1KJNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


NJVL_(JU4o4U 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 


NJV1 (JolOVo 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


'VTA /I (\0 

NM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

^ O XT A 

3, mKJNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

Z, 111 K IN A 


NM 022 1 05 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

1 O XT A 

1, m K IN A 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NJV1 (Jo(J7o(J 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


TvTA A C\Qf\n^C\ 

JNJVl_(Jo(J75y 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1 , 
mRNA 


NJV1 004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mKJNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant I, 

w»DTvT A 

mKJNA 


NM_0 16569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

W DAT A 

mKJNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM OoO/Ol 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM 080700 


Homo sapiens three prime repair exonuclease 2 (IKbXz), transcript variant 3, 
mRNA 


NM OoOoVy 


Homo sapiens three prime repair exonuclease 2(1 KbAz), transcript variant z, 
mRNA 


"VTA A Anr 1 O 

NJV1_0175 18 


Homo sapiens three prime repair exonuclease 2 (IRbXz), transcript variant 5, 
mRNA 


NM 007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


"XT A A (\ O i\ il O 

NM 080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 


"N.TA A ATJAI A 

NM 023010 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 
mRNA 


TVTA A AOA/TOl 

NM_080687 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 
mRNA 


NM 023011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


A.TA A AOA/^OA 

NM 080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 

mKJNA 


NM OoOozV 


rlomo sapiens collagen, type Al, alpna 1 (CUL1 1 Al j, transcript variant r>, 

mKJNA 


N1V1 001oj4 


rlomo sapiens collagen, type Al, alpna 1 (LULl 1A1 j, transcript variant A, 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


TVTA A f\ 1 A A O 1 

JNM_(J 14481 


Homo sapiens apurmic/apynmiamic enclonuclease-like z (ArbXLz), nuclear 
gene encoding mitochondrial protein, mRNA 


X T \ yf AO A/l A (\ 

JNM 0o0o4y 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
tianscnpt van ant 3, mKJN A 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
tianscnpt vanant z, mKJN a. 


JNJV1 UUlo41 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
tianscnpt vanant i, mKJNA 


JN1V1 UoUo 


nomo sapiens similar to gamma-giutamyitransterase i (JLAJL^y izz /j, mKJNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein ^i^ouin j, mKi>A 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


JNM OoVyZv 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


JNM UZ1 loo 


Homo sapiens i< ak ( KAo iixe OlFAoli) HRe ( kakl), m i< in a 


JNM UoUo4Z 


rlomo sapiens nypotnetical gene similar to gamma-glutamyltranslerase-like 
activity 1 \\^\J\^ lZyyjzo), mrvrM/\ 


jnjvi loi^ou 


riomo sapiens potassium cnannei, suDiamiiy iv, memuer i / ^ i Aoiv-4 j 

^ IVV^ 1 >J IV 1 / J, III IX IN /A 




nomo sapiens proiocauiienn id yr^uri id j, miviN/\ 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


INIVL UjjjIo 


nomo sapiens soiute earner iamuy jo, memoei 3 (olljoAj j, miviN/v 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BATS), mRNA 


JNM \)\)22 /y 


nomo sapiens Keiatm, nair, acidic, dd (JvKln/\Jr>), mKJNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


x T \ A A1 1 A 

JNM UloilU 


Homo sapiens polymerase (KJNA) 111 (UNA directed) polypeptide K (Iz.J kU) 
(POLR3K), mRNA 


TVTA A f\^y 1 C\C\ 1 

NM 031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
J, mKJNA 


NM 03 1 990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
Z, mKJNA 


NM 002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 

1, mKJNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


TVTA A AO O A C A 

JNM_(Jzz454 


Homo sapiens SKY -related HMu-box transcription tactor SOX17 ( SUX17), 
mRNA 


NM UU4o5z 


Homo sapiens ubiquitm specitic protease v, X chromosome (lat iacets-like 
Urosopnila) (UorVTs.), tianscnpt vanant l, mKJNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
urosopniia) (Uor V^vj, tianscnpt vanant z, mKJNA 


NM_022349 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 6A 

( 1V1 MAoAj, mKJNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


AJA/T AAA1Q7 

JNM_UUo:>o / 


homo sapiens calcium nomeostasis endoplasmic reticulum protein (UniiKr), 

*v^T? A.T A 
m IN. IN A 


TvTAyr nn/^o 1 q 

iNivi uuoy i o 


nomo sapiens steroi-^j-Qesaturase (dKuj aeitao-aesaturase nomoiog, rungaij- 

1 llvU I OvJL 'J— i 1, 111 I\ 1 > J\ 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute earner family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 ( J J\.l IVl J J, m IV IN A 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NJVl_(J(Jo758 


Homo sapiens Uz(KNUz) small nuclear KNA auxiliary lactor 1 (UzAM), 
mRNA 


NJV1 (JUozo4 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


NMUUolO j 


riomo sapiens Lanu lantibiotic syntnetase component u-iike 1 (bacterial) 
(LANCL1), mRNA 


NJVL UUj / lo 


riomo sapiens regulator 01 o-protem signalling i y interacting protein i 
(RGS19IP1), mRNA 


TvTA/T MA^ 1 /I Q 


Jiomo sapiens i-dox iy (iJ3y^iyj, mKN/V 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


T<TA /I" AAAT7C 

JNJV1 (JUUz/j 


Homo sapiens oculocutaneous albinism 11 (pink-eye dilution nomolog, mouse) 
(OCA2), mRNA 


NM (JUlio4 


Homo sapiens oiptnena toxin resistance protein required tor dipntnamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


X T \ 4 AAAA^O 

JNM KJVVKJOZ 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade Lr (C 1 inhibitor), 
member 1, (angioedema, hereditaiy) (^J^KrlNOl), mKNA 


JNJVL_UUJ 5\) 1 


riomo sapiens transient receptor potential cation channel, subfamily Jvl, member 

Z ( 1 rvr 1V1Z ), 111 Iv IN /\ 


NlVl_UlooU / 


Homo sapiens tumor necrosis lactor (iigana) superiamiiy, member 14 

^ i im r or Hj, rnrviN /\ 


INIyI UUZ704 


noiiio sapiens sniaii muuciuie cyioxine /\ i t ^oi^ i /\^+ j, mrvi>i/\ 


1M IVl UUZ 1 UZ) 


nomo sapiens nzA msione iaimiy, memuer a (nzArA j , liiix in /a 


IMIVI \J\jJDD 1 


nomo sapiens nemogioum, meia i (riDy i mrviM/\ 


xTA/r 000^8 


nomo sapiens nemogiouin, aipna 1 ^ n d/\ i in ivim /a 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


INIVL U1ZZOZ 


nomo sapiens iie]3aian sunaie z-vj-suiioiiansieiase i (riozo 1 1 mrviN/\ 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


JNJVL UloVoU 


Homo sapiens glycine N-methyitiansterase (ONJVii), mivN/V 


JNJVL U 1 /oil / 


Homo sapiens U-sialoglycoprotem endopeptidase (UoOl^F), mKJNA 


NM 0167.32 


Homo sapiens RNA binding protein (auto antigenic, hnRNP- associated with 
letnai yenow) ^rv/vi^ y j, tianscnpt variant i, mrvJN/v 


NM 014483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 

111 lv IN JA 


JNJVL ViZjZKJ 


nomo sapiens lysopnospnoiipase d (LirLAjj, mKJN/\ 


JN1V1 UUUlo4 


nomo sapiens nemogioDin, gamma o (nDuz), mrviN/\ 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mjRNA 


NJV1_UU 1 DO 1 


nomo sapiens kjna. binding piotem (auto antigenic, nnivNr -associated with 
lethal yeJiow) (J<ALi tianscnpt variant z, mKNA 


JNJVL UUJOZ5Z 


nomo sapiens nemogioDin, zeta ^nt>z,), mrviN/v 


JNJVL UUj4Jo 


homo sapiens rUo-iiKe antigen i (rUoLi), mJvWA 


INIVL UUUOo 


nomo sapiens giucan (i,4-aipna-), branching enzyme i (glycogen branching 
enzyme, /\ncieisen uisease, glycogen siordge uisease type iv ) ), mrviN/\ 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


xm 000007 


nomo sapiens genomic ueid gioDin legion yriDDycij,) on cniomosome 1 1 


mo ooooo^ 


nomo sapiens geiioiiiic aipiid giouni icgiuii yriDi\^{CiJ,j on ciiioiiiosoiiie 10 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM 004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisrae ) (jviv_.ivii u ), niKiN a 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 


TxTA A O 1 Q 1 A O 
INIV1 U 1 oZ4U 


nomo sapiens Kin 01 ikke, LLKe (urosopLiiLaj (^ikke,lj, itikina 


TsjAyr o 1 Ann/i 
rsiivi uiouuh- 


riomo sapiens cniomosome zu open reading irame y (^ zuoiivj, mLviN/\ 


IN1V1 UU0541 


riomo sapiens soLute cainei ianiLLy jo, memoer d (oLLjoAj j, mrvTM/\ 


JNJVL Ulo /zj 


riomo sapiens oxLdative d aLpna nydroxysteroLa aenyarogenase, retmoL 
cienycirogeiid.se, j)-nycnoxysieioici epimerase \)s\jvjr\), miviN/\ 


xro oooooq 

rNO UUUUU7 


noiiio sapiens geiioiniC/ small nisioiie iaiiiiiy ciusiei \r\r ^\cu) on ciiioniosonie o 


1M1V1 WOUO/O 


nomo sapiens encioineiiai lecim jil-z ^nL-z j, in iv in /a 


TsJA/T 0£0£7A 
1N1V1 UOUO/O 


nomo sapiens pioiem pnospnd.id.se ^oivisjr 1 miviM/\ 


XTA/T OSOS7ZL 


T— TiA"lAA /A O n "tA"l \ O d "tA lyx 7"-r*-| "1A «A"^" O "tA i'\ /^"^ ^! Ta /A V /"» r\"t^"fo "1 "tA "1 "1A iAT ^ /\ C! 1— i ^ \ "1AA X? ~TVT /\ 

nomo sapiens aiiKyriii lepeai anci ovjc_ o Dox-coniammg z> ^/\or5z> mrviN/\ 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


INIVL UoUo/Z 


nomo sapiens rvi/\/vi / / / pioiem ^uncon^-j, mrviN/\ 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


JNJVL UoUoo4 


Homo sapiens relaxm J (hj) (KLJN J), mKJNA 




Homo sapiens ankyrin repeat and oULo Dox-contammg lo (AodJo), mKJNA 


"VTA 4" hOAO^O 

JNJVL UoUooZ 


Homo sapiens orRY ciomam-contammg bUto box protein ^^>r5-4 (^>^>r>-4j, 

tY,D\T A 

mrvTM J\ 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


JN1VL UoUooU 


riomo sapiens testes speciiic Az nomolog (mouse) (1 ouAzj, mKJNA 


7VTA A A1 /CI CA 

JN 1V1 U L O L j U 


1 1 r~X « -X --X , "V * — 1 j -v -x -■ . — X -X i — ( J X 1 -X 1 r~ w T -X « , — ^ « . — x t X J" X 1 -X j- J # \ f Lx . X -« r K X , X -X -4- J" X 1 'X -« x— 1 / /% 1 M 1 \ ^ ^4 ^x 1 I |\ 1 /\ 

Homo sapiens ankyrin repeat and oUto oox-contammg z (AorSZj, mKJNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


JNM (JU41 /U 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


JNJVL Ul /ol 1 


Homo sapiens nypotnetical protein ULArZp/ozAzz / (UrvrZ^p /oZAzz / J, mKJNA 


JNJVL KjZjZZk) 


Homo sapiens a ciismtegrm and metalloprotemase domain 5 5 (A1JAJVLJ3J, 
m iv in s\ 


TvTAyf O 1 8^/1 8 
INIVL UL Oj4o 


nomo sapiens Qown-reguiatea m lung cancer (ULLJJur i j, mKTMA 


TvTA/T 0807A0 
INIVL UoU /4U 


nomo sapiens simLLar to vJvls aries i enromosome repeat region u i 1 1 . i 

KJ I 1 1 . 1 mivrN/\ 


INIV1 UIZIOj 


nomo sapiens r-oox anci leucme-riC/n repeal proiem y yr dal? j, in in. im /\ 


NM 012304 


Homo sapiens F-box and leucine -rich repeat protein 7 (FBXL7), mRNA 


TsJA/T O 1 1 1 /^O 
INIVL UIZIOU 


nomo sapiens r-oox anu leucnie-ricn repeat piotem yr n>j^L^^ ), hikina 


NM 012159 


Homo sapiens F-box and leucine -rich repeat protein 3B (FBXL3B), mRNA 


JN IVL U 1 Z 1 j o 


nomo sapiens r-Dox and leucme-ricii lepeat piotem J A (rrSALJAj, mKJNA 


NM 012157 


Homo sapiens F-box and leucine -rich repeat protein 2 (FBXL2), mRNA 


JNM k)Z4djj 


Homo sapiens r-box and leucme-ricn repeat protein o (rrJXLo), transcript 
variant 2, mRNA 


\\T~\ A f\ 1 O 1 /CO 

NM (Jlzloz 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 

■W V * X * X -4- 0 « -x -x. 1 J 1 ''A 

variant 1, mKJNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant z, mKJNA 


7\JA A C\ 1 1 1 1 

JNJVL UlZlol 


Homo sapiens r-box and leucme-ricn repeat protein j (r riALjj, transcript 

v ai lain i , nirvi > i\ 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHAl), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 



224 



(400/104) 





transcript variant 5, mRNA 


NJVL_(JJz954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


JNJV1 U3Zy53 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NJVMJJzbOZ 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM_03295 1 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
tianscnpt variant l, mKJNA 


NCjrUUUUUo 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
mQuciDie j y kza j on cnromosome i y 


INIVL \)D\Jo\)y 


nomo sapiens cniomosome iz open leaumg name zz (L^izortzzj, rntviNA 


IN 1V1 U l>+ Z O 


j^iomo sapiens eauy aeveiopmeni regulator i ^poiynomeotic i nomoiogj (Jri/Uivi 

111 Iv IN f\ 


IN 1V1 UZUZH-^t 


noiiio sapiens ciioime piiospiionansieiase i \L/iir 1 1 miviN/\ 


IN 1V1 KJ 1 7U / H- 


nomo sapiens uena-iiKe h- ^L-rosopmiaj ^ ullh j, hi iv in /\ 


inivi u i o yy\j 


nonio sapiens cniomosome ojjen leacung name y ^i^yvonyj, miviN/\ 


IN 1V1 Ul / O D D 


nomo sapiens ciiioiiiosonie zi open leacmig n dine ^i^. zioiidz) miviN.rv 


IN 1V1 \J 1 OZJ D 


rionio sapiens eion^dioi pioieiii z yCL^r z, iiiiviN.rv 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


TsJA/t H 1/1 GOT 


nomo sapiens connector ennancer 01 js^oivz ^^injs.z j, miviN/\ 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


JNJVL U1ZZ4/ 


Homo sapiens seJemum donor protein (brb;, mJ<JNA 


JNJVL UJZJcO 


Jriomo sapiens i^-dox ana WJJ-4U domain protein o [r dj^yv 3 ), mKJNA 


NM_007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mivJN/V 


NM 006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM (JlOo/4 


Homo sapiens zinc linger protein 15 y (ZJNJ H ziy), mKJNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


TV TTV /f f\ f\ f\ f A S~ 

NM_000646 


tt * liyi *J /111 1 , r* /--I 

Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
6, mRNA 


TV T"\ Jf f\f\f\S~ A C 

NM_000645 


TT * 1 1 y" 1 *J /111 1 , r» s -| 

Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


TV TA K (\ f A A 

NM 000644 


Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
2, mRNA 


TV TTv A f\f\f\f /( T 

NM 000643 


Homo sapiens amylo- 1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


TV TA K (\ (\ i\ f A ^\ 

NM_000642 


Homo sapiens amylo- 1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 

1, mKJNA 


JN1V1 UUUUZo 


Jriomo sapiens amyio-i, o-giucosicase, 4-aipna-giucanonansieiase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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JNM Ul /OOZ 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


JNJVL (JoU /44 


Homo sapiens scavenger receptor cysteine ncn domain containing, group B (4 
domains) (oKCKd4JJ), mKJNA 


NM 000493 


Homo sapiens collagen, type X, alpha 1 (Schmid metaphyseal chondrodysplasia) 

(L UL 1 UA 1 ), m K IN A 


JNJVL Uj /Wo 


rlomo sapiens cytocnrome F4M) polypeptide 4:> (LYrjA4j j, transcript variant J, 
mRNA 


MA A f \ 1 /I ^ H Q 

JN1V1 U 14:> /o 


rlomo sapiens ras nomoiog gene iamiiy, memDei u (AKriiJj, itikjna 


NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 

j (oLLlZAjj, mKJNA 


JNJVL UloUVJ 


rlomo sapiens nbosomal protein Lzo-liK:e l (KrLzoLlj, mKJNA 


JNJV1_Uj /UVj 


rlomo sapiens cytocnrome F4M) polypeptide 43 (LYr3A4j ), transcript variant z, 

mKJNA 


JN1V1 UZZoZU 


riomo sapiens cytocnrome r4ju polypeptide 43 1 r^A^j j, transcript variant 1, 

ITlrviN /Y 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


iNlVl UDZy/U 


nomo sapiens cnromosome zu open reaQing name ou ^l^zuoiiouj, mrviN/v 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


JNJVL UzlUzV 


rlomo sapiens nDosomai protein Ljoa (KFi^^oA), mKJNA 


NM 001001 


Homo sapiens ribosomal protein L3 6a- like (RPL36AL), mRNA 


NM (Jiio45 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1, mKJNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant z, mKJNA 


JNM Ulz3UU 


rlomo sapiens r-box and WJJ-4U domain protein lr> (rr$AW lr>), transcript 
variant 3, mRNA 


JNJVL VZZ/OV 


rlomo sapiens cnromosome zu open reading name oi (Uzuortoi), mKJNA 


NM 014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 

mKJNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


TVTA A A 1 A O T £ 

NM_030o7o 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 

mKJNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM 031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
Dmdmg piotem (AKr$Azr>K), tiaiiscnpt variant l, mKJNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


JNM_UUo4oz 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant 1 , mRNA 


"N.TA 4" A^ 1 TOO 

JNM (JJlzzy 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant z, mKJNA 


JNM lolzzo 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant 3, mRNA 


JNJVL UJlzz/ 


rlomo sapiens cnromosome zu open reading irame lo (Uzuortioj, transcript 
variant mrvr>/\ 


isjA/r fnid.9zL 

1M1V1 Uj 


rroiiio sapiens ciiioiiiosoiiie zu open leaciing iidine dj ^zuuiijj iiiiviM.rv 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross- link repair 1C (PS02 homolog, S. cerevisiae) 
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( LJL LKt 1 L ), m iv JN A 




nomo sapiens enromosome zu open reading irame ji (^zuortjL j, ltltvINA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 

III IV IN /\ 




nomo sapiens testis expiessed sequeLice z/ ^Li^yvz/ ltlkjn/\ 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


ATA A AO 111 C 

JN1VL UzlZlj 


rlomo sapiens cniomosome ZU open reading irame / / (CZUori/ /), mKJNA 


tvta /f nni/ii 
JNJV1 U1Z141 


rlomo sapiens Dr^AU/rl ( Asp-Olu-Ala- Asp/ His j box polypeptide Zo (UlJAZo J, 
mRNA 


JNJVL UZIZZj 


rlomo sapiens pioiine-iicn 1 (rKUL ij, itlkna 


JNJV1 UUoMlo 


Homo sapiens regenerating islet- derived- like, pancreatic stone protein- like, 
panci eatic tnreaa protein- mce (ratj (^rviiv_jLj, mrviNA 


IN IVL UzU D J 0 


riomo sapiens enromosome zu open leading name jz (v^zuori^zj, mrviNA 


INIVL UzU-jOV 


riomo sapiens iascin nomoLog J, actin-Dundimg protein, testicular 

^olLOLLgy LOCCLLILOIUS {JUL |JUL dlUSy ^ToL-lNj j, LlLLVlN/A. 


INIVL 


nomo sapiens orij>-QorLiaiii olvdz-llkc eiLciopiiiiiii r>z ^orijvj-Lrjzj, mrviN/v 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


IN IVL U 1 yUZ J 


riomo sapiens cniomosome zu open leaQing name 10 ^v^zuoriLoj, mrviNA 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP1 1), mRNA 


JNM U 1 / JOV 


i J i x ^ -x -x , x i ■ j' x -4 .-~x * — i 1 J ✓"x *-"x 1 1 fl ^~x /-x j- — i 1 >~x y"x, yx -4- -4 y-x y-x— j^X /-"X /I / 1 M 1 # /I \ ^ --X ^ 1 J f\ 1 /\ 

rlomo sapiens r>-ceii translocation gene 4 (r> 1 04j, mKJNA 


JNM UloOVZ 


li 1 y~X M -X -X. , j — 1 j- -v -x 1 . — ^. « -X i -• . -fc 1 -X « k x « -X -X j X j 1 j- X « -X -X , — V Til j X ■ , — X -*>-X ^X / — X j-X -« -ri 'X j- 4-m \ -*.-X -X i-~X 1' / ft 111 "X « -X— 1 / 1 ^ -X -x 1 J IX. 1 / \ 

Homo sapiens cniomosome zu open leading name 1 / (UZUorti /), mKNA 


TvTA/f AIQ/iO'7 

JNM UlooV/ 


J 1 , >x ^~x . ^< x -rf ^ -«^x / 1 M 1 >"X ■ m m^m^ -4 ^ x a j ^ x -w- ^x # 1 >x w ^~x -^x -»~x ^~x ^x >x ^~x -4jx ^x ,-x # # 1 1 w- -^w V / L-^k ^~x ■ -^w ^~x 1 \ 

Homo sapiens Lane lantibiotic syntnetase component u-like z (bacterial) 

fT ATxT/^T 1\ m DMA 
^JLAIN Lyi^ZJ, mivlNA 


JNM UloO / / 


Homo sapiens acetyi-uoenzyme A syntnetase z ( AUi tormmg) (AUAbZj, 

III Ivl N /\ 


IN IVL U L OH- J L 


riomo sapiens cniomosome zu open ledcung irame iou ^v_^zuoniouj, mrviN/\ 


IN IVL UlO / Z.J 


nomo sapiens LnierLetiKLn i / d receptor ^ili / d iv ltllvin/\ 


IN IVL U 1 O^f / 


nomo sapieLis CLLLOLTLosome zu open LeaciLLig ll dine 17 ^v_ zuoriL yj, mrvr\/v 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


JNM U 1 /o /4 


Homo sapiens enromosome zu open leading trame z / (uzuortz /j, mKNA 


"VTA/T H1 7Q^fl 

JNM Ul /ojV 


d J I x * -x -x. . ^ . ' i ^~X -i x -rf -x , i -m -m ^ ' J -4 -x *--x 1 ■ — « « -x J- X i 1 . — X 1 -* 1 w ] #1 1 J 1 1 1 \ -a^xx 1 J fx. 1 .' * 

Homo sapiens uridine Kmase-iiKe 1 ^UKivLi), mKNA 


NM 1)1/ /9o 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


XTA/f A1 77Qfl 

NM Ul / /oV 


Homo sapiens sema domain, immunoglobulin domain (igj, transmembrane 

/--X -x -x j-x -fl -fl^ ( ^ 1 ~IV \ j-x -fl'X -J ^-x ->x-J- ---w -w- -j -4- y-x fl^x 1 j-x -fl -\ -\ y—J y— \ -fl -x -k g-x -fl -fl^ ^ /— X fl-"X-^ a-x fl^X /-~\ flx fl -fl^x \ /I 1 / ~IV i\ /V /I "\ 

domain ^iivij and snort cytoplasmic domain, ^semapnormj (^oiiiviA4v^j, 

mT?AJ A 
1 1 1 lN.1 N /\ 


TsJA/T H 1 77 1 4 
IN IVL Ul / / H 


nomo sapiens cmomosome zu open reaomg iiaiTie id ^uzuori i j) mrviN/v 


IN IVL Ul /O/L 


riuiiiu sdpiciis cnruiiiusuiiic z*\) open rcdcimg irdmc h-^ ^^^uoriH-z j ? miviN/\ 


1N1VL UlOJO'l 


nomo sapieirs immune assoctateu nucLeotiue f iLKe l ^mousej ^i/viNH-i^i j, mrviN/\ 


IN IVL UlOJJH- 


nomo sapiens enromosome zu open reaurng irdme h-o ^v^zuorLH-oj, mrviN/\ 


TsJA/T fl 1 £^zL7 
IN IVL U 1 O-jH- / 


nomo sapiens cnroLTLOSome zu open reacuirg irame ^v^zuonzy mrviN/v 


INIVL UlOjZ/ 


X— T /ATAA /A O «A A 1 /"fc-*A O 1 A "f* /A T A A /A O /A"1AA O ^1 /A"*A -t*£iO /^l -| -|A 1AT ^fV^O "*AA £^ ^2 C O 4^ /A"**"fr^2 Q \ -f AA LP ^T^.T A 

nomo sapiens cniomosome zu open reading name jo ^v^zuoruoj, ltllvin/\ 


INIVL U L oZOZ 


I I / \ 1X1 / \ £i Qr\1 H o f\Q1»Q CMAA l^"1 ^ |X A -f" 1 -fx 1 / T) C! 1^ 1 \ -I-V1 1? ^xT A 

nomo sapiens paiaspecKie piotem i \r or l j, iriLviN/v 


IN IVL U L OZ / U 


nomo sapiens cniomosome zu open reauing irdiiie zu ^v^zuorLzuj, LLirviNy-v 


KW/t H 1 £9^7 
INIVL U L OZZ) / 


T— T/A"tAA /A O OtM /"VTA O Ta "t*/^\"fAA /A O /A TAA ^ O /ATA l^tl T*£^0 f~\ 1 TA rt "Pf/*OTAA ^ ^ /^x O /AT*"f V ^ /-x \ TAA IP "^vT A 

nomo sapiens cniomosome zu open leading name jo ^v^zuolljoj, mrviN/\ 


TsJA/T 0181 Q7 

in ivl uioiy / 


nomo sapLens zinc LLLigei pLotem oh- iioinoiog ^mousej yz^rro^r)^ nrrviNy-v 


NM 018010 


I— I ( ~\ \w i \ c'jnir>nc r*c tr^ cxr*n - rf 1 tr*/ 1 ro^'r'j^t^^r r^r*t^ 1 1 1^ r» 1 /Th QT? T? Rl 1 \ w\ 1? NI A 

J__HJ111VJ &d|JlCll& C&LlVJ^xvll lClClLt/Ll lt/xyC|JLVJl UKU/ta 11 JVC 1 ^ LdJlMVUL 1 lllrV±>| J rA. 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3 -domain GRB2-like endophilin Bl (SH3GLB1), mRNA 



227 



(400/104) 



NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


AJA A f\A£.Af\H 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(AraDidopsisj (LUJ^o/A), mKJNA 


\TA /T A1 CHOC 

JNJVL UIjVoj 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


TvTA A C\ 1 < Q L A 


nomo sapiens adenosine deaminase, KJNA-speciiic, J31 (KJ^ui nomoiog rat) 
(ADARB1), transcript variant DRADA2c, mRNA 


JNJVL UIjoJJ 


nomo sapiens adenosine deaminase, KJN/v-specitic, J3i (Ki^jji nomoiog ratj 
(a.lj/\ke5 1 j, rransciipi vanant ljivA. t>/\ZD, mKJN/\ 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


xta /f m /im o 
IN JVL U 1 4U 1 Z 


riomo sapiens KAo ( j< alj and otiivij-nKe oir-Dindmg ^kj^jvlj, m is. in a 


NMO 14841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 

( olN AJ V 1 j, lTl K IN A 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


"VTA A f\ 1 C~) 1 ~~) 

NMU1531 3 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
m R IN A 


NMO 14784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 

mKJN A 


TvTA A A1 /I O/TO 

JNM (J14ooz 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


MA A f\^ Af\Z.A 

JNJVL U14104 


riomo sapiens cnromosome zu open leading irame 4U (Uzuori4U v ), mKJNA 


JNM Uoozy 


Homo sapiens PRP3 1 pre-mRNA processing factor 3 1 homolog (yeast) 
(PRPF31), mRNA 


JN1VL Ul Z)41 / 


nomo sapiens cnromosome zu open leading irame zo (UzuoriZoj, mKJNA 


JNJVL U140ZJ 


riomo sapiens nephrosis z, ldiopatnic, steioid-iesistant (podocin) (JNr'rlbzj, 

mrviN A 


JN1VL U14DVZ 


riomo sapiens rvv cnannei mtei acting piotein i (JsJ^JNir i mrviNA 


NM014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
cnromaim, suDiamuy a-iiKe i ^oiviArvi^Ai^i j, mrviNA 


TvTA/T H 1 LA AO 
JNJVL UU44Z 


nomo sapiens stomatm (1^1^13 /z j-iiKe z j ujvllz j, mrviNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


IN 1VL U 1 J J 1 0 


nomo sapiens L^dv4-1N^J1 ti anscnp tion complex, suDuint (L^iNL/i4j, mrviNA 


TvTA /f n 1 1 1 A Q 

JNM UlJJ4o 


i' 1 , "v -1 .-x 'X d r- X ■ ■ j-x -4 ,'~X ^ X i d . x # d/~x . i , < xr -«ijdk>& -^^K, -w -w- -r ^~X -«MfX ^ J 1 -«IX >^ ^~x » -4 B M -r -41 -«^X ^ ^-x l>X /X -A^X d^X 1 -m Lax ■ j/~x -«H>*dkVX -4 1 T T" r -al-^.>X <-™X -rfXX bUvx ^x -«■>•> 1 / 1 

nomo sapiens potassium inwardly-rectifying cnannei, subiamily J, member 14 

(\£ r^TvT T 1 A \ i-kT DMA 
(JvLxlN J 14 ITlrvJN A 


JN1V1 UIjZ/V 


ll 1 x -«'^'x j^-x «t~x -*>x -*j y^x-*^ /"i l-x -fix ^~x -«j>*w>x v~x /~i «--x -*^>^ /— x | i» v^x ,--x-a--x -«ix /-"x «r^J -fj ^ x -l-x^^ X'X-^ /^x 1 i it 1 1 1 \ «j."X 'X 1 J 1 y% 

nomo sapiens cnromosome 1 1 open reading irame v (LJ loriyj, mKJNA 


NM012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
^oTrongyiocennoTus purpuraxusj ^jto^inzj, mrviNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


JNJVL UUUjJV 


|) _l ^"X HrX. "fc X df~X -«>■■> -4 /-"X «] ^X £ — < 1 ^X *-™X -Ml^X^X ^~X j — ^- 1 j-~x -* -*L*X -r— J >-x 1 T 4 X / 1 1 -J 1 m \ X ^X X 1 J fx. 1 / \ 

nomo sapiens nemogioDin, delta ( o tsuj, mKJNA 


TvTA A f\r\/ZC\C\Cl 

jnm uuoyyy 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


JNM UUo/ly 


nomo sapiens actm omding lijvl protein (AJdLIJVLJ, transcript variant Ar>LiJVL-m, 
mRNA 


JNJVL KjKjIdYd 


nomo sapiens actm omding Liivi protein (AJdI^iivlj, transcript variant Ar>mvi-i, 

mKJNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


JNJVL UU /lo4 


nomo sapiens nisciiarm (JNioLn), iiikjna 


i\iivi uuo/zu 


nomo sapiens acnn uinmng i^nvi protein ^ArJi^iivi transcript variant AJ3i^iivi-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to L1CAM (close homolog 
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(J 1 L 1 J n L 1 J, III 1x1 n r\ 


1N1V1 UU04 1 U 


nomo sapiens ni v - 1 i dx mieiaciive proicin z, j)u kj_>j i a i irz mrvrN a 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


1N1V1 UUo34o 


Homo sapiens goigi tiansport compLex i (vu kjj suDunit) (uULiLij, mKJNA 


IN 1V1 U U OH- U o 


riomo sapiens antenoi giacieni z nomoiog (^.enepus laevisj ^/\orvZ / j, nirviN/\ 


JNIVL UUO 1 UO 


riomo sapiens i es-associateQ pioiem i, oj ku ( i Ar i j, mr\JN/\ 


JN1V1 UUoUyo 


riomo sapiens JN-myc Qownstieam leguiateQ gene i (NDKajI J, m k in a 


in ivi uuou / 1 


nomo sapiens polycystic Kiuney Qisease ^poiycysimj ana rvt/j (sperm leceptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


IN 1V1 UUOUi/Z 


nomo sapiens caspase leciunmeni Qomam iamny, meniDei 4 ^1^/^1x1^4,1, mrviN/\ 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


jnivl uio/ij 


riomo sapiens uionyi-z-suiiotiansieiase (Uoi j, mKJNA. 


JNlvl UlDoZZ 


Homo sapiens nypertension-associatecl nomoiog (rat) (bArij, mKiNA 


JNJVL_UUj 15 3 


Homo sapiens KAdo interacting, Kinesm-like (rabKinesmoj (KArSoJvlrLj, 

AT A 

mrvlN A 


JNIVL UlOOOo 


Homo sapiens siaiyitransierase oiJ (aipna-z, o-poiysiaiytransierasej (olAioUj, 

111 ivl N f\ 


matt nn^^n^» 


nomo sapiens legumaiii ^i^\jiviin iiirvi>j/Y 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


JNJVl UUD4oy 


nomo sapiens peioxisomai acyi-L^oA tnioesterase (r ir^i), mrviNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


JNIVL UlDlUo 


Homo sapiens xyiuiOKinase nomoiog (H. miiuenzaej (^Yi^r$j, mKJNA 


JNJVL UU4olU 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM 004579 


Homo sapiens mitogen- activated protein kinase kinase kinase kinase 2 

(IVLAr 41vZJ, mlvNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphenols) 

/ {~\r^vj \ «,dat a 
(LULH), 111 Iv IN A 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM 004902 


Homo sapiens KNA-bmdmg region (KJNrl, RRM) containing z (KJNrCz), 
mRNA 


NM 004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (neat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


NM 0043 1 / 


Homo sapiens arsA arsenite transporter, Air- binding, homolog 1 (bacterial) 
(AiSNAl), mKJNA 


NM 001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
runction) (JiJN irJJoj, mKJNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

™-»T?AJ A 

mKJNA 


NM 003143 


Homo sapiens single- stranded DNA binding protein (SSBP1), mRNA 


A.TA A AATAHO 

NM 003098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
acidic component) (bN 1 Al), mKJNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
siaiytiansieiase, OU3 syntnase) (olAloA), mKJNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 

(oHr>), mKJNA 


NM 003579 


Homo sapiens KAlJj4-liK:e (o. cerevisiae) (KaU:>4L.), mKNA 


jnivi uuzooy 


nomo sapiens pieiotropic leguiaior i (rrvi^i nomoiog, Araoioopsisj ^rLKui j, 
mRNA 


NM 000139 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


"XTA A (\ {\{\ AO O 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCN1), mRNA 


JNJVL 000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


TVTA /T A A 1 1 1 O 


Homo sapiens adenosine deaminase, RNA-specmc, Bl (RbDl nomolog rat) 
(ADARB1), transcript variant DRADA2a, mRNA 


JNM 004J/0 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM 080645 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


ATA /f AO A/CO 1 

JNJVl OoOool 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mKJN A 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 1, 

- OAT A 

1T1KJN A 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 3, 

111 IN IN A 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


ATA /T AHA^'JO 

JNM 000o5o 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 

C »-» + *V\ / \7''T r \J\ W D\T A 

b -protein) (V 1JN), mKJN A 


NM OoOooz 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 

111KJN A 


JNJVl UUlU/o 


nomo sapiens vascular cen aunesion moiecuie i ^ vl^ajvii j, transcript variant i, 
miviN/\ 


1M JV1 UUO 1 1 D 


nomo sapiens preierennaiiy expressed antigen m melanoma ^ris^rvivijj/j, miviN/\ 


IN 1V1 UUU 1 / D 


nomo sapiens glucose pnospnate lsomeiase ^urij, miviN/\ 


1M1V1 UZUjZO 


nomo sapiens llj o ^ el r ri /a o j, iiiiv in /\ 


IN 1V1 UUZ 1 U" 


nomo sapiens nisiiuyi-trvLN/\ syntnetase ^ n /a i x o j, iiii\.in /a 


IN 1V1 U1ZZUO 


nomo sapiens 1 1 is i luy i- iixi n /a syntnetase-iiKe (_riAi\oL ^, iiiiv in /a 


TsJA/T OOzL^OS 
In 1V1 UUM-OUO 


nomo sapiens i-uox o ^iiu^vo^, tianscnpt variant i, miviN/\ 


IN 1V1 UoU/JO 


nomo sapiens i-uox o ^irs^voj, tianscnpt vanant z, in in. in t\ 


TsJA/T 080718 
IN 1V1 U O U 1 1 o 


nomo sapiens i - dux d y t dj^d ), transcnpt vanant z, miviN/\ 


TsJA/T 080717 
IN 1V1 U O U / 1 / 


nomo sapiens i -dux j \ i d a j transcnpt vanant n 1 ia in /a 


TsJlVt 0001 Q9 


nomo sapiens i - dux d y i daj ^, transcnpt vanant i, in in in /a 


XTA/T 0808^9 
JNJVl UOUOjZ 


nomo sapiens poiy^/vj umumg piotem, cytoplasmic j> yri\Dr\^z> miviN/v 


TsJA/t 080894 
1NJV1 UoUoZH- 


nomo sapiens cmomosome zu open leacimg name iuo vv^zuoiiiuoj, ituvina 


TsJA/T 080899 
IN 1V1 UOUOZZ 


nomo sapiens canuiuate tumor suppressor kj v ^/vz v i^/az j, miviN/\ 


TsJlVT 08089 1 
1N1V1 UOUOZ 1 


I — I * \ / a o ot\i c /T>lvr*/^\Tvi ac ^tv» OH r\t^/^n t*/^ci / 1 1 n rr ■Pt'otvi 1 HQ ^ (~~* 0 O/ a f* 4^*1 i\ ^ tv» t? A 

nomo sapiens cnromosome zu open reaumg irame iuo ^^zuoniuo j, n 1 in in /a 


XTA/T 080890 
1N1V1 U0U0ZU 


nomo sapiens cnromosome zu open reading name oo ^i^zuorioo j, mtviN/v 


TsJ"\/t O8O8 1 8 
1N1V1 UoUolo 


nomo sapiens o piotem-coupieu receptor ou ^orivouj, miviNA 


TsJA/T 080817 
1N1V1 UOUO 1 / 


nomo sapiens kj piotem-coupieu receptor oz i^orivozj, miviN/v 


XTA/T 0807QJ. 
IN JV1 U O U / y-r 


nomo sapiens mitocnonuriai nuosomai protein lj 7 ^iviivr L^jy)^ 111 inin /a 


TsJA/T 09007^ 


nomo sapiens cytosonc oeta-giucosiuase ^vji^u^j, miviN/v 


TsJA/t O^J.1 1 9 
JNJVl UZ)t-1 1Z 


nomo sapiens cnromosome zu open reading irame od ^i^zuonoj) j, miviN/\ 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


TsJA/T OlzLIA^ 
JNJVl Ul^fl^D 


nomo sapiens cmomosome zu open leading name jU (^zuoruuj, miviNA 


1N1V1 \JJ>D i -r\jy 


I I / A ITT / A COT\1<^TlC /"»lvf*/^lTYl AC /^TYI / A i~\ n T*/=* O 1 Tl CT "fr*OTV4/^ ^ /i / ^ O H A /l \ ITT F? Nvl A 

nomo Sapiens ciiioiiiosoine zu open leading iiaine j>h- ^^zuoiijjt-j, iuivin/a 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_02402 1 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


iNivi uz^-you 


nomo sapiens cnroniosonie zu open reacting name ^L^zuoii^to j, iyiklna 


IN JV1 KJZ^-oyj 


nomo sapiens cnromosome zu open leacimg name oy (czuonoyj, mKN a 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


JN1VL UZ4U / / 


Homo sapiens obUo Dinamg protein z (0J3FZJ, mKiNA 


JN 1V1 UZZ / d U 


rlomo sapiens LUrV constitutive pnotomorpnogenic LiomoLog subumt /r> 
(Arabiclopsis ) (LUrb /r> ), mKN A 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NJVL UZzjOo 


rlomo sapiens aiaenycie aenyiciogenase o iamiiy, memoer aj (Ai^UrioAij, 

™T?AJ A 

mrviN J\ 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


JNJVL UZZvoZ 


rlomo sapiens cniomosome zu open leaamg name jy (UZUorijyj, mKN A 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter- like, 
memoer iu (oi^L4Aiuj, mKN A 


TvTA A AO 1 

JNM U21z3U 


rlomo sapiens myeLoid/LympLioicL or mixeci-Lmeage LeukemiaJ (MLL3), mKN A 


NM021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mKN A 


JNM UUjzJo 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


JNJVL UZU4oj 


Homo sapiens njjko iamiiy mem Dei 4 (NJJK04), mKN A 


NM 0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
memoer 4 (oLt jA4j, mKN a 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


A.TA A H1 C/^/iC 

JNM (Jl^OOJ 


Homo sapiens acnaLasia, aclrenocorticaL msutiiciency, aLacnmia (ALLgrove, tnpLe- 
A) (AAAS), mRNA 


NM 021950 


Homo sapiens membrane-spannmg 4-domams, subiamiLy A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


TvTA/f r\f\z con 
JNM_UUj joV 


Homo sapiens alaenyae aenyarogenase o iamiiy, member AJ (Al^JJHoAlj, 
mRNA 


JNM UUUjJJ 


Homo sapiens proteolipid protein l (relizaeus-JVlerzDacner disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


JNJVL UlOZDZ 


Homo sapiens Dacuiovnai JAr lepeat-contammg o (^apoiionj (JjIKLoj, iiikna 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NM OlzizJ 


Homo sapiens v-mat musculo aponeurotic nbrosarcoma oncogene nomolog r 
(avian) (MAFF), mRNA 


NM 006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


A.TA A f\r\/Z 1 /I C 

NM 00ol4j 


Homo sapiens DnaJ (Hsp40) homolog, subfmaily B, member 1 (DNAJB1), 

ITLKN A 


NJVL UlDlZU 


Homo sapiens trmucieotiae repeat containing 1 1 ( 1 HK-associatea protein, ZoU 

KD SUDUllltJ ^INKL^l 1 J, mKN A 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyninesis-iiKe i ^o. cerevisiaej (jjj^nZLi j, mKiNA 


NJV1 UUUZ/ 


Homo sapiens cancer/tesiis antigen i jaui j, niKNA 


1NJV1 UoU/jU 


Homo sapiens cnromosome zu open leauing name 14J (l^zuoih4J j, ihkna 


JNJVL UJZoly 


Homo sapiens zinc linger protem J4i ^z>NrJ4ij, mKN a 


TsJA/L f)178Q^ 
imivi ui / oyj 


noiiio Sapiens c/a l^/ n ^/A>>p-vjiu-/Aia-/\Np/ n is^ uux poiypepiiue z,/ ^ l/ Lyyvz / ^, 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine- arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


AJA A f\Q AT'jn 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


"NT A A nOAT^O 

NM UoU/iz 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025 1 06 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mKJNA 


NM_030760 


Homo sapiens endothelial differentiation, sphmgohpid G-protem-coupled 
receptor, o (liJJOo), mKJNA 


JNJVL UloUoV 


nomo sapiens mitocnonaxia-associatea protein involved m granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene eiicoumg miTocnoncinai pioiem, miviN/v 


INIVI VjZlZKJD 


mo mo sapiens wnt-i responsive i^Qc^fz nomoiog ( w in. l o - 1 j, mivrM/\ 


inivi loz^yj 


nomo sapiens nypotneticai pioiem oivi/\roi ^oivi/\x^j)i j, mrciN/\ 


INIVI VjdZjjO 


nomo sapiens mteiieuKin- 1 n y z (iLin i zj, miviN/\ 


AJA A m /I ^2 ^2 1 

JN IVL U 1 4:5 d 1 


riomo sapiens solute carrier iamiiy /, (cationic ammo aciQ transporter, y+ 
sysiemj iiiciii ucr 1 1 ^oll/ai i mrvi>i J rv 


In 1V1 Ul / J U4 


nomo sapiens siduiim-z i adz j, mxviM/\ 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


IN IV! U 1 3 .3 D O 


nomo sapiens scriuuie ^o^ividj, itiivini/\ 


JN1VL LoUo4o 


nomo sapiens oiii Qomam-contammg piotem / (oi^i /), itikjna 


INIVI UlO^OO 


nomo sapiens i-dox ^+ ^io^^-j, in in. in /\ 


ata>t n 1 A/i 7n 

IN IVL U 1 04 / U 


nomo sapiens cniomosome zu map zuq ij?.i i 


AJA/T HQfk777 
INIVL UoU/Zz 


nomo sapiens a cusintegnn-UKe anci metaiioprotease ^reproiysm typej witn 

t It m-»t K ^ c i-\ ^ n / 1 i n +\rr\p» 1 TYir\+if 1 A / APIA X/ITC 1 A\ mDAT A 

tnromuos|Jonciin type i moni, 14 ^/\i^/\ivii 0 ih-j, miviM/\ 


IN IV1 W O UO / O 


nomo sapiens cniomosome zu open reaomg irame i jj ^lzuuiii jj j, mrviM/\ 


IN IV! U O UO / 


riUiiio Sapiens cnroiiiosoriie open reatimg irame oo ^^zuoiiooj, iiirviN /\ 


IN IV! \J O UOZ 1 


nomo sapiens cniomosome zu open reaumg irame i jo ^x^zuonij)oj, mrviM/\ 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


INIVL uou/iy 


nomo sapiens nypoineiicai protein ivivjL^^ id ^iviOv^^f^f /^j, miviN/v 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


ATA a mAA^JQ 

JNJVL UZUoJJ 


nomo sapiens viK-iiKe 1 ( VIKLIJ, mKJNA 


ATA A AA70^fl 

JNIVL UU/ZjV 


nomo sapiens vacuoiai piotem somng 4jA (yeastj (VrMjAj, mKJNA 


JNM UoUoJl 


nomo sapiens vacuolar protein sorting 41 (yeast) (vr o4lj, transcript variant Z, 

111KJNA 


AJA/f HI/l'JQA 
INIVL U 14.3^0 


nomo sapiens vacuoiai protein sorting 41 (yeastj ( vrMi J, tianscnpt variant i, 

111 IxlM /\ 


INIVI UlOOOO 


nomo sapiens vacuoiai piotem sotting ddd ^yeastj ^vrojjDj, mtvi>/\ 


MM 09901 f\ 
IN 1V1 \JZ,Ay 1 o 


nomo sapiens vacuoiai pioiem soiling jja ^idi nomoiog^ ^vr ojjAj, iiirvi>j/\ 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


AJA/f fil /I AA 1 

INIVL U14U01 


nomo sapiens ai k- i piotem ( i vi a o n i j , mrciNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


JNM UoUjV^ 


nomo sapiens nistone tamiLy member (hzD/bj, mKJNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


AJA/f AA1 

JNIVL UU loo/ 


nomo sapiens cytoenrome c oxidase suounit vile (UvJ^/cj, nucieai gene 
encoding mitochondrial protein, mRNA 


NM 001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0047 1 8 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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A.TA A AA1 O/l C 

NJVL 001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


\T \ if AA1 O/T/l 

JNJVL (J01oo4 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NJVL (J0o43o 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


A.TA 4" AOAf /I /I 

NJVL 080544 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


NJVL UoO:>43 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NJVL (JoUj4z 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


"X TTV K AOAC/1 1 

NJVL (Jolo41 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


TVTA A AOAf /1A 

NJVL 080540 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


\1 \ 4 AOAOA 

NJVL_08053y 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


NJV1_050538 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NJVL_005o77 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcnolmesteiase (LULvjj, transcript variant l, mKJNA 


NJVL {JoKJjyZ 


rlomo sapiens apoptosis related protein ArK-j (ArKoj, transcript variant Z, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR- 3 (APR-3), transcript variant 1, 

mKJNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NJVL DDI /45 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM 004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


A.TA A A1 O /I HO 

NJVL 032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (API Ml), 
mRNA 


-y T \ /f r\/A 110 0 

N MOO 1 128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


"N.TA A AOAC/1C 

njvl U00545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NJVL00J917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1 , mRNA 


NJVL 080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


NJVL Uo0545 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


"N.TA A AAOOI 1 

NJVL (JOzoJl 


Homo sapiens protein tyrosine phos{)hatase, non-receptor type 6 (PTPN6), 
transcript variant 1 , mRNA 


\TA/f AAIOOA 

NJVL 002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
^megaKdiyocyie ) yr i r in -4- mrviN/\ 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcriipt variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosrjhatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_(JUz8z8 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1 , mRN A 


NJV1 (JUzsz/ 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 
mRNA 


TVTA A f\ 1 A O A 1 

NJVL_(J14z41 


Homo sapiens protein tyrosine phosphatase -like (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


JNM 1)1)34/9 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1 , mRNA 


NJV1 080392 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 3, mRNA 


\ik / AOATA1 

NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
tianscnpt van ant z, mKiNA 


JNJVL (Joloyl 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGSl), transcript variant 2, mRNA 


JN1VL OOOVoZ 


nomo sapiens prostagiandm-endoperoxide synthase i (prostaglandin o/n 
synthase and cyclooxygenase) (PTGSl), transcript variant 1, mRNA 


JNM UU4100 


Homo sapiens calcypnosme (tAro), tianscnpt vanant 1, mKJNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NJVL 006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


A.TA A (\(\ I C\(\ C 

NJVL_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBP1), mRNA 


NJVL_005783 


Homo sapiens ATP binding protein associated with cell differentiation 

/ADA Y\\ *v»T> AT A 

(ArALJJ), mKNA 


NJV1 OoOoOO 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 

111 KJN /V 


INIYL UUZ^Ol 


nomo sapiens myeim associateu glycoprotein (^vlaaj j, transcnpt variant i, 

111 Iv In r\ 


1M1V1 UUJ77H- 


nomo sapiens i-uox z ^ijdvVzj, iiiixi >j /a 


rNlVl uouo^t / 


nomo sapiens i -dox i ^ idai tianscnpt vanant , miviN.rv 


NM 080646 


Homo sapiens T-box l (TBXl), transcript variant A, mRNA 


JNIVl UoUO /D 


nomo sapiens sperm associateu antigen ^-iiKe ^or /vo^f-Uj, mivrN/\ 


NM 080617 


Homo sapiens cerebellin precursor- like l (CBLNLl), mRNA 


ATA A n©A/C 1 1 

NM OoOoll 


Homo sapiens dual specificity phosphatase -like 15 (DUSP15), mRNA 


NM UoUolU 


nomo sapiens cystatm y-like (mouse) (LoiyLj, mKNA 


NM OoOoOZ 


homo sapiens actm related protein LI 5 complex, subunit Jr> (Zl kD) (AlvrCjoj, 
mRNA 


TVT/^ AAAA 1 1 

JNu 000011 


homo sapiens genomic cytocnrome F4jU, subtamily 11 A (pnenoDart)ital- 
inducible) (CYP2A.3@) on chromosome 19 


NM 01OO4V 


nomo sapiens cniomosome zu open reading rrame o (czuoiioj, mKNA 


NM OoOjV/ 


homo sapiens oxysterol binding protein- like 1A (UoDrLlAj, mKNA 


NM OoOoOj 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

O (djUAL 1 O J, mKiNA 




nomo sapiens loss 01 neterozygosity, iz, cnromosomai region i ^LUnizLKij, 
mRNA 


rN 1V1 yJD O 1 Ot- 


nomo sapiens oiiaL/Loiiieuiii z ^vjl^i^iviz,j, iiirviN.rv 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein- like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG_000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 
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JNJVL UZUVO / 


nomo sapiens nuclear receptor coactivator j (JNL-ajajj, mKJNA 


JNM UJJU44 


Homo sapiens microtubule -ac tin crosslinking factor 1 (MACF1), transcript 
variant j>, m is. in a 


JNJVL UJJUZ4 


nomo sapiens microtuDuie-actm crossiinKing iactor i (iVL/YUr ij, transcript 

Varialll Z, llllvlN/\ 


tsjo nnnn 17 


nomo sapiens genomic protocaunerm ueia ciusiei \ i ^ n d [cu ) on cnromosome d 


IN IVI U 1 D o O'Hh 


nomo sapiens cmomosome o open reaumg name j>z ^^ooii-jz^, mivi>/v 


1M1V1 UjZI OO 


nomo sapiens msrone aceiynransierase ivi i o i i ^ivi i o i ij, mrviN/\ 


IN IVI UjU / / O 


nomo sapiens cnromosome zu open reacimg name ioj ^^zworrioj) j, mivi>/\ 


1M IVI 1 o 


I — 1 / x ITT A C O IT 1 ^ n o t "* 1tt*/T"1^T / A C / \ ITT C± 9 O / -\ IT IT T*/^0 f\ 1 "IT <T "fr^O ITT C± 1 ^7 O / O 0/TT*'f*1 7 9 1 "ITT 1? ^VT A 

nomo sapiens cmomosome zu open reacting irame i /z ^^zuoni /zj, mrviN/\ 


in ivi uz^to i z 


nomo sapiens uram anu acuie leuKemia, cy xopiasmic ^r5/v/\i^i_ mivrNj'-v 


TSJA/T 09J.777 
1M IVI UZH- / / / 


nomo sapiens cniomosome zu open reaurng irame izh- ^^zuonizn-j, miviN/\ 


IN ivl UZ't / JO 


nomo sapiens agmaimase ljzjjo^j, mrvTN/\ 


TsJA/T 094^41 
1M1V1 UZH-OH 1 


I — I / -v ITT r\ C> CI 1T1 IT C ITT '1 IT rlac aIi IT ( Ih T I 1 0 Q ^ 8^ ITT T? A 

nomo sapiens manciasenn ^i^j izojo mrviN.rv 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


IN IVL UZ4 D U 1 


nomo sapiens ruKutm-reiateQ piotem (risJvr j, miviN/\ 


IN IVL UUD/OJ) 


nomo sapiens ammoaQipate-semiaiQenyQe syntnase ^/v/vooj, miviN/\ 


IN JVl UZDyDJ 


nomo sapiens cnromosome zu open reaomg rrame j jo ^L^zuorn ioj, miviN/\ 


JNJVL \JZlyyj> 


nomo sapiens ruo mtei acting piotem ^serme-argmme ncnj z ^rUoirZj, miviN/\ 


NMO 14555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

2> { 1 rvrlVO J, 111 i\ IN /\ 


IN IVL UUU!> d 1 


nomo sapiens lemn (rvJ^iN j, mKJN/\ 


IN IVL U 1 ODD Z 


nomo sapiens L^rn, ciooKeu necK-iiKe i ^urosopnuaj ^L^rviNivi^i mrviN/v 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


JNJVL uuiyo/ 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


IN IVL Ulo04V 


nomo sapiens nZ/\ nistone tamiiy, memoer iz (JizAr Y zj, rnKJN/\ 


JNJVL UlM4o 


homo sapiens rAb domain containing serine/ tlireonme Kinase (rAoJv), mKJN A 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 

111KJN/V 


JNJVL UIoZoj 


homo sapiens cnromosome 1 j open reading rrame iz (LJ jortizj, nuclear gene 
encoding mitocnoiidnai protein, huvtma 


IN IVL UloZO/ 


j 1 x~X -<-^-X y~X J'X -4 x-«^x i^l 'S 1 J 1 x ~i >^ -«^X y-"X -Ujx x X 1 1 T r -*^X>-X y~X ^-^-^ L-x >— X 1 / 1 1 J ^\ 1 j 1 \ « x X 1 J ^x. 1 ^\ 

nomo sapiens jiza nistone tamiiy, memoer j (^nZ/Vrjj, mKJN/\ 


NM_0 17555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

mT?TvT A 
II 1 Iv IN /A 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


JNJVL \)ijyy5 


nomo sapiens plasmoLrpm ( rJVlLF), mKJN A 


JNJVL U14VJo 


homo sapiens Jvllx mteiactoi (JVLUJNJJUA), mKJN A 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
mtei acting piotem j ( UJ3L,J^/ir jj, mKJNA 


NM014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 

lllKJNA 


JNJVL UIMjo 


1 1 _^yiXv>X ^~X 1 -Mv^ -4 j-^fc -4>X / 1 1 J 1 J X_ 1 ^ , "v >-^W ^% -MA j^X J^X ^X ^~X -MA- § m Jw M m 1 1 J \ -dXX 1 V fx^ 1 f\ 

homo sapiens Klibl corepressor (KtUK), mKJNA 


ATA A m 'J'3'2'7 

JNJVL \)i555 1 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


JNJVL U1JZJJ 


homo sapiens serine tnreonme Kinase 5y (oii^zu/oroi nomoiog, yeastj 

1 Ix J) J IllIvrN J f-V 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (APIS), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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/TTA AA A O 1 \ W D\T A 

( 1 1MIV1Z3), mKJNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog A 
(yeast) ( 1 iiviivii /A), mKJNA 


NM 006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide- exchange factor 2 

(DieielClm A-mlllDlteCl) (AK^LrlirZ), mKJNA 


NM 005992 


Homo sapiens T-box 1 (TBXl), transcript variant B, mRNA 


TVTA A AACC5 /I 

JNJVL (J(J5oJ4 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog B 
(yeast) (TIMM17B), mRNA 


NJVL_00U3o5 


Homo sapiens aquaporin 1 (channel- forming integral protein, 28kD) (AQP1), 
mRNA 


"XTA A AAOOHI 

JNJVL vvZoyi 


Homo sapiens Kas protein-specilic guanine nucleotide-re leasing lactor 1 

(KAouKr 1), mKJNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


JNJVL UUZ/yZ 


rlomo sapiens proteasome (prosome, macropam) suuunit, alpna type, / 

{r olVlA/ J, mKJNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


"MA A f\f\ 1 A HO 

JNJVL UU14UZ 


rlomo sapiens eukaryotic translation elongation tactoi 1 alpna 1 (Kbr 1A1 j, 
r? at a 

ITlKJN A 


XTA/T OQOA77 
JN1V1 UoUO / / 


riomo sapiens Qynem ngnt cnam z ^uiczj, itikina 


XTA/T HQA^70 

JN1VL UoUo/Z 


rlomo sapiens I^yri4i4 iiKe (J^t / / JVj, mKiNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

( IN J, III lv IN /\ 


JNJVL UoUO/U 


norno sapiens similar to kiisj^jn cuina zoiuujUJ 10 gene (ivio^ zo^i j, iiiklna 


XTA/T nQHAAQ 
JNiVl UoUooV 


norno sapiens similar to Kir^ri/iN cuina i i iuuuzl^Uo gene (iviol^:Oo4J, iiiklna 


XTA/T nQHAA7 
JNJVL UoUOO/ 


nomo sapiens simnai to KiKiirN cuina i^zou 14 gene ^iviol^id^+u / j, itikjna 


xta/t ncriAA^ 


nomo sapiens similar to KiKrj/iN cuina Jtszjui loLii / gene (ivKjL^iyoU4j, 

m R XT A 
11 1 ivl >J /A 


XTA/T O&OAAzL 
IN 1V1 U O U 004 


nomo sapiens similar to k±jsjj,in cuin/\ H-yjuz) /oruo gene \j\\\j\^yy izj, m is. in /\ 


XTA/T 080^9 
1>J 1V1 UoUOOZ 


nomo sapiens simiiai to rvirvJj/iN cuin/\ loiuuzzr 1 1 gene ^ivto^^-zoi mrviN/\ 


XTA/T 080^0 


nomo sapiens similar to rvtrvjj/iN cuin^tv izuuuit-in 10 gene ^ivivj^iT-zoy^, mrviN/\ 


XTA/T nQfiA^Q 


LJ ..m.x n nir»n c cimilQr +n O H<T F Kl ^F>XT A 9^100^0r^OA (rr>nr> ^ACIC* 1 A Q ^ Q\ mT?XTA 

nomo sapiens similar to kijsjj/In cuin/\ zjiuujUUUO gene ^ivio^ i^to^yj, niKiN/\ 


XTA/T 080^^7 


nomo sapiens vipirm ^cigz) mrvLN/\ 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


XTA/f OSOA^nZL 
IN 1V1 U o U O 0 4 


T-T/m^-wa conionc XTV t?FXT A 1 oti+irroii /"XTV t? FXT /l 1 N mDAT A 

nomo sapiens in i - k llin - ^ i antigen ^in i -kc,in-^-i j, itikina 


JNJVL UoUojJ 


nomo sapiens simnai to Kirvri/iN cuina 4VJUDuul>14 gene (iviLjL^yj4i > ), iiiklna 


XTA/T flQfkA^O 

JN1VL UoUCOZ 


nomo sapiens simnai to KiKiiJN cujna j /dkjj /oJNUo gene (iviouij^y /j, mKJNA 


XTA/T OOA9QA 

jnivi uu4zyo 


nomo sapiens leguiator 01 o-]3iotem signalling o (Kuoo j, mKiNA 


XTA/T H1 A 11 A 

jnivl ui4z.34 


nomo sapiens raou ^Deta-Ketoacyi-Lacyi-carner-protemj recuctase, ti conj iiKe 

TF r-oli^k ^FARHT ^ mT?XTA 
yd. COllJ \ i ADU L J, 111 IV IN r\ 


XTA/T 09477^ 
In 1V1 UZ^t / / D 


nomo sapiens gemm o ^oj-/1viiinoj, nrrviN/v 


XTA/T 080^.9 
IN 1V1 uouozo 


nomo sapiens d i\ i j umumg protein (Di\.ijDr mrviN/\ 


xta/t o&o^9^ 

IN 1V1 UOUOZJ 


nomo sapiens cmoinosoine zu open reading rraine lou ^v^zuoniouj, nrtviN/\ 


XTA/T 080£»1^ 
1M 1V1 W O UO 1 O 


nomo sapiens cmoinosoine zu open reacung name i iz ^^zuoni izj, mrviN/\ 


xta/t osoa 1 9 


nomo sapiens uuo/uaD ramny memuer d ^uadj j, niKiN/\ 


XTA/T 080^.07 


nomo sapiens cmomosome zu open reaumg name iuz ^v_,zuoniuzj, mrviN/\ 


XJA/r oso^rn 


FToTvin c^nifnc c\~\ vt ^ m ncn m 90 cinon vc 'a (\ iikt -Pi-o yw r» 1 A 9 f 9 0 ot*"F1 f\~)\ TnT?XIA 
JTHJlllVJ &CllJlCllo L/lll VJ111VJ&VJ111C' Z/W VJIJCll ICdLllll^ 11 dlllC 1UA I V^Z/ WVJ1 1 1 UZ. ^, lll£Vl>l J rA. 


NM 032019 


Homo sapiens histone deacetylase 10 (HDACIO), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 o]3en reading frame 104 (C20orfl04), mRNA 
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IN 1V1 UZZ 1 U^ 


nomo Sapiens cniomosome zu open ieaumg name 0/ ^v^zuorio/ j, mrviN/A 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


IN 1V1 U 1 CO 1 1 


nomo sapiens cnioniosome zu open leading irame 4 ^v^zuorM-j, mrviNA 


1N1V1 UUZ1 lO 


riomo sapiens niajoi msiocompaiiDiirty complex, class i, a (rii^/v-/vj, mrCiN/\ 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


JNJV1 uzuyjj 


riomo sapiens zmc linger piotem 5 1 / (ZJNr J i /j, mKJNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mKJNA 


JN1V1 UloZUu 


riomo sapiens vacuolar protein somng dj (yeastj ( VFb3 j ), mKJNA 


JNJV1 U14Ulo 


Homo sapiens UhAD/H (Asp-Olu-Ala- Asp/rlisj box polypeptide do {\Jl)j±3c>), 
mRNA 


JNJV1 UUo44j 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


JN1V1 UlOO/J 


Homo sapiens pre -m kin a processing iactor lo (rKr loj, mKJNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


"NT A A f\f\A 1 A 

JNM UU4374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


\ T \ jc AA1 0/' / ) 

NM_001863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM (JUjzUj 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


JNJV1 loZoUy 


Homo sapiens cytocnrome c oxidase subunit IV isoiorm z (CUA41ZJ, nuclear 
gene encoding mitochondrial protein, mRNA 


JNJV1 loZ4oV 


Homo sapiens acrosm binding protein (AUKr>r j, mKJNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91 -like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens LrAl A binding protein 5 (OA1 A5), mKJNA 


NM 002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DrBl), mKJNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mKJNA 


NM 004375 


TT * S~~* /~\ \/ 1 11 1 , 1 '1 11 , • / , \ 

Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(tUAi 1 j, nucieai gene encoding mitocnondnai piotem, mKJNA 


JNM UU13UJ 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
Ayiamesyitiansierase (yeastj (L^vJAJUJ, nuclear gene encoding mitocnondnai 
pioieiii, iiirviNjrv 


IN 1V1 Uj^-UZO 


nomo sapiens acyi-maionyi conuensmg enzyme ^/\ivi/av^j, niiv in /a 


1N1V1 UjZ40j 


nomo sapiens cnioiTiosoiTie zu open reading irame i j4 ^v_,zuoniz)H-j, mrviN/A 


1N1V1 UJ)J)J)t-Z 


noiiio sapiens triparriie motii-coniaining / ^ irviivi/ j, in i\ in /\ 


XTA/T C\"n>A1'\ 
1N1VL VJJJ^Zl 


nomo sapiens cmomosome zu open leading irame 101 ^v^zuornoi j, mKiN/\ 


IN 1V1 U 3 S> 17/ 


nomo sapiens cnromosome zu open reaomg irame i it ^v^zuorn i^j, iiitv i n /a 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


TsJA/T n^9£8^ 
1N1V1 UjZoOj 


nomo sapiens cnioniosome zu open reading irame iuu ^v^zuoriiuuj, mKiNA 




noiiio sapiens oxysieioi uiiioing pioieiii-iiKe o ^uoDr lo j, iiirviN.rv 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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ATA/t 10ft 
1N1V1 UZj IZO 


nomo Sapiens iviuooi enuonuciease ^iviuooi j, miviN/\ 


ATA/T flOACKft 

in ivi vz^H-yj o 


X-T /A fAA /A O O ~tX^ "1 £X"fl O /"* 1a f* /A 1 AX /A O /A "1 AA /X O C\ /AYX^X^fl **£X O f~\ 1 1A fA" "fn^OTXA/^ QQ / O ffc 1 /X Q \ "fVl"I? "^xT A 

numu Sapiens cmumusume zu upen reacung iraine y<j ^^zuunvo mivrNz-Y 


mm 09zL^^ 
1N1V1 UZH-QOj 


numu sapiens ammupeptitiase-iiKe i ^r>.rjj/.r i^i iiiin.i > /a 


ATA/T H9zL^ft/x 


noiiio Sapiens oxysieioi Dincnng pioiem-iiKe y ^uodi L7 j, iiiisjn>\ 


ATA/T 09ZL190 
IN 1V1 1 ZU 


numu sapiens eniumusume zu upen leacimg irame / ^^. zuun/ ^, iqisj.n/\ 


ATA/T 099 77 A 
In 1V1 UZZ / / O 


numu sapiens uxysieiui uincimg piuiem-iiKe 1 1 (UoDrLi i inrviN/Y 


NM 022109 


Humu sapiens CDw92 antigen (CDW92), mRNA 


ATA/T n99Hftft 


nomu sapiens zinc linger proxem jjo ^z^iNrjjo mi\JN/\ 


ATA A HO 1 1 

JN1V1 UZ lOo 


numu sapiens cinumusume zu upen leacimg irame y i (CZUuiiV/j, niKJN/v 


NM 021232 


Humu sapiens pruline dehydrogenase (uxidase) 2 (PRODH2), mRNA 


ataa no 1 oon 
JN1V1 \jZYZZ\j 


numu sapiens zmc imgei piutem Jjy (Z,JNr 33y), mKJN/V 




Humu sapiens SI 00 calcium binding protein A14 (calgizzarin) (S100A14), 

111KJN /V 


ata/t nonA^o 

INIVI UZUOOV 


numu sapiens tweety numuLug i ^urusupnnaj i i nij, miviN/\ 


NM_0 18972 


Humu sapiens gangliu side -induced differentiatiun-assuciated protein 1 

(UJJAr 1 j, 111 In. IN A 


ATA/T C\ 1 7QO 1 

inivi ui /yzi 


numu sapiens nyputneTicai piutem ri^jzuoo / ^iNri^4j, miviN/\ 


ATA/T H 1 77ft A 
JNivl U 1 / /o4 


numu sapiens uxysteiUL DinQing piutem-LiKe iu ^Uorsrvuiuj, m±viN/v 


ATA/T n 1 77^ 1 
IN IVI U 1 / / jl 


numu sapiens uxysteiUL DinQing pruiem-LiKe / (UoJ3ri^/ j, mrciN/\ 


ATA/T m Qono 
JNIVL UloZUV 


numu sapiens /\JJr -riuusyiatiun iactcr 1 ui r ase activating protein 
\ r\ iv r i i j, in is. in f\ 


TsJA/T n 1 ft 1 no 

IN 1V1 Ulol UZ 


numu sapiens zinc imgei pruxem dd^t ^z^inf d j4 mivi>z-v 


ATA/T H 1 ^ftQ 1 

in ivi u i z) o y i 


l—l /A~*AA /A O O "tA"1 /X-*A C> "tA\"f^/3t "tAA lx /\ i> -»A 1 "1 /X"l "fA iA" TO ^*TrfA"** 1 / / U U |_J | / \ -»AA L^r Ix /\ 

numu sapiens pie-mivi>i/\ spncmg iaciur i / yr ix_r i / j, miviNz-v 


NM 016599 


Humu sapiens myuzenin 2 (JVIYOZ2), mRNA 


ATA/T n 1 /I Q/^O 
JNJVL U14VOZ 


numu sapiens did ^rUZij domain containing j yr> irsujj, miviN/v 


ATA/T nizTft'*^ 
JNJV1 U14oJO 


nomo sapiens oxysieioi Diiidmg piotem-iiKe z ^uoor lz j, miviN/\ 


ATA/T n 1/1 70^ 
JNJVL U14/Z.3 


nomo sapiens syntapninn ^oiNrnj, mrviN/\ 


ATA/T H1 /I 1 ft^ 

INIVI U 141 Oj 


nomo sapiens dynem Lignt cnam z/v ^uini^l^z/vj, miviN/\ 


ata/t ni/in^^ 
rMivi ui4u:o 


nomo sapiens carnitine denciency-associateo gene expressed m ventricle i 

(C^TWJ W ml? AT A 
^ U V - 1 J, 111 ivi n! /\ 


ATA/T n 1 AzL77 
IN IVI U 1 44 / / 


T T y-A"f AA /A O OtM /-v-*A O Tx "** /A AAA /A O yA"*AA /^X O /A"*A ZX^tA -**/^X«A S~\ 1 ^*A /A" -fV**A "tAA £X 1 Z' O y-AA*"f*1 \ -*AA X) "r\.T A 

nomo sapiens cniomosome zu open reading iiame iu ^l^zuoiiiuj, miviNz-v 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


ata/t m^'JAQ 
jnjvi uijjoy 


| | y^v ^AA y~\ y^l "I ZX"*X C^. 1 1 IX. 1 /V / y^*T 7"-¥" /^X O "1 -*A *V \ -*XX /"> "T" lx T 7 1 y"^ Ta-f^O y^l ^ | -f | r- ill 1 l\ /I 1 J 1 \ -*XX 1 J 1 /V 

nomo sapiens uin/v (cytosme-D-j-metnyitiansieiase j-iiKe (uintvii jI^j, niKJN/v 


ATA/T m O/l AO 

JNJVL U1Z40V 


nomo sapiens cnromosome zu open leading trame 14 (UZUorti4 y ), mKJN/\ 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


ata/t nmnno 
JNJVL UU/UUz 


A 1 y-x -tfy^y^ / I y^x -4>X -m j^x / *1 /-\ y— J |yx ^-~X ^ 1 -m r X -*>x -«»» <^X ✓ X ■ -x 1 y X -4- -4 -4yX y r X J x X y~X 1 y*V X x -m 1 A / /\ 1 ill f\ /I 1 \ -axx 1 M IX. 1 /X 

nomo sapiens adiiesion leguLatmg moLecuLe 1 (AiJKiVLij, mKJNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mKJNA 


ATA/f nn^oTJ 


3 T y^V * -X -X r\ « X 4 ^-V -t X y-^1 < X y^X 1 -« « X ^X M y^X ^1 f 1 i 1 J ^ "\ T" \ - x X 1 ) ^Xx T /V 

nomo sapiens pro Line ricn z (rKULzj, mKJNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 

mKJNA 


JNM UoU4/4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoei iz (oryKr^iiNDizj, hikina 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUB A3), mRNA 


ATA/T nni/iAi 
JNIVL UUJ 4o3 


noiiio sapiens piotem tyrosine pnospnatase type iva, memoer i (K1K4A1), 
mRNA 


ata/t moftftft 

JNJVL UI7OOO 


T__T yAAXA /A O 4A "t A 1 /~~VAA O -*AA /X 1 OiA /A yfX /X-f*^"1 -fA ^2 -**ZXy7^* ZXVX A JV ^5 X? \ -*AA X? "rV.T A^ 

nomo sapiens meLanocomn j receptor ^iviv^oKj, mKiNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide l, alkali; skeletal, fast (MYLl), 
transcript variant 3f, mRNA 


NM 079420 


Homo sapiens myosin, light polypeptide l, alkali; skeletal, fast (MYLl), 
transcript variant l f, mRNA 
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JNJVL uuu/yj 


nomo sapiens dopamine receptor Dz (DKUz), tianscnpt variant 1, niKJN/V 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


JNM_(J79837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


JNJVL (Jl/ooy 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


JNJVL 1)79425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


JNJVL U/V4z4 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


JNJVL U/v4zJ 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie (ivi i lo j, tianscnpt variant z, itlkjn/\ 


IN IVl UZ 1 u i y 


nomo sapiens myosin, ngnt polypeptide o, aiKau, smootn muscie anu non- 
muscie ^ivi i i^o ^, tiaiiscript variant i, mrviM/\ 


xta/t ooa^oq 


nomo sapiens on iu nucieai oouy protein ^or i iwj, tianscnpt vanant a, mivi>/\ 


1M IVl KJ O UH-ZH- 


nomo sapiens on iu nuciear oouy piotem i iwj, transciipt vanant c, miviM/\ 


TsTN/T OOzL^IO 
1N1V1 UU'tJ 1 KJ 


nomo sapiens on iu nucieai oouy piotem (on iuj, nanscnpt vanant u, iiirvi>j/\ 


TsJA/T 004^7zL 


nomo sapiens peanut- nive z ( i_>/rosopniia i i r in u ilzi, transcript vanant i, mivi>j/\ 


TnJA/T 0R0J.17 
In 1V1 U o WH- 1 / 


l I { a m / x cqmi pnc ttPQnnf 1it^/^ 0 1 ^ta caiaIiiIq^ /^T^^VT t 1 1 T O \ •fT , QncAi , in+ i7QT*iqh+ /I tv^1?^VT A 

nomo sapiens peanut- iiKe z ^.L/rosopmiaj ^iimu ii^zj, transcript vanant h-, miviMi-v 


1M 1V1 KJ O UH- 1 O 


nomo sapiens peanui-iiKe z ^i_^iosopiiuaj ^riM u i-Lzj, transcript vaiid.ni j), iiuvi>ji-v 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


xr\>f ooo 1 1 7 
inivi UUZ1 1 / 


nomo sapiens majoi nistocompatiDiiity complex, ciass i, ^ni^/v-L^j, mrvrM/\ 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


JNL, UUloU/ 


nomo sapiens mitocnoncinon, complete genome 


JNJVL UoU4oV 


Homo sapiens syndecan binding protein (syntenin) z (oJJUrsrz), mKJN A 


JN1VL UU1W/ 


nomo sapiens rinKel-rSisKis-Keilly murine sarcoma virus (rr>K-iVLuo V ) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


JNM Uj / 1 /y 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Denno-1 (DERMOl), mRNA 


JNJVL UUlUUo 


nomo sapiens rioosomai protein o4, Y-imK:eci (Kr MY J, mKJNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


JNM_(J(J5 192 


Homo sapiens cyclm-dependent kinase inhibitor J (CDKz-associated dual 
specificity phosphatase) (CDKN3), mRNA 


JNM U7V4zl 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


\|\ < aa i OAA 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM (J7oozo 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


JNM_(J(Jlzoz 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(UDlsJNzL,), transcript vanant l, mKJN A 


JN1V1 U/o4o/ 


nomo sapiens cyclm-dependent Kinase inhibitor zd (pi j, inhibits L,uiv4j 
(^uisJNZrs j, transciipt vanant z, itikjn/a 


NM 004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^^iJis^rNZD j, traiiscii|jt vanant i, mivrN/\ 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


inivi ujzy^fj 


nomo sapiens DArr leceptor ^ d/a r r iv m ivin /\ 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1 , mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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JNJVL UU4/4U 


riomo sapiens lOr J3l-mauceci anti-apoptotic factor l (llArlj, transcript variant 

Z, lTLKJN/\ 


NM_078471 


Homo sapiens TGFB 1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

1 m D ATA 
1 , 111 IN. IN J\ 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


JNJVL U/o4oj 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


"VTA A AC /I f V") /i 

JNJVL lo4l)zo 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


TvTA A A 1 T) C /< 

NMU1J354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1 , mRNA 


JNM (J(J4(Jo4 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 


NJVL_000389 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
tianscnpt variant 1, mKJNA 


JNJVL U/o4o/ 


riomo sapiens cycim-aepenuent Kinase mnioitor i/\ (p^i, Cipij (CUJvJN 1/Vj, 
nanscnpt vanant z, mKJN/\ 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 
miviN/\ 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


JNJVL U/o4ol 


Jionio sapiens L / antigen (LUV/j, nanscnpt vanant 1, mrCJN/v 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_U8043z 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


JNM (JzUo57 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


TvTA T AOA/I 1 A 

NM 080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 

mKJNA 


TvTA/T C\Q ClA 1 1 

JNJVL UoU413 


riomo sapiens vacuolar protein sorting lo (yeast) (VroJoj, transcnpt vanant 3, 

*v,DAT A 

mrvlN/v 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 

mD AT A 
1Y1 Iv IN /a 


jnjvi uzi /zy 


iriomo sapiens vacuoiai piotein sonmg 1 1 (yeastj ( vroi i j, iiikjn/v 


JNJVI UlOoUO 


riomo sapiens oiigocienciiocyTe lineage Tianscription tactor z ^^ji^tozj, mrviN/\ 


1NJV1 U1Z1UO 


riomo sapiens Dmcier ot /vri two (j3/\tci i j, niKJN/\ 


NM_006095 


Homo sapiens ATPase, aminophospho lipid transporter (APLT), Class I, type 8A, 
memuer i (AJroAi j, m is. in /\ 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


TVTA A AAIO/I 1 

JNM U(Jlz41 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


JNJVL UU1Z4U 


riomo sapiens cyclm 1 1 (UL.JN 11), mKJNA 


JNJVL UUU4/4 


riomo sapiens twist nomolog (acrocepnalo syndactyly 3, oaetnre-Unotzen 
syiiQiomej (^urosopnuaj ^i wjo j mrviN/\ 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

m omKnr 1 1 /QPD PIMP 1 1 \ mT?TvTA 

memoer 1 1 ( o C/ivr i in t> 1 1 j, m k in /\ 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


JNJVL U14jMI 


riomo sapiens casj^ase lecruitment domain protein iu (L./VK1J1U), mKJN/V 


IN 1V1 U 1 ZZ O / 


nomo sapiens ceniaunn, ueTa z ^L^jj/iN ir>zj, mrvr>/\ 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 1 , mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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IN 1V1 U U 4 4 4 D 


MO1TIO sapiens xipLioo yilrrlDj J, mKLNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


TvTA A f\*\ HA A Q 

IN IVL Ul /44 V 


nomo sapiens r^pLitsz (±ir nJ3Zj, transcript vanant z, mKJN A 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


JNM (JUooUU 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant z, mKJN A 


JNM u/oozy 


rlomo sapiens maLe-specitic LetnaL J-Like 1 (JJrosopniLa) (MoJ^JLl), transcript 
variant 1, m is. in /\ 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, miviN/\ 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


JNJVL UoU4oU 


rlomo sapiens seienopiotem oeiivi (oiii^iVL), mKJN/V 


JNM (JjZV44 


Homo sapiens putative sodium-coupled cotransporter RKSTl (RKSTl), mRNA 


NM_02483 1 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 

mKJN A 


JNM loZolo 


rlomo sapiens soLute earner tamiLy / (cationic ammo acid transporter, y+ 
system;, memDei J (oi^L /Ajj, iiikin/v 


JNJVL UoUjoj 


nomo sapiens caiDoxypeptiQase /vd (^r/o mrviN/v 


TvTA/T H 1 &AH& 
IN IVL U 1 04 / O 


nomo sapiens J\r\^i i anapnase promoting complex suounit 1 1 nomoiog ^yeastj 

( A XT A T>C 1 1 ^ tviPXTA 
^/VlN/\r y^ l 1 J, 111 IV IN /A 


IN 1V1 UOUJ07 


nomo sapiens cieiensm, ueta h- ^ el r dh- j, in in. in /\ 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


1N1V1 UUOVZo 


nomo sapiens suver nomoiog nnousej ^oii^v j, mrviN/\ 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


JNJVL UoUjoo 


homo sapiens nypotiieticai piotem ivioui / jzo (ivioui /r>Zo), mKJN/V 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


JNM (JoUzo4 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


JNM (JoUzsJ 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 9 
(AdLAV), mKJN A 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 

(AIdUAIU), 111KJN A 


JNM (J(Joj4y 


Homo sapiens calcium/caLmouuLm-aepenaent protein kinase kinase z, beta 

( LAM ININz J, mKJN A 


IN IVL uu/zuu 


nomo sapiens a Kinase kis^aj ancnor protein id ^ArvAi^i s> j, mKLNA 


JNJV1 UUZ4/0 


nomo sapiens myosin, ngnt poiypeptiae 4, aiKaLi, atnai, emoryonic ^ivi i L4 j, 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


JN1VL UUoUUl 


Homo sapiens tuDuim, aLpna z ( 1 UrSAz), tianscupt variant 1, mKJN A 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


JNM UUoUUU 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM_004376 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(LUaJ j J, nuclear gene encoding mitocnondnaL protein, transcript variant z, 

mKLNA 


1N1V1 UZH-H-U / 


nonio sapiens rN/\.L>jn cieiiyciiogeiiase ^uuKiuiiione^ re-o pioLein / yz^vKU) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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ATA A f\ 1 1 1 A ^ 


rlomo satjiens vacuolai jiiotem sorting factor 4A (VrMA), mKJNA 


JNJVL Ujoz4U 


rlomo sapiens solute earner tamily o (sodium-calcium exchanger), member 3 
(oLLoAj j, tianscnpt valiant o, itikjna 


AJA/f 0^^9/^9 
IN IVl UZ)Z)ZOZ 


nomo sapiens soiute earner iamny o (soQium-caicium exenangerj, memoer d 

^Oi^UoAj J, TlallSCnpT Vallalll a, nirvlN.rv 


TsJA/t OOzLRf^Q 
IN IVl UUH-OO" 


nomo sapiens suppiessoi 01 n^dnspon ueieci i ^orvi->>i mrviN/\ 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1 , mRNA 


AJA/f 09^1zl1 
IN IVl UZD 141 


nomo sapiens ddt -iiKe protein z (dli z transcripT variant z, mrviN/\ 


AJA/f 

IN 1V1 U / o4 / J 


nomo sa]3iens rSrSr-iiKe protein i (r>i^r ij, tianscnpt variant i, mrviN/\ 


AJA/f 1 Q/i o 

INIVl UJ)iy4U 


nomo sa]3iens rjrsr -iiKe piotem i (DLr J j, tianscnpt vanant z, mrviN/\ 


AJA/f nOH7/lQ 
JNJVl UZU/4V 


nomo sapiens /viz iece]3tor-intei acting |3iotem i (/viir ij, mrviN/\ 


AJA/f O 1 Q £L'79 
IN IVl U 1 o O / Z 


nomo sapiens Air -Dmuing cassette, suD-tamiiy a (Adli j, memoer j 

\r\ D L Aj J, 11 1 IS. In 7A 


TsJA/f 09 O 177 


nomo sapiens iemmization i nomoiog a ^r jj/ivii/A.j, miviN/\ 


1M IVl UUZUO O 


nomo sapiens giu.tamate receptor, lonotropic, Kamate d ^ vj iv i ivz) in in. in /-\ 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


AJA/T O0 1 9^Q 


nomo sapiens cycnn n ^i_-L.iNnj, miviNA 


AJA/T 01/19QA 
IN IVL U 1 4Z o O 


nomo sapiens iiec|uemn nomoiog (uioso]3iiuaj (rrvi^v^j, mKJNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


JNM UUooM 


rlomo sapiens complexin 1 (LrLAl), mKJNA 


NM 006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 

«-»-» DAT A 

mKJNA 


NM 001850 


Homo sapiens collagen, ty]3e VIII, alpha 1 (COL8A1), mRNA 


NM 000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


A.TA A AAAAT7 

JNM_000077 


Homo sapiens cyclm-aepenaent kinase inhibitor zA (melanoma, plo, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


JNM_058197 


Homo sapiens cyclm-dependent kinase inhibitor zA (melanoma, plo, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


\t \ 4 AC01 A/C 

JNM 05ol9o 


Homo sapiens cyclm-aepenaent kinase inhibitor zA (melanoma, plo, inhibits 
LUiv4) (UDJsJNzA), transenpt vanant z, mKJNA 


A.TA A AC01 OC 

JNM Ujo19j 


Homo sapiens cyclm-aepenaent kinase inhibitor zA (melanoma, plo, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


AJA/f f\'\AQC\f\ 

JN1V1 U14oUU 


nomo sapiens enguitment ana cell motility i (cea-iz nomoiog, c eiegansj 

(lil^lVKJl J, ITlKJNA 


AJA>f ri7QQ1/l 
INIVL U / Vo 


nomo sapiens secietory camei memDrane ]3iotem 4 (oL.Arvii^-4j, iiiklna 


AJA/f O 1 O 1 1 O 
IN IVL U 1 V 1 1 u 


nomo sapiens nypotneticai protein ri pj /dld \r irs* /jk^o), itiklna 


AJA/T 0990QA 
JNJVl UZZU 'oO 


nomo sapiens enguitment ana ceil motility z (cea-iz nomoiog, l^. eiegansj 
(ELM02), mRNA 


AJA/f O^Q 12^ 
IN IVL UjoIoj 


nomo sapiens ouin uin/\ umamg piotem ^o^jin ), m k in /\ 


AJA/f nnQ 1 r\i 

IN IVL UUjIUj 


nomo sapiens oL/iN ijina omaing protein (oLJJN iiiklna 


AJA/f n^ri7A7 
IN IVL loU/O/ 


nomo sapiens ai -hook nanscn]3tion tactor ArviNA ^aivinaj, mKiNA 


AJA/f O^ Q 1 Q1 
INIVL KJJOiyi 


nomo sapiens enromosome zi open reaamg trame oo ^^zioriooj, mKiNA 


AJA>f O 1 ^£*^7 
IN IVL U 1 JOO / 


nomo sapiens Air^-Dinamg cassette, suo-tamiiy a ^adli j, memoer iz 
(ABCA12), mRNA 


AJA/f 090zl97 
IN IVl UZU4Z / 


nomo sapiens /\ivo coiiTpoiient jz> ^/vivo miviN/\ 


IN IVl UZ 1 \JD O 


nuiiio Sapiens ctciiii iiiaiiieiii associaiea pioiein ^/\rzA.r ^, iiiivinza 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP- associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl),mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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JN JVL UZ 1 yjj 


JrLomo sapjens LiomoLog 01 mouse J3V0 (oomDma variegata o Jcuaj, prokmeticm z 
precursor (BV8), mRNA 


JNJVL KJiDDyy 


Jdomo sapiens breast cancer metastasis-suppiessor l (J3KJVL0J ), mJvlNA 


JN1VL UU/U/J) 


Homo sapiens blood vessel epicardial substance (BVES), mRNA 


JNJVL Ul / /zo 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 

/T>r>p 1 T> 1 A TW m PATA 
( ill 1 IN. 1 ^LJ J, III K IN JA 


JNJVL UUO^O 1 


Jiiomo sapiens poLyauenyLaie Dinumg proTem-mteracting protein i yrP^ir 1 
mRNA 


JNJVl V 1 OU 1 D 


j^Lomo sapiens ooa protein oooo ^oo-doj, mjviN/\ 


JNJVL UjZoIZ 


j^Lomo sa]3iens tumoi eiiGotneiiai maixer / -reiateu precursoi (^j^jvl/JvJ, mJviN/\ 


JNJVl UZZ/4o 


jrLomo sapiens tumor enQotnenai marKer o ^ i tiivioj, miviN/\ 


INIVI loZ / / / 


Jriomo sapiens tumoi enuotnenai marKer j L^tecursor ( ij^ivij j, rniviNA 


rs ivi uzz / / y 


Honio sapiens ull/\U/ m ^/\sp-OLu-/\La-/\sp/nisj dox poiypeptice jJ (jjuaj j 

111 In. In f\ 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


JNIVL UlO^toV 


nunio sapiens uiiQme d monopnospnate nyQioiase i ^uivirrii j, mrvTN/\ 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


JN1V1 UiyoUo 


J^Lomo sapiens nypotneticai piotem r j^j zuzo / (fi^jzuzo / j, ihJnJNA. 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_UU3393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


JNM lOoZ44 


Homo sapiens wingless-type MMTV integration site family, member 8A 
( WN 1 oA), transcript variant Z, mKNA 


"VTA A H^QO'JQ 

JNJVL \) jo Ado 


JrLomo sapiens wingless-type iviivii v mtegiation site iamiiy, memoer /r> 

^ WIN 1 / 1> J, ni in IN /\ 


NM 004625 


Homo sapiens wingless-type MMTV integration site family, member 7 A 

^WIN 1 //VJ, 111 in In 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


JNJVL UUzOZO 


JrLomo sapiens Keiatm 0J3 (J5».JvioJ3j, miviNA 


NM 005554 


Homo sapiens keratin 6 A (KRT6A), mRNA 


NM U5oZ(J7 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


JNM (JjoZUo 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


JNM UjoZUJ 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


A.TA /T ACOIAO 

NM lOoZUZ 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


NM (J5oZ(JJ 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
mRNA 


\Tik4 ACOOAA 

NM U5oZ00 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


NM_U 16512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


NM (Jj/loU 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mKNA 


JNJVl UJOZZO 


Jiomo sapiens vacuolar protein sorting zy ^yeastj (vr ozyj, transcript variant i, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-like (GNBIL), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein l (FUBPl), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NJVL_(J58zlo 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
1 , mRNA 


JNM OOzo/o 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


TVTA A ACO 1 *1C\ 

NJVL_(J58179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


JNM (Jz11j4 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM U78469 


Homo sapiens BRCAz and CDKN 1 A interacting protein (BCC1P), transcript 
variant C, mRNA 


JNJVL U/o4oo 


Homo sapiens BRCA2 and CDKN 1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


JNM_Ulo5o7 


Homo sapiens BRCA2 and CDKN 1 A interacting protein (BCCIP), transcript 
variant A, rnKiN A 


JNJVL Ujo 1 / / 


nomo sapiens nistone deacetyiase 9 (rUJAU9-r cJNiJiJNvj), transcript variant z, 

T? AT A 
mKJN A 


JNJVL UDo I/O 


nomo sapiens nistone ceacetyiase v (riiJAL^y-r jH/INIjunoj, transcript variant i, 

111 Iv 1>J /a 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


IN JV1 UlZlOl 


riomo sapiens rro uo Dincimg pioiem o yjoKU) ^rjs.j3r o j, mrviNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


TxTA/T C\C\A 1 1 7 

JN1VL UU4 11/ 


riomo sapiens rJvjuo Dinding piotem j (rivor jj, mKJN A 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


JNM \)jJ\)yl 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


TVTA A f\f\ A A ^1 (\ 

NM 004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


"n.ta a r\f\A i 1 /: 
JNM UU411o 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1 , mRNA 


\t \ 4 AC/1 AT) 

NM U54(JiJ 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


A.TA A AAAOA1 

NM OOOoOl 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


"VTA A Af/IAI /I 

NM Uj4U14 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 

IzA, mKJN A 


JNM_Uj / 1 / J 


riomo sapiens nypotnetical protein rLJ l (^r l J34UJ, transcript variant l, 

mKJN A 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mrvrN/v 


TxTA/f C\ 1 A 7HQ 

JNJVL U14/Uo 


riomo sapiens Kmetocnore associated i ^Jvin i l. ij, itlkjna 


JNJVL ujoiyy 


nomo sapiens oiiactomeQiii i (LJi^rivti j, transcript variant mrviNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


XTAA fl"x'71 HA 

JN1VL lO / 1 /4 


riomo sapiens peroxisomal Diogenesis tactor lo (riiy^ioj, transcript vanant z, 
mRNA 


TvTA/f A^J^J 1 1 Q 

JN1V1 Kjdd 1 1 o 


nomo sapiens myosin Lignt cnam Kinase z, sKeietai muscle (iviY LivZj, mKJN A 


ATA yr fi1 Q1 1 7 
IN 1VL U 1 V 1 1 / 


nomo sapiens Keicii-iiKe 4 (^urosopnuaj ^Jvi^ni^4j, tianscript variant i, itlkjna 


NM_005 1 03 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1 , mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1 ), transcript variant 2, mRNA 
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TvTA A f\ 1 HA O 1 
JNJVL Ul /491 


rlomo sapiens WJJ repeat domain 1 (WJJKl), nanscnpt variant 1, mKJNA 


JNJVL UUlooz 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UU4zjO 


rlomo sapiens cytochrome c oxidase suDunit va (UU^OA), nucLear gene 
encoding mitochondrial protein, mRNA 


JNJVL (Jj/loz 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


JNJVL DDI /99 


Homo sapiens cyclin- dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


NM_057089 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


JNJVL (JUlzoJ 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 1 , mKJN A 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 

mKJNA 


JNJVL Uj41oj 


JrLomo sapiens unc-1 iv nomolog (U. elegansj (UJNU1 19j, transcript variant z, 
mKJNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


JN1VL UUZ4U1 


rlomo sapiens mitogen- activated protein Kinase Kinase Kinase d (Ivlafjjvoj, 
mRNA 


JN1VL Ulo /zo 


j^Lomo sa]3iens unc-j nomoLog d (L. elegans j (UJNCoLJ, iiikjna 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


JNMU54U16 


Homo sapiens rUS interacting protein (serme-argmme ncn) 1 (rUSlrl), 
transcript variant 2, mRNA 


NM (J(Jooz5 


Homo sapiens FUS interacting protein (serine- arginine rich) 1 (FUSIP1), 
transcript variant 1 , mRNA 


TVTA It AC/1 AT7 

NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


JNM U19o47 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1 , mRNA 


NMUUoioJ 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1, 
mKJNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mKJNA 


JNM UJZyoj 


rlomo sapiens &ecZ3 nomoLog £> (o. cerevisiae) (&iiL,2jd), transcript variant z, 

*vxT>XT A 
mKJN A 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


"VTA A C\1 Q A A C\ 

JNJVL Ulo44U 


rlomo sapiens pnospnoprotem associated witn giycospnmgoLipid-enricned 
micro domains (PAG), mRNA 


JN1VL U144/V 


Jriomo sa]3iens AJJAivi-iiKe, decysm i ( AJJAiviJJrj/L i iiikjna 


JN1VL U1oj4j 


Homo sapiens immediate early response j (IJ^Kj), mKJNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
z, mKJNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 

1 w»DAT A 

1, mKJNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


JNM lozol4 


Homo sapiens caspase recruitment domain ramiLy, member 9 (CAKD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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JNJVL K)jZy /o 


nomo sapiens tripartite motii-contammg y ( iKiJViyj, transcript vanant z, rnKJNA 


JNJVL U ID 10 J 


nomo sapiens tripartite niotii-containmg y ^ircuviyj, transcript variant 1, mtviNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 

III K. IN /\ 


jnjvi uuuyo / 


j^L 01110 sapiens iiDosomai piotem J-^o (KrLj j, iiikjn/v 


JNJVI U101ZJ 


nonio sapiens capicua nonioiog (urosopnnaj ^l^iv^j, miviN/v 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


JNJVL UlooUl 


riomo sapiens potassium cnannei, suotamiiy Jv, memoer v (iA.oiv-Jj (JvUJNJn-Vj, 
mRNA 


at Ayr m^/i 1 ^ 
JNJVL UJj41j 


riomo sapiens iiypotneticai gene lviOL lyjyj (JVIOL lyjyj), iiikjna 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


JNM_U(J7(Jo5 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


JNM (JUJM)4 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_00o035 


Homo sapiens CJJC4z binding protein Kinase beta (JJMrK-like) (CL)C4zl3rr>), 
mRNA 


NM 044472 


Homo sapiens celL division cycLe 4z (uir binding protein, Z5kD) (CUC4Z), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
tianscnpt vanant l, ni K IN A 


NM 001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 

ITiKJN A 


JNJVL UZzoV4 


riomo sapiens poly(Aj polymerase gamma (rArULuj, mKJNA 


JNJVL_UJJoj J 


riomo sapiens cell recognition molecule LAorKj (CAoFKJj, ttaiiscript variant 

1, mrvlNA 


JNJVL UZ4o/y 


riomo sapiens ceil recognition molecule LAor tcj (L^Aor rvJj, transcript variant 

9 rvi T? XT A 
Z, 111 Iv In /a 


TsJA/1 0191 1 ^ 
In 1V1 U1Z1 13 


n u in (J sapiens lajio associaieci proiem z ^laoi oatzj, hi ivi n /a 


AJA/T 01917^ 
In 1V1 U1Z1 / J 


rromo sapiens r-oox oniy proiem zz> \r dauzj mrviN/A. 




nomo sapieiis r-uox oniy proiem zi yrojsxjZsi j, iiaiiscripi variani i, mrviN/\ 


aja/t n 1 ^nn9 

In 1V1 U 1 jUUZ 


nomo sapiens r-uox oniy pioiem zi ^rrj.A.^zi ^, iraiiscnpi variani z, itiivin/\ 


AJA/T fn^£»9^ 


nomo sapiens riuosomai proiem i^jjh- ^ivt i^jjh-j, iranscnpi variani z, iniviN/\ 


aja/t nnnocK 

INlVl UUU77J 


nomo sapieiis riuosomai proiem lj^ ^rvx i^^H-j, nansciipi variani i, mrviN/\ 


aja/t rn^zio 


nomo sapieiis mitoiusm i ^iviriN i j 9 transcript variant i, mrvi>/\ 


AJA/T fin^/^19 


nomo sapieiis rvjj/i-siieiiciiig transci lptioii iactor ^rvrj/oi mrviN/\ 


AJA/T 00708^ 


T4Mmr\ cunipnc A^l 1 ict'iti n 1 i kr» 1 / P^^TI 1 ^ m T? Kl A 

nomo sapiens ioiiistatin-iiKe i ^roiLi mrviNi/\ 


aja/t nnnocn 

IMIVI UUU77J 


1 — 1 / a i^vi / a c ck~r\~t /^fi t? t - * 1 1\ / a l' / a o 1 f \ i"*/ \ + i n I ^2 1 / T) TOT ^2 1 \ -frvi 1? ^VT A 

nomo sapiens iioosomai protein lji ^rvri^j)i mrviN/\ 


TsJA/T 019180 
1M 1V1 UlZlOU 


nomo sapiens r-oox omy proiem o \r Dy\\jo> j, ihinin /a 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


JNJVI UJJ4UO 


nomo sapiens r-oox only protein J (Jr'rSy^L^Jj, transcnpt vanant z, mrviNA 


AJA/T 019 17^ 
IN JVI U 1 Z 1 / J 


nomo sapiens r-oox oniy piotem j \r dauj naiisciipt vanant i, iiikjna 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


JN1VL UIOojj 


homo sapiens son ot seveniess nomolog 1 (JJrosopinia; (oUol ), mKJNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 

/T TTJ A ro\ T> AT A 

(UrSAjZJ, mKJNA 


AJA/T 01QQQA 
iNIYI UlVoy4 


nomo sapiens transm em Diane piotease, serine 4 ^ iivir rvoo4j, mrvrNA 


NM_033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC 14 A), transcript variant 1, mRNA 


NJVL_0U5786 


Homo sapiens serologically denned colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM OOJolo 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


'VTA /I A A /I C T T 

NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
l (133 ON 1 1 J, transcript variant l, mKNA 


JNJVL UZUV ol 


Homo sapiens UlJr-Oal.DetaOlcNAc beta i,j-galactosyltranslerase, polypeptide 

1 (IjjUAL 1 1 J, III K IN A 


JNJVL UjjZjZ 


riomo sapiens uur -oiciN/vc.Detaoai DeTa-i,j-iN-acetyigLucosaminyitransierase 
1 (B3GNT1), transcript variant 2, mRNA 


1N1V1 UUZbO^f 


riomo sapiens riDOSomai protein oz/a (jvroz /r\), miviN/v 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


TvTA A C\'^. r l r l A A 

JNJVL 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


JNJVL (JJJzzl 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 4, 
mRNA 


NM_UJJzzu 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 3, 
m K IN A 


TvTA/f H'J'JO 1 fl 

JNJVL loJziy 


Homo sapiens tripartite motii-containing 14 ( 1K11VH4), transcript variant z, 
mRNA 


TvTA /f fl 1 A H Q Q 

JN 1VL U 1 4 / o o 


Homo sapiens tripartite motii-contammg 14 (irviivH4j, transcript variant 1, 
ni iv in /\ 


NJVL UUoU/4 


riomo sapiens tnpamte motii-contammg zz ( irviiVLZZj, mKJN/\ 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


JNJVL UU/Z/o 


Homo sapiens cnromoDox nomolog 5 (nr J gamma nomolog, urosopniiaj 
(CBX3), mRNA 


JN1VL UZjZZ / 


riomo sapiens nypotneticaL protein dJ /zoLj.z (IJJ /zol,j.zj, mKJN/\ 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


JNM (Jl 7oio 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


nm ojzyyj 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NM 01898.3 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
KJNrs) (JNULAJ), transcript variant 1, mKNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mKNA 


NM 033066 


Homo sapiens membrane protein, palmitoylated 4 (JVIAGUK p55 subfamily 
member 4j (JVLrF4), mKNA 


NM loJloU 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


JNJVL UU4Zlo 


Homo sapiens deatn eiiectoi domain-containing (UiiiJiJj, transcript variant z, 
mKiN A 


JNJVL Uj/770 


riomo sapiens aeatn eiiector domain-containing (Ur^uiJj, transcript variant i , 

rnRTsJ A 
II 1 Iv In /a 


1M1V1 UjjWIU 


nomo sapiens poiy^rv^j Dincimg protein h- ^rLDrHj, uaiiscript variant h-, mrviM/\ 


xta/t n^^nno 
iNivi u^juuy 


nomo sapiens poiy^rv_^j Diiicimg piotem ^+ ^rLDr^j, rranscitpt variant z, itikina 




T-Tr\Tno c?ir\ipnc y\r\]\rfvf~* > \ hmrliii(T tirotfin zL ^Pr^T-xT^zl^ tranc^nnt \/QT*iQTit ^ mT?TvTA 

±±VJ111VJ odljlt/llft UVJlVllv^l Ullldlll^ UlVJLt/lll i ^ I i-J l ' / 1 Ll dll&L/l 1IJ L VClllClllL iiirvi>i J rA. 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(ocLo 1 A 1 J, m In. IN A 


JNJVL Lo 14.31 


nomo sapiens tetnermg tactoi (o.e,lo4j 5 itikjna 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


JNJVL UU4oVZ 


nomo sapiens br^uzz vesicle tratticKing piotein-iiKe i (b. cerevisiaej 

(oH-L,ZZl^l J, ITIKINA 


TvTA/T H^OQ'7n 

JN1V1 \J5Zy /\J 


nomo sapiens vesicle tiaiiicKing pioiem (oj^l^zzLxJ, transcript variant i, mrviNA 


JN1V1 UUUVoV 


riomo sapiens riuosomai protein Lj (^Lj j, mKJNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 

/pf\T D O 1/ \ mt?TsJA 

{ l \J L^l\Z IV j, III iv IN A 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


JNM loZyol 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


JNM (JilVoo 


Homo sapiens mitogen-activated protein kinase kinase 6 (JMAP2K6), transcript 
variant 2, mRNA 


JNM_UUz/58 


Homo sapiens mitogen- activated protein kinase kinase o (JVLArzKo), transcript 
variant 1 , mRNA 


JNM (JJz4lV 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


JNM_U3z96o 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
tiansenpt valiant z, mKJNA 


TvTAyf AH 1 71 

JNM UU1 / lo 


riomo sapiens ourkitt Lympnoma receptor l, uJr binding protein (ril^Kl), 
tiansenpt vanant i, mrviNA 


JNJVL UU4V j 1 


riomo sapiens iipstein-i3arr virus induced gene z (lympnocyte-specitic o 
protein-coupled receptor) (EBI2), mRNA 


aja/t nn/iQ7/i 

1N1V1 ULH-o /H- 


nomo sapiens Jz>L^-LZ-associateQ atnanogene 4 (DAm j, mrviNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


JNM lolW4 


riomo sapiens ring imgei protein 1 / (KJNr 1 /), transcript variant snort, mKJNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


\T N 4 A1 ©one 

JNM (JloW5 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV10L1), mRNA 


NM U3Z510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


JNM UUo/(J4 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 

(ou 11), mKJNA 


XTA4" AQ 1 O/iO 

JNM lolyoo 


riomo sapiens nucLear preLamm A recognition factor (JNAKr*), transcript variant 

Z, mKJNA 


JNIV1 KjiZjdO 


nomo sapiens nuclear preiamm a recognition tactor (iNAKr j, transcript variant 
1 , mRNA 


jnjvi vvjyoK) 


nomo sapiens micro tuuuie- associated protein / ^iviAr / j, mrviNA 


jnjvi UjzjoU 


nomo sapiens elongation tactoi uz (r^rozj, itikina 


jnjvi vjzzm- 


nomo sapiens orc-iiKe-auaptor z ^o-Lazj, itikina 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


JNJVL UIDV lo 


nomo sapiens jvlujvl/ mmicnromosome maintenance aeiicient / (p. cerevisiaej 

(JVLUJVL/J, mKJNA 


JNIVL UU4UVo 


nomo sapiens empty spnacies nomoiog z ^urosopniiaj {szwij^Z), mKJNA 


JNJVL UlDoZo 


nomo sapiens neteiogeneous nucieai iiDonucieopiotein k (niNKr kj, itikina 


1M 1V1 UU04 1 O 


noiiio sapiens cuiieieiiiiaiiy expiesseo in iieiiiaLopoieLic lineages w 1 iz^, 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1 , mRNA 


NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


NM 004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


TVTA A (\ O HI /I 

NM03 13 14 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1 , mRNA 


JNM 0313/0 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NM 031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


NM 002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KJNA binding piotem 1, 5 /Kb)) (rlNKFJJ), tianscnpt variant 5, mKNA 


NM_003903 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC 16), 
mRNA 


JN1V1 0314o3 


biomo sapiens itcny nomolog b3 uoiquitm protein iigase (mouse) (HUrij, 
mRNA 


JNM 03190/ 


Homo sapiens ubiquitm specific protease zo (Uorzo), mKNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


A.T/^ r\c\r\r\r\A 
JNCj_000004 


Homo sapiens genomic cytochrome P450, subfamily IIIA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


\ix ic (\{\ 1 no O 

NM 001788 


Homo sapiens CDC 10 cell division cycle 10 homolog (S. cerevisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
z, mKNA 


TVTA 4" AT 1 TAf 

NM 031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1 , mRNA 


A.TA A AAATO A 

NM 000784 


Homo sapiens cytochrome P450, subfamily XXVIIA (steroid 27-hydroxylase, 
cerebrotenamous xantnomatosis), polypeptide l (LYrz/Al j, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031491 


riomo sapiens retmoi Dincling protein j, ceiiuiai (Kr>r j), mKNA 


NM 006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mKNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


"N.TA A AAT1 /I O 

NM 00/z4z 


Homo sapiens DbAD/H (Asp-Olu-Ala-Asp/His) box polypeptide 19 (DBr5 
homolog, yeast) (DDX19), mRNA 


NM_006773 


Homo sapiens DbAD/H (Asp -Olu- Ala- Asp/His) box polypeptide 18 (Myc- 
regulated) (DDX18), mRNA 


NM 030655 


Homo sapiens DbAD/H (Asp-Olu- Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM_030653 


Homo sapiens DbAD/H (Asp-Olu-Ala-Asp/His) box polypeptide 1 1 (CHbl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


A.TA A AAAT7A 

NM_000770 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NM_030878 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 


NM 01ZZ5V 


riomo sapiens sirtuin silent mating type mtormation regulation z nomolog J (o. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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JNM UlzzJo 


Homo sapiens sirtum siLent mating type information reguLation z nomoLog 1 (o. 
cerevisrae) (oiKi i), mKJNA 


1M1V1 UjIjUV 


nomo sapiens scratcn nomoiog i, zinc ringei protein (urosopnnaj (^l^ki i j, 

rviT? AT A 
III Iv In r\ 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


JNJVL lolz/o 


riomo sapiens testis expiessea sequence 1 1 (ibAi 1 J, mKJNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


JNJV1 (JJlz/z 


Homo sapiens testis expressed sequence 14 (TEX 14), mRNA 


JNMUUooJo 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
metnenyLtetranyaroioLate cycLonyaroLase (M irlr JJz), nuclear gene encoding 
mitociioiiQnaL piotem, mrviN/\ 


JNJVL UZZolo 


riomo sapiens microTUDuie-associaieci proteins vpu ir> ngnt cnam d 
(MAPI A/1 BLC3), mRNA 


ATA/T H 1 S^H^ 


iioiiio sapiens nypoineiicai pioiem r jvuiojj yr fs\j i<$j> d mrviN/v 


ata/t nri/ic^A 

IN 1V1 U U 4 o J 0 


Momo sapiens Kinesm-iiKe d (mitotic Kinesm-iiKe piotem i ) (rviNoi^j mrviN/\ 


ata/t n^no^o 


nomo sapiens poiy(/\j DinQing protein, cytoplasmic d yy J\t5r ), mrviN/\ 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


JNM UUzo4j 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 

t> XT A 
mKJN/Y 


ATA/T 

JNJVL Ul^fO/O 


nomo sapiens pumnio nomoLog i ^urosopnuaj \r uivii j, mrviN/v 


ATA/T CiLCi^n^X 
JNJVL UjUO/J 


nomo sapiens or^L^i j-iiKe i ^o. cerevisiaej ^or^L^ui^i j, mKJN/\ 


ATA/T CiCi'XIAl 
JNJVL UUJJ)4Z 


nomo sapiens uDiquitm-conjugatmg enzyme llzkj i (Udl/ nomoiog, l^. 
elegans) (UBE2G1), mRNA 


ATA/T H90n^1 
JNJVL UZZLO 1 


nomo sapiens egi nine nomoiog i yy^. eiegansj (nrO-LiN i j, mrviN/\ 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


ata/t ni 01 
JNJVL Ulzl /U 


nomo sapiens r-Dox only protein zz (rrSy^Uzzj, mKJNA 


JNM UzzJU4 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule- associated RNA binding protein-like 1 
y 1 1/\L1), transcript variant z, ni lv IN A 


XTA A nn'SOCO 

JNM \j\j5zdz 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
( 1 1AE 1 ), ti anscnpt variant 1 , mKJNA 


ATA/T C\ 1 T0 1 fk 
IN JVL U 1 / y 1 U 


nomo sapiens nypotneticai piotem ri^jzuozo (ri^jzuozo j, itijvina 


JNJVL UlZJoH- 


nomo sapiens giucocorticoiG moQuiatory element Dincmg protein z (OJVLCrsz j, 
mRNA 


JNJVL UUO 1 Jo 


nomo sapiens noi Dincimg piotem (jiaaj j, iyikina 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


ata/t nninfK 


U J y-»y -4^>% y-x y-^v 4>A\ 4 /^-*-"A\ -1- i- - V 1 -fA y^i y-^v -4^AVA\ y~«v -u y~v y r ^fr -4-A\ /^V / 1 J 1 J \ -4'AV'A\ 1 3 [V. 1 /% 

nomo sapiens teime sarcoma oncogene (rri/o), mKJNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


"XT A A AOC 1 TZ! 

NM (Jz513o 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (Ur A3), mKJNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 

mKJNA 


NM_022362 


Homo sapiens MMS19-like (MET 18 homolog, S. cerevisiae) (MMS19L), 

mKJNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


JNJVL K)K)VZ/0 


ft 1 -ma y~V l~*K d~\ 4^ 4 /""V -1A i^l y^v 4 ■"■ 1 y^ /--V 4A l-v -4A y^ 4^ /A-<a 1 w t-1A y^l 4A y « ^ -v >— v y^V ~%~ 1 *w w T" y^V if ■ ■ 131 \ 1 *A -f<\ C\ y - * 4A-* 4" t T rf"4 4^-4 -|A 4" 

nomo sapiens ocuiocereororenai syncirome 01 Lowe (UUKLj, transcript variant 
a, mRNA 


NM_00l587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM 001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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TVTA A f\f\ 1 A (\0 

NM (JU14(J8 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo 
nomolog, Drosopnila) (LbLoKZ), mKJNA 


ATA A riCiG.HLG. 

JNJVL_UUj / 5 j 


Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) 

( A L 1 IN. 1 D J, 1Y1 K IN A 


NMO 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mKJNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


ATA 4" A1 ^^QA 
NlVl UltOVO 


nomo sapiens Liistone cieacetyiase /A (riu/VL^ / aj, tianscrapt variant z, mKJNA 


ATA A C\ 1 C A f\ 1 

JNJVL U1j4(J1 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1, mKJNA 


NM 023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant z, mKJN A. 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NM (JzJUUl 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3, 

w» O AT A 

mKJNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 
mKJNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 

«-»-» o A I A 

mKJNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


TVTA A C\ 1 O'"* 1 1 

NM 012311 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 

/ \/~ t \t\ ,„ o AT A 

(IaIN), mKJNA 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

DAT A 

mKJNA 


NM_020180 


Homo sapiens bmno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

O AT A 

mKJNA 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


ATA A f\f\ / ~iA/^1 

NM UUz4o/ 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 
mKJNA 


JNJVL UZZol / 


riomo sapiens periocL liomoLog z (Uiosopnilaj (KiiKZj, transcript variant 1, 

„^ o AT A 

1T1KJN A 


ATA/T nn^QQ/i 
INJVl UUJoV4 


riomo sapiens period nomoiog z (urosopnnaj (rn/KZj, transcript variant z, 

m R AT A 
111 Iv 1>J /a 


rNlvl UUOOOU 


nomo sapiens v^ip^ caseinoiytic protease nomoiog couj yy^L^rj^)^ mrvrNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


IN JVL UUt-Z 't- 


nomo sapiens zinc linger piotem yj nomoiog ^mousej y/^rryo ), itikjna 


ata/t nn^Q^n 
NlVl UlDo/U 


nomo sapiens smj -associated L^oiypeptiae, Ioku (oAr loj, itikna 




riomo sapiens uDiquitm-conjugatmg enzyme -c-z variant z ^ur>-ti/Z vzj, mrviNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


ATA A nOO/1/1/1 

NlVl UZZ444 


riomo sapiens solute earner lamily l j (soaium/sulrate symporters), member l 
(SLC13A1), mRNA 


ATA 4" A1 Ol T7 

NM UlolZ/ 


riomo sapiens eLaC nomoiog Z (li. coli) (r^LACZ), mKJNA 


NlVl U 14 ^ 1 / 


nomo sapiens trans-pienyLtransieiase (ir ij, mKNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule -associated RNA binding protein (TIA1), 
tianscnpt variant z, mKJNA 


rNivi uzzujj / 


nomo sapiens iiai cytotoxic granuie-associateo kin a Dinumg protein ^iiai j, 
transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM 021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1 , mRN A 


~nja a m 'jnc 
JNJVL UiDDJJ 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 

111 IV IN A 


TvTA A AHCO 1 1 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


JNJVL UUjV/1 


Homo sapiens rJ^YL) domain-containing ion transport regulator d {tj^Y Dj), 
transcript variant 1 , mRNA 


MA A MO 1 oi n 

JN JVL Uz 1 y 1 U 


riomo sapiens rAY jj domain-containing ion transport regulator 5 (rAY Jjjj, 
transcript variant 2, mRNA 


JN1VL UzzUVo 


riomo sapiens ankynn repeat domain j (A IN ivklj j j, m K IN A 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


JNJVL (Jzz(J4/ 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


JNM 021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
tianscript variant z, mKJN A 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
tianscript variant J, m K in a 


NM 000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type 11) (uAAj, mKJNA 


JNJVL uuzy 1U 


Homo sapiens renin binciing piotem (KtiJNoFj, mKJNA 


NM_0 12072 


Homo sapiens complement component I, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_0005J4 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mKJNA 


JNJVL U104M 


homo sapiens enigma (LlJVL domain pi otem ) (ri/JNlCjJVLAj, mKJNA 


JNM Uzly/j 


Homo sapiens v-rel reticuloendotneLiosis viral oncogene LiomoLog A, nucLear 
iactor oi Kappa Lignt polypeptide gene ennancer m J3 -ceils pco (^avianj 




nomo sapiens nz.u-iiKe nonieo dox i ^uiosopniidj (nLAi j, mrviNA 


in ivi yjv^r ijy 


nomo sapiens iipoLJOiysacciiaiicie uiiicniig pioiem ^ldi j, mrvTNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


"KTA/f C\C\A 1ST 
1N1V1 UU^f Jo / 


riomo sapiens omcx nomoiog, cnromosome ^mousej ^oiViL..Jvj, mrviNA 


JNJVl UUj 1 /U 


riomo sapiens suppressoi oi ly o nomoiog (^o. cerevisiae; ^oUr lorij, mKJNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


JNJVL UloUoo 


Homo sapiens slug nomoiog, zinc linger protein (cnicKen) (bLUuj, mKJNA 


NM_02 1 824 


Homo sapiens NIF3 NGG1 interacting factor 3 -like 1 (S. pombe) (NIF3L1), 

mKJNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


TVTA A AA/I 1 r»/C 

JNM 004196 


Homo sapiens cyclin-dependent kinase- like 1 (CD C2 -related kinase) (CDKL1), 
mKJNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 

mKJNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 

mKJNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


TVTA A f\ 1 A COO 

NM U145oo 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebraflsh) 
^ v oA i j, mrviN a 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM 004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


aja a ni /i c/^n 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 1 3 homolog B 
(yeastj ( i ijvljvli Jr>), mKiN a 


JNJVL UUUo/2 


Homo sapiens alconoL aeLiydrogenase o (cLass V ) (ADrlo), mKJNA 


JNJVL Uloolo 


rlomo sapiens Arg/ADL-mteractmg protein ArgrSrZ ( AKOrSrZj, transcript variant 

1 *v*T?AJA 

1, mKJNA 


A.TA/T HO 1 HAQ 
JNJVL UZlUOy 


riomo sapiens /\rg//vDi-mTeracTing protein /vrgr>r z (AKuorZ Transcript variant 

0 mT?XT A 

z, niJvi>/\ 


1M 1V1 UUH-yj U 


nomo sapiens uerniataii suiiaie pioteogiycan j) ^i_^o-r \jd mrviM/\ 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


JNJVL UZ 1 1 uu 


nomo sapiens jnj h oi nitrogen nxation 1 (o. cerevisiaej ^iNroi j, mKJN/v 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


TvTA/f flO 111^ 

IN JVL UZ 1 1 1 j 


nomo sapiens seizuie leiateci o nomoiog (mousej-iiKe (orvLoL/, mKJNA 


NM 004756 


Homo sapiens numb homolog (Drosophila) -like (NUMBL), mRNA 


JNM (JU4oyU 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mKJNA 


A.TA 4" MMA/I/CI 

JNM U(JU4ol 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
eiD-aj oncogene nomoiog z, avianj ( iriKrs j, mKiNA 


AJAyr no 1 f\~7Q 
IN JVL UZ JU/o 


nomo sapiens ol^ind general control ot ammo-acic syntnesis D-iiKe z ^yeastj 


1M1V1 UUZO / / 


nomo sapiens iv /a j i - 1 1 k c i ^o. cerevisiaej ^rvrvj-^z) 11^1 mrvi>j/\ 


NM 001552 


Homo sapiens insulin- like growth factor binding protein 4 (IGFBP4), mRNA 


AJA/T OOOAQ7 
IN JVL UUZ^O / 


nomo sapiens necQin nomoiog (mousej ^inuin j, mKiNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


JNJVL UlOOlo 


nomo sapiens aeita-iiRe i (Uiosopniiaj (Ui^Li), itikjna 


NM 021038 


Homo sapiens muse leblind- like (Drosophila) (MBNL), mRNA 


"VTA J /\ 1 A r\ q 

JNM_U14zo8 


Homo sapiens microtubule -associate a protein, KP/bB lamiLy, member z 

(JVlArKbZ), mKJNA 


JNJVL UZUooZ 


homo sapiens JVLKoZ-iiKe, magnesium Homeostasis lactor (o. cerevisiaej 
(MRS2L), mRNA 


A.TA A AOA/^/IO 

JNM UZUo4y 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 

*v^T? AJ A 
111 IV IN A 


AJA/T O 1 Q/l 
IN JVL Ulo^OO 


nomo sapiens anantoicase (ai^i^l^j, mKiNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


AJA A A1 /1T7/^ 

JNJVL U14Z/0 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

HKe (IvJjroUnL), ITIKJNA 


AJA/T O 1 Q^^7 
IN JVL U 1 y JZ> 1 


nomo sapiens nypotneticai piotem Kr i-ji /r^zj (i^l^l^doioi ), mKiNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


AJA/T C\C\^H A A 

JNJVL UUj /44 


nomo sapiens ariaane nomoiog, uDiquitin-coiijugating enzyme rj/Z Dinamg 
protein, i (uiosopnnaj (AKini j, niKLNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


AJA/T HAOAQQ 

JNJVL UUZOoo 


rlomo sapiens peanut-like i (Uiosopniiaj (rJNU ilij, mKJNA 


JNJVL UUJo4 


rlomo sapiens LAuJ longevity assurance nomoiog z (b. cerevisiaej (LAboZ), 
mRNA 


AJAA OOOOQO 

JNJV1 UZUZ^U 


nomo sapiens peter pan nomoiog (Uiosopniia) (FFAJNj, mKJNA 


XTA./T OO0 1 so 

jnivi uzuioz 


nomo sapiens transmembrane, prostate anurogen muuceQ ki>/\ ^ i ivirj/r aij, 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIPl), mRNA 


NM 000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


\ta a nnoo/:/! 
JNJVL UUzyo4 


Homo sapiens SI 00 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


JNJVL VVZyoj 


nomo sapiens oiuu calcium Dmaing piotem A/ (psonasm 1) (^lUUA/), mKJNA 


tv TA A n 1 A 1 A 

JN JVL U 1 4oZ4 


rlomo sapiens oiuu calcium Dmaing piotem Ao (caicycimj (oiUU/Yo), mivJN/V 


JNJVL U1Vj04 


rlomo sapiens oiuu calcium umamg protein A4 (calcium protein, caivascuim, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


JNJVL UUZVol 


rlomo sapiens oiuu calcium Dmaing protein A4 (calcium protein, caivascuim, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


JNJVL UlOWo 


rlomo sapiens oiuu calcium Dinciing piotem /vz (oiuu/vzj, mKJN/v 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


A.TA A f\ 1 HOC /I 

JNJVL (J1Voj4 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


JNM (J19619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


JNJVL (Jl /4j4 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant 1 1, mKJNA 


NM_0 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant l ni K IN A 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant iz, mKJNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


TVTA A A 1 C f\ A A 

JNM_(J15(J44 


Homo sapiens golgi associated, gamma adaptm ear containing, AKr binding 
protein 2 (GGA2), mRNA 


A.TA A f\ 1 1 1 C C 


Homo sapiens golgi associated, gamma adaptm ear containing, AKr binding 
piotem 1 (uuA l j, mKJNA 


JNM_(J(J4781 


Homo sapiens vesicle-associated membrane protein 5 (cellubrevm) (VAMF3), 

mKJNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 

( A XTT mP ATA 

^AiNi^rN in in. in /\ 


AJA/T fl 1 7Q07 
IN JVL U 1 / y Z / 


nomo sapiens mitorusm i ^ivinN i j, tianscnpi variant z, itikjn a 


"VTA yr H1 Q^Ql 

JNJVL UloJo/ 


rlomo sapiens spermatid perinuclear kjna omding piotem (oiKrSr j, mKJNA 


JNJVL U 1 oj / o 


nomo sapiens r-oox anc leucme-ncii repeat piotem o (rDALo j, mrviNA 


Tv.TA.yf H1 QKQ 
IN JVL U 1 O 1 D O 


nomo sapiens soiute earner iamuy *\ ^anion exenanger j, memoer i , acaptor 

prOXCin ^ jLLtn 1 f\Y J, 111 1x1 N r\ 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


TvTA/f n 1 7^7^ 
IN JVL U 1 O / D 


nomo sapiens cniomosome i / open leaQing name j>i (,i^i /orij?i j, mrviNA 


TVJAyf H 1 QAQA 
JNJVL UloOyo 


nomo sapiens eia^ nomoiog i (c,. conj ^lii^AL^i j, mKJNA 


IN JVL UUO / o 1 


nomo sapiens activated pzicdc^zns Kinase ^AL^rvi mKJNA 


TvTAyf fl 1 AQ^? 1 
JN1V1 UJOOJ J 


nomo sapiens penou nomoiog d (uiosopniiaj ^rcKj j, mKJNA 


IN JVL UUJ jo / 


nomo sapiens w lSKOtt-Aidncn syndrome protein interacting protein ^WAorJrj, 

mT?TsJ A 
llllvl > r\ 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


JNJV1 UIOU14 


nomo sapiens secieted nizzied-ieiated protein 4 (orrvr4j, mKJNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


TvTA/f MAOQQQ 

JNJVL UUZoW 


nomo sapiens letinoi Diiidmg protein i, ceiiuiai (Kor ij, mKJNA 


rNlVl UUZOZ4 


nomo sapiens iidiiy nomoiog ^urosopnua^i ^nrvi ) 9 mrvTN/\ 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C. elegans) 
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AlvlJOA j, mix IN r\ 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


IN IVl {JlOyjZ 


nomo sapiens sine ocuns nomeouox nomoiog z ^uiosopnnaj \&ijs^z), mKiNA 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


JN1VL Ul /41Z 


nomo sapiens trrzzied nomoiog ^ (Drosopnila) (rZJJj), mKJN A 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


TVTA It AAO OOC1 

NM_UUz889 


Homo sapiens retmoic acid receptor responder (tazarotene induced) 2 

( KAKKb^Z), m IX IN A 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
mKJN A 


NMO 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 

m ix IN A 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


JNM (J1ooj5 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


JNM (J(J2(J41 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(CjArSFrSZ), transcript variant gamma, mKJN A 


JNM U1ooj4 


rlomo sapiens OA binding protein transcription tactor, beta subunit l (jjJcJJj 
(OAr>r r> 1 j, transcript variant beta, mrviNA 


IN IVl UUDZJ4 


nomo sapiens ua Dincmg protein transcription tactor, beta subunit i {jdkd) 
(GABPB1), transcript variant beta, mRNA 


IN IVl U13o4J 


nomo sapiens i^iivi ciomam omy / \\^\yi\j i j, rranscnpt variant j, ituxina 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


JN1V1 KJVZZZo 


rlomo sapiens v-jun sarcoma virus 1 / oncogene nomoiog (avian) (JUJN), mKJN A 


JNJVL Ulol /o 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type infonnation regulation 2 homolog 7 (S. 
cerevisiae) (MKl /), mKJN A 


NMO 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae) (oiKio), mKJN A 


XTA 4" C\ 1 'J 1 

JNJVL Ulcolo 


rlomo sapiens Kbv 1-liRe (yeast) (Kbv 1L), mKJN A 


NM016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

r> xi a 
mKJN A 


jnm uitoo:) 


rlomo sapiens palate, lung and nasal epitnelium carcinoma associated (FLUJNC), 
mrviNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI 15), mRNA 


JNM (JloUo/ 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
eiicocimg mitociioncinai piotem, niKiNA 


inivi uoy^o 


nomo sapiens peiota nomoiog (urosopnuaj (rr^Lxjj, mKiNA 


IN JV1 U 1 Oj 7 / 


i— [ / a / \ canine tij i liv,^ / rx \ l / a »-\ K 1 1 'i \ / T"i— 1 1 t \ t-»-» r? XI A 
nomo sapiens ini-iiKe ^uiosopnnaj ^inii^j, mKiNA 


NM_0 16587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 

( L C>yx J) J, 111 IX IN A 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


JNJVL K) ID 1 Z 1 


nomo sapiens tacnyKinm receptor i (i alkij, tiansciipt variant snort, mKJN a 


JNM (JUllOo 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 3 (BNIP3), 
nucieai gene encoding mitociioncinai piotem, itikjna 


IN IVl U 1 4 oZU 


nomo sapiens transiocase 01 outer mitocnonQriai memorane /u nomoiog a 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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In 1 VI UlH-o / H- 


n umo sapiens miioiusin z ^ivirrNzj, in iv i >j r\ 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


iniyi u i j> /uu 


nomo sapiens riiivA mtei acting piotem d ^nirvir j ), nirviN/v 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YME1L1), mRNA 


NM U14zy/ 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NMO 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM U144UJ 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha- 2, 6 -sialyltransferase) (SIAT7D), 

m K IN A 


X T \ A~ A1 A A C 

NM U144oj 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULT1B1), 

-i-vi r? AT A 

mKJN A 


IN1V1 Ul^f^+oD 


riomo sapiens piosiagiaiiQiii dz syntnase, nematopoietic (ruuoj, mKJN/\ 


NM 1)14:510 


riomo sapiens pescaaillo nomolog 1 , containing dKL 1 domain (zeDratisn) 

1 C j 1 ^, 111 iv In r\ 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZ1), mRNA 


in ivi u i 44Z y 


nomo sapiens micioicniGia nomoiog ^mousej ^iviL^rvL.j, mrviN/\ 


in ivi uuo4.jy 


nomo sapiens maD-zi-iiKe z [\^. eiegansj ^ivi/vrjzii^zj, mrvrN/v 


ATA A H 1 ^^OO 


riomo sapiens iem-i nomoiog D eiegansj ^riiiviirsj, mrv]\iz\ 


in ivi u i 4 j y i 


nomo sapiens rvv cnannei lnteiaciing protein z ^rvL^iNir z j, mrviN/\ 


NM 004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 

m D\T A 

111 in. IN JA 


ATA/T C\^AA1C\ 
1N1V1 U 144ZU 


nomo sapiens QicKKopi nomoiog 4 (y^enopus laevisj ^uis.J5v4j, mivrM/\ 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


ATA >f H1 /IIO^ 

N1V1 U14JZZ) 


nomo sapiens coronm, actm Dmciing piotem, il (LUKUiLj, mKJNA 


NMO 14246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
nomoiog, Uiosopnila) (LLLbKl), mKJNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM (J14JJo 


Homo sapiens aryl hydrocarbon receptor interacting protein- like 1 (AIPL1), 


NMO 14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
tianscnpt van ant l, mKNA. 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 


NM 005032 


Homo sapiens plastin 3 (T isofomi) (PLS3), mRNA 


ma a r\ 11 no a 
NM (J139o(J 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant rSNlr l-c, mKNA 


NM_0 13979 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript van ant rJNlr 1-b, mKNA 


NM_0 13978 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript van ant rSNir 1-a, mKNA 


ATA/f f\C\A 1HQ 
NJVL UU41 /o 


tt ^. , , tad / II I \ / \ n \i A Ui«/li«f» O /'T ADDDO\ DMA 

riomo sapiens 1AK (HIV) kjna Dinamg piotem z ( 1 AK±>rZ), mKNA 


NM UUj91j 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MIS5 
nomoiog, o. pomoej (^o. cerevisiaej (iviL^ivioj, mrviNA 


N1V1 UUZj/o 


nomo sapiens pzi/CQC4Z/rvaci -activated Kinase l (oiri/ZU nomoiog, yeastj 

TPAKI^l mPT\TA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NJVL UUj /Z 1 


nomo sapiens AKrj actm-reiateci piotem J nomolog (yeast j (AUiKjj, mKNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 

ceieviSldej (nirv/\J, ITlrvlNI/V 


NM 012242 


Homo sapiens dickkopf homolog l (Xenopus laevis) (DKKl), mRNA 


TvTA A f \ 1 1 A 1 0 

JNJVL U1Z4ZV 


riomo sapiens orLUi4-iiKe z (o. cerevisiae) (orj,ui4LZ), mKNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_(J(J5(Jo9 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

CTA/TO DMA 

MJVLZ, mKJNA 


JNJVL UUV^oO 


riomo sapiens singie-mmaecl nomolog z (Urosopniia) (biJVizj, transcript variant 

C 1 1\ /I O l mDAT A 
olJVIZS, 111 K IN A. 


IN JVL UUZOIU 


riomo sapiens pyruvate cenycrogenase Kinase, isoenzyme i (rjjjvj j, nuciear 
gene encoding mitochondrial protein, mRNA 


IN JVL U J jj / 4 


nomo sapiens piogiammeQ cen cieain o mtei acting piotem yr UL.iJoir j, mrviN/\ 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


JNJVL UUZVoo 


Homo sapiens sal-liRe 1 (Urosopnila) (oALLlj, mKNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


JNM_U(J67i9 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NJV1_(J 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


TvTA A A1 

NM 012457 


Homo sapiens translocase of inner mitochondrial membrane 1 3 homolog A 
(yeast) (TIMM13A), mRNA 


JN MO 12456 


Homo sapiens translocase of inner mitochondrial membrane 1 0 homolog (yeast) 
(TIMMIO), mRNA 


X T \ 4 A 1 O /I C A 

NM 01245U 


Homo sapiens solute earner family 13 (sodium/sulfate symporters), member 4 
(oLCJ 3A4), mKJNA 


NM 0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (orUJ 1 j, mKJNA 


NM 0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (oirvi4j, mKJNA 


\TA If A1 OQO^ 

NM UlZJo/ 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 

mKJNA 


NJVL U 1 ZZZj 


Homo sapiens nucLeotiae binamg protein z (JVlmD nomolog, li. coli) (NUriKZ), 

,„ D "\ I A 

mKJNA 


IN JVL U1ZZZZ 


nomo sapiens mut y nomoiog yii. conj (jviu i irij, mtviNA 


IN JVL U 1 ZZ / y 


nomo sapiens Qouoie-stranQeu rviNA-Dinaing zinc linger protein jaa ^jaz^j, 

111 Iv IN r\ 


1M1V1 U 1ZZUO 


nomo sapiens nepatitis r\. virus ceuuiar receptor i ^n/\v v^rv-i in is. in t\ 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


IN JVL UlZl^o 


nomo sapiens giancaicm, tir-nanQ caicium Dinumg protein ^ol^aj, mrviNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


TvTA/T C\ 1 O 1 OO 

NJVL vlZlyZ 


nomo sapiens tractuie callus 1 nomolog (lat) (rAi J), mKNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM (J1Z1Z4 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (LhUKJJLl), mKNA 


TsJA/T H 1 0 1 1 8 
IN 1V1 U 1 Z 1 1 o 


nomo sapiens llk^ caiuon cataooute repression 4-iiKe i^o. ceievisiaej 
(CCRN4L), mRNA 


NM012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDGl), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


iNlvl UU40UO 


riomo Sapiens neat snocK transcription iactor z ^riorzj, mivJNA 


JNJVL UU44ZJ 


nomo sapiens disneveiied, dsn nomoiog j (urosopmia) (jjvi^:>), mKNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SIX6), mRNA 


JNJVL vv/d/j 


riomo sapiens soc-z suppressor 01 cLear nomoiog (C elegansj (oJrLUCZ), mKNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

(MLMj), mKNA 


JNJVL UU4o/J 


riomo sapiens J3ULZ-associatecl atnanogene j (r>AC_rjj, mKNA 


JNJVL UU / J Jo 


riomo sapiens agouti related piotem nomoiog (mouse) (AOKrj, transcript 
variant z, iukina 


JNJVL Uvjoiy 


Homo sapiens pory(Aj Dmaing protein, cytoplasmic 4 (lnauciDie tormj 
(PABPC4), mRNA 


JNJVL UUD ID 1 


nomo sapiens AUr-riDOsyiaiion iactor- liKe / ^ajvl/ niiviN /\ 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


JNM UU/zo4 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


JNM UUoo/U 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (LrNh,), mKNA 


JNJVL_UU / DK)y 


Homo sapiens ciiapnanous nomoiog z (urosopniia) (JJiAr Jriz), transcript variant 
12C, mRNA 


JNM UUlo/o 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


JNM UUU4oy 


Homo sapiens alpna tnalassemia/mental retardation syndrome A- linked (KAJJj4 
nomoiog, o. cerevisiae) (AJJvAj, itlkina 


JNJVL UUZOZo 


nomo sapiens ntn enuonuciease iii-iiKe i yc,. con) ^in jjilj ), mrviNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
^ i iiviivio A), nucieai gene encoding mitocnonciriai piotem, mrviNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


JNM UU4/JJ 


Homo sapiens acetyl- Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 


JNM (J(Jo7z4 


Homo sapiens mitogen- activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_(J(Jo8<5Z 


Homo sapiens Mdmz, transtormed 313 cell double minute z, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


JNM (JUoool 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM 006880 


Homo sapiens Mdm2, transfonned 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM OOoo/V 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (IVLJJJVLZ), transcript variant ivllJlVLZD, mKNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (iviJJiviZ), transcript variant iviuiviza, mKNA 


JNJVL UlooUl 


Homo sapiens urAAir ancnor attacnment protein 1 nomoiog (yeast) (OrWAi), 
mRNA 


NM UUJlyJ 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM 00Z3 /0 


Homo sapiens mago-nasni nomoiog, proliteration-associated (JJrosopnila) 
(MAGOH), mRNA 


JNJVL UUO.341 


nomo sapiens ivi/vuz mitotic an est Qeiicient-iiKe z (yeast) (ivi/\ijzi^z j, mrvrNA 


NM 006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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iNivi uu/z/y 


riomo sapiens uz small nuciear riDonucieoproiein auxiliary iactor ^odkijj 

^UZAruj J, 111 iv 1 > /a 


TsJA/T 007 1 QA 


n uiiio Sapiens v_ nivz tnetKpuiiii nomoiog ^o. pomue ) n crvz m iv in /a 


IN1V1 UU /Z / 1 


rioino sapiens seime/uiieoiime Kinase z>o i jvjo j, mrvi>/\ 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


1N1V1 UU/Z/o 


nomo sapiens o/\d/\(/\ ) lecepior-associaxeQ piotem (o/ae>/\iv/\ij, in kin /\ 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


JNJVL UU /Z4o 


riomo sapiens Keicn-iiKe z, iviayven (urosopmiaj (ivLriLZj, mKJNA. 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM UUo4sz 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM_UU3583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


\i \ 4 f\f\tC A O A 

JNM UU6484 


Homo sapiens dual- specificity tyro sine -(Y) -phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


JNM UUo4o3 


Homo sapiens dual-specificity tyro sine -(Y) -phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b, mRNA 


TVTA 4" AA1 OOO 

NM UUlooz 


Homo sapiens corticotropin releasing hormone binding protein (CKhBr), 
mRNA 


NM UUjooV 


Homo sapiens apo lipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(AFUrSiiCl), transcript vanant z, mKJNA 


JNM. UU lo44 


nomo sapiens apolipopiotem r> mKJNA editing enzyme, catalytic polypeptide l 
(APOBEC1), transcript variant 1, mRNA 


N1V1 UUoVJo 


riomo sapiens bJVii 5 suppressor oi mil two 5 nomolog 1 (yeastj (bJvii Jill j, 

*v,DAT A 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM UUoylU 


riomo sapiens letmoblastoma binding protem o (K±>r>ro), mKJNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
Homologous recomumation (yeast) (Uiviui), itikjna 


N1V1 UU/UZ1 


Homo sapiens decidual protein induced by progesterone (Ur^rr j, mKN A 


"ma a r\r\Hf\r\H 
NM_UU7UU7 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 

(LrorOj, mKJNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 

orZL.-4 ^oJj/L.4-LJ, miviNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


N1V1 UUo /4o 


Homo sapiens sex comb on midieg-iiKe 1 (Urosopmia) (oLiviLi), mKJNA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


MA A AACAT1 

NM UUjVzz 


Homo sapiens mitogen- activated protein kinase kinase kinase 4 (JVLAr JK4), 
transcript variant 1 , mRNA 


\tiv *" AA^OAl 

NM UUooU7 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


A.TA A AA/CT5 A 

NM UUo/34 


Homo sapiens human immunodeiiciency virus type 1 ennancer binding protein z 
(rllviirz), mKJNA 


N1V1 UUo/JZ 


Homo sapiens rr>j murine osteosarcoma viral oncogene nomolog r> (rUorS), 
mRNA 


NM UUo/zV 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 

1 mT?TsJ A 
1^)0, lllrvrN.rv 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3 -like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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JNJVL UUoooo 


TT rtWrt ., « ,i I A -ixo O , rl_> lil^z-v O /X7 ^ ^ 1 ; \ / O T 1\/DT O \ DATA 

riomo sapiens Kuvrs-liRe Z (£,. COllJ (KU VrSLZ), mKJNA 


JNM UUoMlV 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
iactor oi Kappa ngnt polypeptide gene ennancer m r>-cens d (avian j (Kiii^rs j, 
m iv in /\ 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


INIVI UUOOZU 


nonio sapiens rirsoi-iiKe ^o. cerevisiaej ^riDoii^j, itikjna 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


JNM UUoj fy 


rlomo sapiens emopamii Dmaing piotem (steioi isom erase) (rj,r>r j, mKJNA 


JNM UUtO oU 


rlomo sapiens L Ukj triplet lepeat, KJNA Dincling piotem l (UUOrSJr l), mKJNA 


NM001211 


Homo sapiens BUB 1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast; (dUdIdj, mKJNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 

T> TvT A 

mKJNA 


JNJV1 UUo3 / / 


Homo sapiens unc-U-like (C elegansj (UJNUl J), mKJNA 


JNM_(JUo357 


Homo sapiens ubiquitm-conjugatmg enzyme bzb J (UBC4/5 homolog, yeast) 


JNM UUOJZJ 


riomo sapiens orAL^z^ leiateQ gene iamiiy, memoei r> (o. cerevisiaej ^or^^z^rjj, 
m iv in /a 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


jnm UUOZ/Z 


nomo sapiens oiuu caicium Dmumg piotem, ueta ^neuiaij ^oiuursj, mKiNA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (S100A1), mRNA 


"ATA A HAA^ Q 1 
JNM UUOJVl 


rlomo sapiens kajn Dmaing protein / (KAJNrSr /), mKJNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


ATA A AA/IOn'J 

JNM (JUozUJ 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce nomolog, Urosopnila) (rlJii4A), mKJNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2- like (yeast) (ORC2L), 

mKJNA 


ATA .4" AA^IOI 

JNM UUolol 


rlomo sapiens nemn z-like (cnicKen) (JN 1JNZLJ, mKJNA 


JNM UUoluo 


rlomo sapiens JNKo transcuption iactor nomolog A (Urosopnilaj (JNlvy^oAj, 
mRNA 


JNM UUolO/ 


rlomo sapiens jnk^ transcription iactor nomolog A (urosopniiaj (JNKA^aj, 
mRNA 


AJAA AAA1 

JNM UUoOV 


rlomo sapiens JNr^L-iike z (criicKenj (^JNiii^LZj, mKJNA 


ATA A AA/; 1 

JNM UUoIj/ 


Homo sapiens JNr^E-liKe 1 (cnicken) (JNh/EEl), mKJNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (JvlArj, mKJNA 


JNM UUoJUo 


rlomo sapiens bMtl structural maintenance oi cnromosomes l-liKe l (yeast) 
(SMC 1 LI), mRNA 


JNM UUu4ol 


rlomo sapiens mitotic spmaie coiiea-coii reiateci protein (iJr^Kbo i j, mKJNA 


AJA4" AA/^Q 1 /I 

JNM UUo314 


rlomo sapiens connectoi ennancer oi KoK-iixe (Uiosopniia Kinase suppressor oi 
las) ^v^iNJvi j, mKiNA 


JNM UUOjOO 


riomo sapiens acienyiyi cyciase-associateci piotem z (L Arzj, iiikln a 


JNM UU0444 


1 1 S~\ -4^%--% y— V j-X "i 14 IV /I I 1 / ~1 -4J-- 44-B 1 • -fj" 1 4^0 1 "**V^ 4~* "fA T /A"*A 4T» 4'X. /-"X j-~V -|- j^fc -44 /— x -4 -x -X. j^-X j-1 y~\ 4 -X -X /-X I 1 4 1 ' /— X II t •% T f~~\. 4"\ l~\ ~4- \ 

nomo sapiens mvjlz structural maintenance oi cnromosomes z-iiKe i (yeastj 
(SMC2L1), mRNA 


AJA/T 00^91 
rNivi uuojzi 


nonio sdpieiis diiciQiic iioiiioiog ^r^iosopiiiici^ ^/vtvirrz, ,1, iiixvinj'-v 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM_005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


INIVI UUJ70Z 


rionio Sapiens sine ocuns nomeooox nomoiog i ^urosopniia^ ^oi7s.i j, mivrN/v 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


TvTA>T HA^QQn 

JNJVl UUjVoU 


riomo sapiens biuu calcium Dmcimg piotem r (biuur ), mKJNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


NM 005938 


Homo sapiens myeloid/ lymphoid or mixea-lmeage leukemia (trithorax nomoiog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_00593o 


Homo sapiens myeloid/ lymphoid or mixed- lineage leukemia (tritnorax nomoiog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM 005934 


Homo sapiens myeloid/ lymphoid or mixed-lmeage leukemia (tritnorax nomoiog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


Homo sapiens myeloid/ lymphoid or mixed- lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


TVTA A AACHAC 

NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


A.TA A AACHA/1 

NM 005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


MA A AACOAO 

NM 005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 

( 1 VI A U H J J , mKJNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

( MAD Hz J, mKJNA 


NM 005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


TVTA A AA/d AT O 

NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM 006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mKJNA 


NM 006111 


Homo sapiens acetyl- Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mKJNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM 0061 10 


Homo sapiens CDz antigen (cytoplasmic tail) binding protein z (CDzBrz), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


\ T » ft AA/IA1 A 

NM 004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


1VTA A AA/1 ATI 

NM 0040zz 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_00402 1 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


"VTA If AA/1A1 H 

NM 004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


TV TA If f\f\ A f \ 1 o 

NM_0040 1 8 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


ATA If A A /I A 1 ^1 

NM_0040 1 7 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


A TA It I \ f\ /I I \ 1 if 

NM 004016 


TT * J J— 1 * /" 1 A A 1 TA 1 J T» 1 j_ \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


A TA It l\ l\ /I l\ 1 C~ 

NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


"XT A If f\f\ A f \ 1 A 

NM 004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


ATA It f\f\ A f \ 1 O 

NM_0040 1 3 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


ATA It f\f\ A f \ 1 ^ 

NM_0040l2 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


A TA /T f\f\ A f \ 1 1 

NM_0040l l 


TT * J j_ 1 * /" 1 J J_ 1 TA 1 J T> 1 i \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


A T A /T f\f\ A f\f\ C\ 

NM_004009 


TT * J J_ 1 * /" 1 J J_ 1 TA 1 J T» 1 . \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


ata it r\r\ a r\r\^i 

NM 004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


A T A It f\f\ A f\f\ f 

NM 004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXM42, DXS164, DXbzUo, DXSziU, DXS239, DXSzo8, DXS269, 
DXbz 70, DXSz7z (DMD), transcript variant Dp4z7m, mRNA 


"VTAA HAA1 HO 

JNJVL vvuivy 


rlomo sapiens dystrophin (muscular aystropny, Ducnenne ana rSecker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
uaoz /u, UAoZ /z ^uiviu j, transcript variant jjp^z /c, mrvrN/v 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


JN1VL UvjOdZ 


rlomo sapiens small optic lobes nomolog (Drosopnila) (bULrl), mKJNA 


a ta it 1 
JNJVL UUjoJI 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


JNJVL UUjozI 


rlomo sapiens olUU calcium binding protein Alz (calgranulm C) (oluUAlz), 
mRNA 


rsiivi uloozu 


nonio sapiens oiuu cdicium DiiiQiiig piotem ai i ^cdigizzdirnj (oiuuai i j, 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE11A), mRNA 
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NM_005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

/\/lD C 1 1 A \ DMA 

(MKbl 1 A), mKJNA 


JNJVL_UUj joj 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 

( 1 VI A D H O ) , mKJNA 


JNJVL UU!Oo4 


nomo sapiens maD-zi-iiKe i eLegansj \wlj\dz i ), hikina 


JNJVL UUjOoZ 


nomo sapiens lympnocyte antigen o*f nomoiog, rauiopiotectrve lkjdklj (jnousej 
(LY64), mRNA 


JNJVL ULOOO/ 


nomo sapiens zinc nngei piotem iuj nomoiog ^mousej y/^rr ykjd mrviN/v 


NM 005886 


Homo sapiens katanin p80 (WD40-contaming) subunit B 1 (KATNB1), mRNA 


JN1VL UU j ooU 


riomo sapiens ioiiistatm-iiice d (secretea gLycoprotein) (roJLj), itikjna 


JNJVL UU J /jo 


riomo sapiens neterogeneous nuclear nbonucLeoprotem A3 (rUNKFAJj, mKJNA 


JNJVL UUjMU 


riomo sapiens domo nomoiog z, (C elegansj {UkjNldZ.), transcript variant z, 
mKJN/\ 


INIVL UU 3 /OO 


riomo sapiens r r^rvLvi, rvnoo-t/r ^/vivrior!/r j ano piecKstrm Qomam protein i 
^ciioiiQiocyie-QeriveQj (rAKr i j, miviN/v 


XTA/L 00^799 
IMiVl ULO / ZZ 


riomo sapiens /\ i\i z. dciin-reiaieci pioxem z nomoiog ^yeasi^ ^ /\v^ i ivz in is. i \ /\ 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


INIVL UUD 1 /U 


nomo sapiens acnaeie- scute compiex-iiKe z ^uiosopmiaj ( AoLlz j, niiviN /\ 


INIVL UUD^ZO 


nomo sapiens tumor protem pjj Dinamg protein, z ( i r j jor z j, miviN/\ 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


JNJVL UU j4oo 


nomo sapiens taiget or myoi (cincKen) ( i uivn j, mKJNA 


NM 005417 


Homo sapiens v-src sarcoma (Schmidt- Ruppin A-2) viral oncogene homolog 
(avian) (oKt), mKJNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SIX3), mRNA 


TvTA A f\f\GAAA 

JNM UUM44 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_UU5377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 

( M Y LLz), mKJNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mKJN/\ 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 

( 1 VJ A D ri 4 J , mKJNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 

mKJNA 


JNM UUjZoZ 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog, 
o. cerevisiae ; ^orri/Kj, mKiN/\ 


NM_005261 


Homo sapiens GTP binding protem overexpressed in skeletal muscle (GEM), 
ni i\. in /\ 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


JNJVL UUjZ4j 


nomo sapiens r Al tumor suppressor nomoLog l (Drosoplnla) (rAl ), mKJNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


JNM UUj>z3y 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

/ETCO\ . DMA 

(r, 1 oz), mKJNA 


JNJVl VKJDZjD 


nomo sapiens v-eio-a erytnioDiastic leuxemia vnai oncogene nomoiog ^avianj 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer- like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 

(L KrvL), mKJNA 


JNJVL UUMV/ 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM 005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 

/ncn 1 \ ,„ DMA 
(Lr!/Kl), mKJNA 


NM 005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 

(oJV1U4L1), ITlKJNA 


JN1V1 UUjlOV 


rlomo sapiens aristaiess nomeooox (Drosopnila) (AKLt^), mKJNA 


JNJV1_UUjU /o 


rlomo sapiens transducm-like ennancer 01 split 5 (rj,(spl) nomolog, JJrosopnila) 
(TLE3), mRNA 


JNJVi_UUjU / / 


rlomo sapiens trans Que m-UKe ennancer 01 split i (ii(spij nomolog, urosopniiaj 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


JNJVL UUjUo/ 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


JN1V1 UlDUo 


rlomo sapiens otu cytoenrome oxidase ueiicient nomolog z (yeast) (bUUzj, 
nucieai gene encocmg mitociionciriai protein, mKJN/\ 


JNJVL UIOOO 


nomo sapiens rvL^ui reguiatoi 01 Qiiiei entiation i ^o. pomoej (rvUiJi j, mrviN/\ 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 

rv»T?AJ A 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


JNJVL UUjUjo 


rlomo sapiens retinoblastoma Dinuing protem z (KrSrSrzj, mKJNA 


JNJVL UUjUjJ 


rlomo sapiens kj\l)Zd nomolog A (b. cerevisiae) (KAUZJA), mKJNA 


TVTA A f\r\Cf\AC\ 

JNJVL U(Jj(J4y 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


JN1VL UlOUUo 


rlomo sapiens JNrirZ non-mstone enromosome protein z-iike i (o. cerevisiae) 

/XT ii OO T 1 \ DMA 
^INrlrZl^l ), mrvlNA 


1NJV1 UU4W / 


nomo sapiens myosin Dinciing protein n (iviYrSrri), mKJNA 


NM 004677 


Homo sapiens Testis- specific XK-related protein on Y (XKRY), mRNA 


JNJVL UU4/00 


nomo sapiens uDiquitmation tactor b4A (Uruz nomolog, yeastj (Ur>ry4Aj, 

*m T? AJ A 
ITlrviN A 


AJA/T C\f\A 1 T 
INIVL UU40 1 / 


nomo sapiens transmemDiane 4 superiamuy memoer 4 ^iivi4or4), mrviNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


JNIVL UU4oUZ 


Homo sapiens stauten, kjna Dinamg protein (urosopnua) (o i au transcript 
variant 14, mrviNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


TvTA A f\f\AHQH 

JNM (JU4/o/ 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 

T^*./An/A«U^1r»\ /CUD C 1 H\ „ _ DMA 

Drosopmla) (brKMU), mKJNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


Ml\ i f\f\ A /ica 

JNM_UU4657 


Homo sapiens serum deprivation response (pnospnatidylserme binding protein) 

/CHDD \ W DAT A 

(olJFK), mKJNA 


JNIVL UU4joV 


rlomo sapiens oLU cytoenrome oxidase cleiicient nomolog l (yeast) (^LUl ), 
nucieai gene encoding mitocnondiiai piotem, mKJNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 

m T? TvT A 
III IV IN /a 


IN 1V1 U U4 1 04 


nomo sapiens reiinoi Dinumg ]3iotem z, cenuiai (KDr/j, mKiNA 


TsJlVT 004^84. 

iNlvl UUt-JOH 


noiiio sdpieiis ts^rs^uy iioiiioiog, poiiiue^ \tsjs.uyj^ iiirvi>i J rv 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM 004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12- like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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JN1V1 UU43 01 


nomo sapiens ovo-LiKe i^urosopnnaj ^^jvvjli j, itikjn/y 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 
mivLN/v 


1NJV1 UU4ZO / 


nomo sapiens in oxen nomoiog 4 (uiosopniiaj ^iNuii^n^-j, miviN/\ 


rsilVL UU4oUo 


nonio sapiens iN-mynsxoyixiansieiase z (jnjviizj, mKJN/\ 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


ATA 4" r\r\A1AH 

JNJV1 UU414/ 


riomo sapiens developmentaiiy legulated OIF binding protein 1 (UKOl), 
mKJN/\ 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


JNJVL vv^jjj 


riomo sapiens myosin binding piotem L , last type (IVLY dJ'Lz), mKJNA 


NM 004529 


Homo sapiens myeloid/lymphoid or mixed- lineage leukemia (trithorax homolog, 
urosopniiaj, translocated to, 5 (JVLLLi^j, mKJNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


JNM (JU4jzo 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCMz), mKNA 


ATA 4" AfiylOOO 


riomo sapiens lympnocyte antigen V4 nomoiog, activating JNrv-receptor, JNiv- 
p46, (mouse) (LY94), mRNA 


TvTAyf f\C\AHAA 

JNJVL UU4/44 


riomo sapiens lecitmn retmoi acyixransterase (pnospnatidyicnoLine--retmoi u- 
acymansteiasej (i^Ki\ij, mrviN/v 


JN1VL UU4DZ4 


riomo sapiens letnai giant lai^/ae nomoiog z (uiosopnnaj ^i^i^oi^zj, mrviNi\ 


JNJVL UU414U 


nonio sapiens lexnai gianx larvae nomoiog i viJiosopnnaj ^llulj j, mrviN/\ 


jnivi uu4yzz 


nomo sapiens oiiv^Z4 relaxed gene xamiiy, member (o. cerevisiaej (oiiL^Z4L^ y j, 

III Iv In f\ 


rs ivi uut-jwo 


no II 10 sapiens lsopenxcnyi-ciipiiospnaxe cieixa isomcrd.se ^ir-/ii j, iiirvi \ /\ 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


JN1V1 UU4ZOZ 


nomo sapiens airway xrypsm-iiKe proxease ^n/\i iiiivln/v 


JNJVL UU4/DZ 


nomo sapiens gnai ceils missing nomoiog b (urosopnuaj (OdviJ3 j, mrviN/\ 


JNJVL UU44 / / 


nomo sapiens r bnu region gene 1 (rKCji), mKJNA 


JNJVL UU440J 


nomo sapiens taciogenitai dysplasia (/vaisKog-ocoxt syndiome; (t^ouij, mKJN/v 


NM 004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
poiypepxide ( r i ci\ i o j, m iv in /\ 


IN 1VL U U4 4 3 O 


nomo sapiens ennancer 01 zesxe nomoiog z ^urosopnnaj yji/^riZ), mrviN/\ 


AJA/T C\C\A 1 nn 
JNJVL UU41UU 


nomo sapiens eyes absent nomoiog 4 (uiosopnnaj ^tii/v+j, mJKiN/v 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


AJA/T C\C\AAAQ 
JN1VL UU444o 


nomo sapiens v-eib-bz erytiiiobiastic leuKemia viral oncogene nomoiog z, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


"ATA/f 

JNJVL UU444j 


nomo sapiens iipnt>o ( J^rniDuj, itlkjna 


ATA 4" r\C\A A*2£. 

JNJVL UU44JO 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM 004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila) -like 2 (Hu 
antigen r>) (rJ/l^/Wl^zj, mKJNA. 


JNM UU4zJU 


Homo sapiens endothelial dillerentiation, spnmgolipid O-protem-coupled 
lecepxor, j ^liiJODj, miviN/\ 


JNJVL UU44Z1 


nomo sapiens disnevened, dsn nomoiog i (^urosopnua; (jjvlj j, mKJNA 


jnjvl uu^jyy 


nomo sapiens u ca lj/ m ^/\sp-OLu-/\La-/\sp/nisj box poiypepxide 1 1 (i tiL i -iikc 
neucase nomoiog, o. cerevisiae j ^Ly'iJyvi i j, xranscnpx varianx z, mrviN/\ 


TsJA/T 

1M1V1 UU4J) / O 


nomo sapiens ceiiuiar rexmoic acici Dinciing pioxem i ^ui\/\Dr i miviM/\ 


NM 0048QR 

±>I1V±. Uvt070 




NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, l (CETNl), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin l precursor (CBLNl), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(C* A T D'J \ T> AT A 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM 004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 nomolog (yeast) 

/ U) T T U> ^ \ DMA 

(dUdj), mKJNA 


JNJVL UU4550 


nomo sapiens r>Ur>l budding unmnibited by benzimidazoles l nomolog (yeast j 

( t5 U D 1 J, 111 in. IN /\ 


NM 004331 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 3-like (BNIP3L), 

m TvT A 
111 Iv IN /A 


1N1V1 UU4JZO 


nomo sapiens oi^oi-iiKe (yeast; (oi^oi-L^, mKJNA 


TvTA/T C\C\A C\A ^ 
INJVl UU4U4J 


riomo sapiens aiaj aniioxiQanx piotem i nomoiog (yeasij (/vil^^i mKJN/\ 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


JN1V1 UU40 /4 


riomo sapiens asnz (absent, small, or nomeoticj-iiKe (urosopnuaj (/VoriZLj, 

wi T? TvT A 


JNiVl UU4.310 


riomo sapiens acnaete-scute compiex-iiKe i (urosopnna ) ^/\oL^-L1j, mKJN/\ 


IMJVL UU4/U/ 


Homo sapiens Aruiz autopnagy iz-iiKe (o. cerevisiae ) (/VrOizi^j, mKJN/\ 


TvTA/T fin/I A/1 1 
JNJV1 UU4041 


nomo sapiens myeioiu/iympnoiQ or mixec-nneage leuxemia ^u^itnorax nomoiog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


inivi uu^jui 


nomo Sapiens t5Ar jj ( t)Ar j jA J, 111 In. in ja 


jnivi uu i izy 


nomo sapiens /vc, DinQing protein t (/vrArii^i j, mrviN/\ 


NM 003656 


Homo sapiens calcium/calmodulin- dependent protein kinase I (CAMK1), mRNA 


JNM UUUZ5V 


nomo sapiens lysozyme (renal amyloidosis; (JLY z.j, mrvJN/\ 


NM 000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mKJNA 


JNM UUU455 


nomo sapiens JNotcn nomoiog 5 (urosopnuaj (JNUtun^j, mKJNA 


JNM \)\)K)lji 


nomo sapiens mutb nomolog z, colon cancer, nonpolyposis type l (li. colij 
^ivionz j, ni in. in /\ 


IN 1V1 U U U Z4 y 


nomo sapiens mutL nomoiog i, colon cancer, nonpoiyposis type z conj 
(MLH1), mRNA 


IN 1V1 u uuz l u 


nomo sapiens mtegnn, aipna o ^iio/voj, mrviN/v 


JN JV1 UU 1 Z>3 1 


nomo sapiens neat snocx tactor Diiidmg piotem i ^nor>r i mrviN/v 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


JNM U01458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM 001444 


Homo sapiens fatty acid binding protein 5 (psoriasis- associated) (FABP5), 

r> XT A 

ni K IN A 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


M» j\ f\r\ 1 T oo 

JNM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


JNM 00134U 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


JNM_0013zo 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


JNM 001325 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 

(Lolrzj, mKJNA 


NM_00 1 324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 
(to 1 r 1 J, mKJN/\ 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 

m T? XT A 
111 lv IN /a 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM 003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM 003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 


rNivi vyjj^yjy 


nomo sapiens zinc linger piotem 10 1 nomoiog (jnousej yz^rr 101 mrvJNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


tvta>t fine's on 


riomo sapiens Wr!,rM-r nomoiog (o. pombe) (Wiirii), niKNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA 


NM (J(JJJ4j 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 
(UBE2I), mRNA 


JNM UUJ344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA 


JNM (JUJ34J 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 


\I \ if AAT 1 /I A 

JNM (J(JJi4U 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 

/ I ttj CO HI \ Y> TvT A 

(U-D.HZ.Lo J, m In. IN A 


JNJVL_UUJ J Jo 


rlomo sapiens ubiquitin-conjugating enzyme bZJJ 1 (UJdU4/j nomoiog, yeast) 
(UBE2D1), mRNA 


JNJVL UloVoo 


rlomo sapiens uDiquitm-activating enzyme biu (Ur>/Vj nomoLog, yeastj 

( U Db 1 U J, lTllvlN J\ 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


JNM (JloZ/o 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
( 1 bbZ), mKJN A 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


"VTA A AATTC 1 

NJV1_(J(J3Z5 1 


Homo sapiens thyroid hormone responsive (SPOT 14 homolog, rat) (THRSP), 
mRNA 


JNM (JUJzjU 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


NM 003223 


Homo sapiens transcription tactor Ar-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 


NM 003222 


Homo sapiens transcription tactor Ar-Z gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 

Z beta) ( lrArZJ3), mKJNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protem z alpna) ( i ry\r z/V), mKJNA. 


NM UUU4jo 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
tactor ( i u^rZj, transcript vanant a, mKiNA 


JNJVL VVJJ lol 


nomo sapiens 1, Diacnyury LiomoLog (mousej (ij, mrcrMA 


1N1VL UUJ 1 / J 


rlomo sapiens suppressor ot variegation j-y nomoiog i (urosopmiaj 

U V J7ill J, IIlrviM.rV 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


JNJVL uujioy 


nomo sapiens suppressoi 01 ly d nomoiog ^o. cerevisiaej (our i jrij, mrviNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


nm uiojyy 


rlomo sapiens suppressor ot ly 3 nomoiog (o. cerevisiae) (oUr 1 Jrl), mKJNA 


NJVL UloloZ 


Homo sapiens stnatin, caLmociuLm bmamg protein (o 1KJN), mKNA 


ATA /I" HfY'2 1'2/1 

NJVL Ulol:54 


rlomo sapiens signal lecogmtion particLe 14ku (nomoiogous Alu kjna binding 

plOt em J (orvr 14), mKJNA 


IN 1V1 UUJ uoo 


noiiio sapieiis siiigeu-iiKe ^lasciii iioiiioiog, sea uiciiiii^ ^i-^iosopiiiia^ ^or>i^, 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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JNJVl UloUUJ 


nomo sapiens or^v_^i4-iiKe i ^o. cerevisiaej ^or^i^i^i j, itikjna 


1N1V1 UUZVoj 


nomo sapiens sman lnouciDie cytoKine j\j> (ol y aj) j, itikjna 


JNJVl KJVZyoZ 


riomo sapiens small mauciDie cytoKine /\z (monocyte cnemotactic protein i) 
(SCYA2), mRNA 


inivi uuzy ol 


nunio sapiens sman mouciDie cytoKine /vi, louy i/\i ), mrvrN/\ 


JNJVl UUJo04 


riomo sapiens smj-associateQ poiypeptiQe, jUku (o/Vr ouj, mrviN/\ 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


JN1V1 UUZVoU 


riomo sapiens oiuu calcium Dinciing piotem Aj (oIUU/vjj, mKJN/\ 


NM_002966 


Homo sapiens SI 00 calcium binding protein A10 (annexin II ligand, calpactin I, 
lignt polypeptide (pi l)) (blUUAlU), mKJNA 


JNM Ulo/U/ 


homo sapiens Kuvrs-like 1 (h.. coll) (KUVdLJ), mKJNA 


JNJVL UUZy44 


Homo sapiens v-ros UKZ sarcoma virus oncogene nomolog 1 (avian; (KUol 

miviN A 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 

( IvLJ tsij 1 J, m lv IN A 


JNJVl UUUjZO 


nomo sapiens letinaiuenyQe DiiiQing piotem i ^tvi^r>r i j, mKJNA 


jnjvi uuzyju 


nomo sapiens rvic-iiKe, expiessea m neuions ^uiosopnuaj (rvirsi j, mrviNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


jnivi uuzyiz 


Homo sapiens Kriv J-iitce, catalytic suuunit 01 1JJNA polymerase zeta (yeastj 

(KiiVJi^J, 111KJNA 


jnjvi uuzyuy) 


nomo sapiens letmoi Dinumg piotem mteistiiiai (Kor j j, itikjna 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


JN1V1 UUZooo 


Homo sapiens letmoic acici leceptor responuer (tazarotene lnaucecij i 

^KArvrvrl/ol J, mrviNA 


jnjvi uuzo/v 


nomo sapiens kaujz nomoiog (o. cerevisiaej ^kaudzj, mrviNA 


jnjvi uuzo/o 


nomo sapiens KAUji-UKe d (o. cerevisiaej ( kalij i l J j, itikjna 


JNJVl UUZoO 


Homo sapiens kaujj nomoiog (ivecA nomoiog, conj (o. cerevisiaej 

^ ix/A J) l IIlrviM /\ 


1M1V1 UUZO /H- 


nomo sapiens \s^i\ljad nomoiog r> ^o. ceievisiaej ^ivrvr^zjrj^, iiirviN/\ 


NM 002853 


Homo sapiens RADl homolog (S. pombe) (RADl), mRNA 


JNJVl \JvZo/J 


Homo sapiens kaui / nomoiog ^o. pomoej ^kajji / mrviNA 


JNJVl UUUZ04 


Homo sapiens patcnec nomoiog (uiosopniiaj ^iLnj, mrviNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


JNJVl UUZolO 


Homo sapiens period nomoiog i (Uiosopnuaj (r^HKij, mKJNA 


JN1V1 UUZoUU 


Homo sapiens pnospnodiesterase 4r>, cAJVlr-specilic (pnospnodiesterase r^4 
dunce homolog, Drosophila) (PDE4B), mRNA 


JNJV1 UUzooo 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 1 3 (colon carcinoma) (Hsp70 
mtei acting protein j (o i Uj, mKJNA 


JNM UUJ/lj 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


JNM OvZddj 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


JNJVl UvZjjZ 


Homo sapiens ongm recognition complex, suounit 4-liRe (yeast) (UKU4LJ, 
mRNA 


JNM Uloo.34 


Homo sapiens nipsnap nomoiog 1 (C elegans) (JNlroJNArl J, mKJNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


JN1V1 UUZ4o4 


t J . x ^ X "fc , \ . i ^~x -i .--^ -g -x j 'i -g -x -m i > *h 1 ^~x > ^ -4- -i y J ^~X 1-^. -i -*--x y -J -*--x T J X -4- ^--x -4 * -X 1 / Ix /I -g ^ -X 1 \ 1 ^ j X 4 >-X ^ y X 1 t *N y' X - 1 J y~X 1 -4 V / l^k 1 11 1 M 111 \ 

Homo sapiens nucleotide Dincimg protein i (ivimiJ nomoiog, tL. coiij (JNUrSKi), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide- sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM 002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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JNJVL UUZ44o 


nomo sapiens msn nomeo dox nomoiog i (urosopniiaj (ivioA.1 J, mKJNA 


JNJVL UlOZ) / O 


nomo sapiens serine/tnreonine xma.se z4 ^oirizu nomoiog, yeast; (o i JvZ4j, 
m is. in /a 




riomo sapiens musasni nomoiog i ^uiosopmiaj ^ivioii mivr>/\ 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


JN1V1 UUZ44U 


riomo sapiens muto nomoiog 4 (1^. conj ( k ivik!>ri4j, mtviN/v 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


JNJVL UUz4Uj 


riomo sapiens manic rnnge nomoiog (JJiosopnua) (ivirNOj, mrCJNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 




Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NM 00zi9i 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM KJK)Z3yZ 


Homo sapiens Mdmz, trans iormed 5 1 3 cell double minute z, p5J binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM 003906 


Homo sapiens MCMJ mmicnromosome maintenance deticient J (b. cerevisiae) 
associated piotem (JVldVU/Vr J, mKJNA 


NM UUz3oU 


riomo sapiens v-mal musculoaponeurotic librosarcoma oncogene nomoiog Jv 
(a vi an j (ivi/\Jrivj, miviN/\ 


JNJVL UUZoDV 


nomo sapiens v-mai musculoaponeurotic norosarcoma oncogene nomoiog o 
(avian) (MAFG), mRNA 


jnjvi UUJDDU 


nomo sapiens ivi/\ui mitotic art est Qeiicient-uxe i ^yeastj ^ivi/\ijii^i mivrN/\ 


AJA/T AA^Q^7 

JNJVL vvjyj 1 


Jriomo sapiens xynuienmase ^-xynui eiime Hydrolase; (JvYJNUJ, itikjna 


jnjvi uuzzoy 


nomo sapiens xaryopnerm aipna j ^lmportm aipna o) ^ivr r>/\3 mi\j>i/\ 


NM 003772 


Homo sapiens jerky homolog- like (mouse) (JRKL), mRNA 


JNJVL WZZVZ 


nomo sapiens loLi transcription iactor, Liivi/nomeodomam, (isiet-1) (loi^ij, 
mRNA 


N1V1 UlooU4 


nomo sapiens insulin receptor suostiate 4 (!Ko4j, mKJNA 


NM 001570 


Homo sapiens interleukin- 1 receptor-associated kinase 2 (IRAK2), mRNA 


NM OOJooo 


Homo sapiens inositol polyphosphate-4-phosphatase, type II, 105kD (INPP4B), 
mRNA 


NM001536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 

( rl lv M J ll^zj, mKJNA 


NM 001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 

/un a /fry it 1 \ ^„ t? A.T A 

( ri K M 1 1 1^ 1 ), mKJNA 


NM OOJoOo 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 

/ IT O \ O A. T A 

(nKJvJ, mKLNA 


JN1V1 UUZ10Z 


nomo sapiens nistiuiiie ncn calcium Diiicimg piotem (jikl), mKiNA 


AJA/T AAO 11/1 
JNJVI UUZ 114 


nomo sapiens numan immunoueiiciency virus type i ennaiicei DinQing protein i 
(HIVEP1), mRNA 


jnjvi uuj / 1 u 


nomo sapiens serine piotease mniuitor, Jvunitz type i iin i i mKiNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


TvTAyf AAAQ^Q 

JNJVL UUUoJV 


nomo sapiens giutamate receptor, metaootropic z (OKivizj, mKJNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM_00J878 


Homo sapiens gamma- glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
nydrolase) (uun), mKJNA 


JNJVI UU140 0 


nomo sapiens transcriptional aoaptor z ^auaz nomoiog, yeastj-iixe (^lAL/AZLj, 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NJVL UUZU J 1 


Homo sapiens uAiA binding protein 5 (UAiAjj, itikfn A 


JNJVL UUZUju 


Homo sapiens (jAIA binclmg protein Z (CjAI AZ), mKJNA 


JNJVL UUZU4V 


rlomo sapiens uAlA binamg protein l (gloom transcription factor [) (OAl Alj, 

III IN. IN A 


1N1V1 UUZU4U 


riomo sapiens ua Dincmg protein transcription tactor, aipna suounit (^ouku ) 

^ VJ/\D I /A J, IIlIV IN /\ 


inivi uuzu-jy 


nomo sapiens orvoz-associaieQ Dinmng pioiem i (uadi niix in a 


1N1V1 UUjjUO 


nomo sapiens rrizzieo nomoiog y ^L-/rosopmia^ yr z^uy in in in /\ 


tsja/t nn^^n7 

1N1V1 KjkjdDKj 1 


nomo sapiens rrizzieo nomoiog / ^r^rosopmia^ yrz^LJ / mrviNA 


1M1V1 UUJJUO 


nomo sapiens rrizzieo nomoiog o ^-Lrosopmiaj ^rz^L/oj, mrviN/\ 


1N1V1 UUj400 


nomo sapiens rrizzieu nomoiog d ^r^rosopmia^ ^rzjijj j, mrviNA 


iniivi UUJ>DU3 


nomo sapiens mzzieci nomoiog i ^uioso]jniiaj ^rz^ui mrviNA 


IN ivl UU 1 HDJ 


nomo sapiens r i in umcimg proiem \r i r>-i zu/ ij>u ^ ^r i Dj, mrviNA 


1N1V1 UUZUj 1 


nomo sapiens iyn-reiaieci Kinase ^rrvrvj, mrviN/\ 


inivi uuj / 1 / 


nomo sapiens neuropeptiQe rr-amioe peptioe precursor ^iNrrr mrviNA 


iniivi uu iho / 


nomo sapiens niamm r>, ueta ^actm Dinorng protein z/oj ^ri^iNr>j, mrviNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


XTA/T OOOO 1 2 
IN IVL UUZUlo 


nomo sapiens rngntiess i nomoiog (uioso]3niiaj ^rLiij, mrviNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


ATA 4" 1 non 
JNJVL UU1WU 


rlomo sa]3iens eyes absent nomoiog 5 (Uroso]3lnlaj (liY A3), mKNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM uuiyov 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


\ 1 1\ i\ AA1 AOO 

NM UU198Z 


Homo sapiens v-erb-bz erythroblastic leukemia viral oncogene homolog 3 
(avian) (liKr>r>3), mKJNA 


NJVL UIoj>o4 


Homo sapiens dual specilicity pnospnatase 1 1 (KJNA/KNr complex l- 
interacting) (DUSP1 1), mRNA 


NJVL_UUJojv 


Homo sapiens doiicnyi-pnospnate mannosyitransierase poiypeptiae 1, catalytic 
subunit (DPMI), mRNA 


N1VL UUlVZo 


nomo sapiens u component or complement (aarpsm) (Ur), mKNA 


NJVL Uloo4V 


Homo sapiens u-aspartate oxidase (1J1JU), transcri]3t variant l, mKNA 


"VTA/T AA 1 ^2 /I ^ 

NJVL UU1J4J 


rlomo sapiens disabled nomoiog z, mitogen-iesponsive pnospnoprotem 

/ IAi~/m. /\»xlx I In \ /HA PJ \ rviDAT A 

(uiosopniia) (UAJzsz), mrviNA 


tvta/t nn ion 
N1V1 uuiyu 


nomo sapiens cut-iiKe i, l^aai displacement protein ^urosopnnaj yK^\j ii^ij, 

1 1 1 IN IN /a 


TsJA/T 001^1^ 
IN 1V1 UU 1 jlO 


nomo sapiens uoci cnromosome segregation i-iiKe ^yeasij ^ v_ jcil), hi in in i\ 


1N1V1 UU.JOOZ 


nomo sapiens caiDOxypepTiuase ^v_,rz>), mrviNA 


MA/f oo^qoq 

1N1V1 UUJyU" 


nomo sapiens copme 111 ^v^riNii/j j, mrviN/A 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


aja/t oo 1 ^ns 

JNI1V1 UUUUo 


nomo sapiens caiDoxype]3iiQase in, poiy|3epTiQe i, jUkl» ^x_,i^in i ), mrviNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


N1V1 UUlZoU 


A J , X -ajxyx , x 1 j "V « ^ -4 . — x -x .-x , x. r X 1 ^ J -m -m ^ J -— •> ^ x 4 1 / — x 1 9 l\. 1 / \ 1 --x -i -X j A --a -ri -X y - xr- 'Xi x , x -4- . — X -4 « -x it 1 1 1 J 111 4 -x. -X I 9 f\ 1 / \ 

nomo sapiens cold inducible kjna binding protein (LiKDrj, mKNA 


NJVL UU1Z/4 


Homo sapiens UHJvi cnecK]3omt nomoiog pombe) (UHrj/rLi), mKNA 


TvTA 4" AA1 OA/i 

NJVL UUloUo 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NJVL_UUJoj J 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 

nirviN Jr\. 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM 000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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JNJVL VKJiZKJD 


J 1 , X ^y&A , i-l x -fly^ -fl y~X -44 y — « l_J M l MI * X v~J -flA y~x -V T-fl -*y*» -v * — 1 1 J 1 1 J 1 1 I 1 r 1 ^ -4 -flyX -^L ^-w -^y».,^-x y-x -4% -4 -a A -fly^ -My% .'"X ."X -4 fl-x j # l_J ^X 1 19 1 \ 

Homo sapiens JdULz/ adenovirus tLiD IvkL) interacting protein 1 (r>JN Ir 1), 
transcript van ant j3iNir i, mrviNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


TvTA A f\f\1H 

JNJVl_(J(JJ7oo 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


tvta a r\r\i c 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


tvta/t nn i i on 
JN1VL UU lloV 


rlomo sapiens bagpipe nomeobox nomolog l (Urosopniia) (J3Ar^yLl), mKJNA 


JNJVL UUloVo 


rlomo sapiens AU KJNA binding protein/ enoyl-Coenzyme A nydratase (AUrlj, 
nuclear gene encoding mitochondrial protein, mRNA 


TvTA/f 

JNJVL UUlO/z 


rlomo sapiens agouti signaling protein, nonagouti nomolog (mouse; (Abir J, 
mRNA 


JNJVL UUloJo 


iiojiio sapiens apoiipoprotem r (ArUr j, mKJNA 


JNJVL uujy// 


Homo sapiens aryl nydrocaibon receptoi mtei acting protein (AlF), mKJNA 


TvTA /f C\C\ 1 1 'JO 

JN1VL UU 11 jo 


S 1 -r~X -My^y>^ ^~X ^~X -fl>^ -fl -fl^X /~« ^~X y~X V 4 -fl flA -~x 1 J^X 4 --"X -fl>^ -fl^X ^~X 4 y^X -fl -fl^X 1>X ^~X flXA ^~X 1 ^~X y~X # flA/4 ^~X "fl ~v y - *1 y^X 1 / /fl. ■ IV 1 J % ■ flyfl^~x -fl/% y~*l y~X fly% ^ -fl>^ 4 

rlomo sapiens agouti related protein nomolog (mouse ) (AOKr j, transcript 
variant 1 , mRNA 


TvTA A n<QO/1 A 

JNJVL Ujoz4o 


1 1 y~X fl -X ^ y~X ■ " ■ y X fl fl y^x -fl -X j^l 1 1 -fl^x X 1 / 1 1 y-w -fly^ /I / | \ |>X y~X -fl>Xy% y~X 1 y~X -m -fl -1— -fl/XA -fl 1 -w- -y 1 M flyX-X y^x fl^XX 1 -x. fl x / / 1 \ I^V 1 t\ 1 l_J f -~- 1 

rlomo sapiens unaj (risp4Uj nomolog, subiamiiy r>, member o (JJJNAJrsoj, 

miviN A 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


JNJVL lOoloj 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


JNM UUlool 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitocnonunai piotem, mrviNA 


TvJA/f fl 1 A A Q 1 
iNivl U 144 VI 


nomo sapiens ioiKiiead dox rz (rL>'7s.i^zj, mrviNA 


TvTA/f fK/1 1 in 

JNJVL 1041 1U 


« J j-~X_ fl "X "V j r ~V 1 fl^X • "X -% <^X -flyX t~^t I 1 l|l 1 fl— V /-"X < ■ -r 1 fl— V 1 -fly^ |y% fl— X 1 1 /«• <" \ 1 fl— V y-X y^\. / < ^— X fl "X "V -fl -*X y--X • fl "X 1 -w- r fl-^ ✓^-My^ -4--A y^J y--X 1 

rlomo sapiens uur-JN-acetyL-aipna-u-gaiactosamme. polypeptide iN- 

aCeLyigalaClOSallllliyiLlallSieiaSe / ^vJ/VLlM 1 / J, IlirvlM/\ 


iMivi UUO / ZO 


rromo sapiens vesicie iraiiicKiiig, oeacn anu ancnor coniaiiiiiig ^r^ivr3/\j, miviM/\ 


iMivi UZUOOj 


nomo sapiens iv^iu-iiKe i\.iio uirdse \ lk^l^), mrviM/\ 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


AJA/T n^9S^9 
iMiVl LOZoDZ 


nomo sapiens nypotneTicai zinc imgei piotem iVLOv^z^yo ^iviOv_,z ^yo miviMA 


TvTA/f C\ J Z'Zr\A'Z 
iNiVl \JJJ\J^J 


nomo sapiens nypoineticai protein iviOLvZU^ou ^JVLv_rv_,zu4ou j, mrviNA 


TvTA/f fiC^n 1 7 
INJVL UOJU 1 / 


nomo sapiens AUr-riDosyiTiansieiase d (ArviD j, mrviNA 


TvTAyf n^OOQQ 
JNJVL \JjZyyy 


nomo sapiens cnemoKine-iiKe iactoi-iiKe protein LJvLJ'iiJ (LJvLriiJ mrviNA 


xta/t n^9 88i 

iNJVL UjZoo J 


nomo sapiens nypoineticai protein dj / j^r j^.j ^novei Lznz type zinc imger 
pi oieiii ) \ ivi vj v_ z ujUt 1 ) , mrviM /\ 


iMivi UJZ7OO 


nomo sapiens apo lipoprotein t\- v \s\ i uaj j, mrviM/v 


TvjA/f n^9Q^n 

iM ivi UJZ7OU 


nomo sapiens leinioici umumg pioiem / ^rvjor / j, iiirviMyrv 


TsJA/T fK9CKQ 
iMivi UDZVjy 


nomo sapiens pannexm j) ^ i /a im y\. j) in in. im /a 


iN ivi UjZ740 


nomo sapiens sorting nexm zo ^oiMyvzo in iv in /a 


iMivi UZ)ZVH- / 


riuiiiu s dpi ens iicdn aipiici-Kiiiase ^ri/A.rvjy, iiirvrN /\ 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


TvJA/T n^ooi^ 
iNiVL KjjZy^D 


nomo sapiens nypotneticai protein ivivj^io^yi ^iviov-y i o+y i j, mrviNA 


iMivi VDZy^tl 


nomo sapiens guanyiaxe DiiiQing pioiem ^vjor^fj, mrviM a 


TvTA/f fi^OQ'J^ 
iNiVL UjZyjJ 


nomo sapiens nypotneticai piotem ivi kjk^zkj / oJ (ivivjL,zu/oi j, mrviNA 


iNiVL VDZoyKJ 


nomo sapiens peptmogiycan recognition protein l precursor (ruLi J^i^j, mrviNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 

f<ZT C^l A 1 ^ rviT?TvJA 

(oLLZAJj J, mrviNA 


TvjA/r n^9QQA 

iNiVL U3Zoo4 


nomo sapiens sialic aciQ umumg ig-iiKe lectin 1 1 ^oivj-L.ti/v_,i i j, mrviNA 


TsjA/r 0^9877 
1M1V1 UJjZo / / 


nomo sapiens simiiai to ny pome tic ai pioiem iviim L/U-zjoo ^ivivjv^i / j^h- j, iiirviM/A 


NM 052876 


Homo sapiens transcriptional repressor N AC 1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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INIYL UOZoOV 


nomo sapiens putative endoplasmic reticulum muitispan transmemDrane protein 
^ in r 1 1 in in in /\ 


TsJA/T fK9R^& 
1M1V1 UjZOjO 


n oiiio sapiens similar to in hvllin cp/ini/a loiuuuuAio gene ^pvjp^ i oozj, in is. in /a 


tsja/t n^9£^^ 


rioiiio Sapiens iiypoineiicai pioiem ivio^ izovo ^ivio^ id jyo ), niivi\/\ 


1M1V1 KJJZoD^t 


rioiiiu sapiens oiq asiiocyte speeincaiiy muueeu suosiaiice ^vj/\oioj, mrviM/A 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


TATA/f fi^OQQQ 


Jriomo sapiens pannexm z ^i^ajnt^zj, mj\.iNi\ 


JN1V1 LOJOOl 


jriomo sapiens nypotneticai piotem ivioi^iyjoo (ivioL. iyr>r>oj, miviN/\ 


JNJVL yjDjj^y 


j^Lomo sapiens nypotneticai gene iviol^i iz / ^ivlol^i iz / j, mKJN/\ 


INIVL 


Jriomo sapjens myosjn regiuatory ngnt cnam ^ivlj^l^-jdj, mjviN/\ 


JNJVL UJ)JD44 


Jriomo sapiens similar to cycim-Jiv DJncnng protein i (Jtl. sapiens^ (ivlol^ i^oooj, 

11 1 IN. IN /A 


TnJA/1 fl^^ 1 ^ 
in ivi \j z> j> j 1 3 


n oiiio sapiens iviaco/A-r piotem ^iviaco/A-r m is in /\ 


tsja/t rn^jQ 

1M1V1 UJJ^IV 


nomo sapiens oiiactory receptor scion ^sqoiij, miviNi/\ 


IN 1V1 U J J> Z> 1 0 


nomo sapiens protein Kinase im i u-oiZj ^ini i u-&r zj ^, mxviN/\ 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


JN 1V1 V 1 OiJ / 


Jriomo sapiens nypotneticai piotem pu/aCj- i ( cuau- i n i is in /a 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


JN1V1 vjjj 1 1 


Jriomo sapjens cJionomc goiiaaonopm, Deta polypeptide i (UOJdJJ, mKJNA 


JNM UJJ44o 


Jriomo sapjens kerann o jrs (JvKlolKb), mKJNA 


TvTA/f r\11 A'*) A 

JNJVL UJJ4Z4 


Jriomo sapjens SJmJlartO JVLYUolJN HP A V Y L ri A 1 IN , L AKUl AL JVlUoULrA 

AT PI-4 A TQOPOT?A/T / \ /l A/ PI AT T>PT A ^ /^Ayf mi k. /»i 1 1i i». A /^T nf i O';77 1 ^ ^T?XTA 
/A Pi PI /A 1 o r P> In 1V1 ^JVL I PIP -A^ Pi Pi J ^JVL. milSCULUS ) (LULVZ / / J ), 111 lv IN /A 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 

^iVlOV^O lOD mjAJN/A 


JNJVL Ujj'+jy 


Jriomo sapjens yj v oz /-jejateQ protetn (^u v oz / j, mjviN a 


NM 033440 


Homo sapiens elastase 2A (ELA2A), jnRNA 


JNJVL U J jo 


Jriomo sapiens P LJo4-Pi i precmsor (P,jJo4-riJ), m k in a 


JNM UJJ4zj 


JrLomo sapjens sjmjLar to granzyme J3 (granzyme Z, cytotoxjc 1 -lympnocyte- 
assocjatea serine esteiase i ) \ri. sapiens^ (^ij^aj j, mjviNA 


TATA/f 1 1 
JNJVL U .3 9*41 J 


Jriomo sapjens JiypotJieticai protein nlkjk^ i djZj (iviop^ijozj) j, mjviNA 


1NJV1 Ujj4J0 


n nmA co «ia«n oii-ni lot- +/a 1-4 A/PrATPI PTT^ A I 7/1 M T^TA A PD HTC INI 7" P ^ O 'n 7 TAT 

pi onto sapjens sjmjiar to JrL 1 1 u 1 pi p i ip,/ap d^.kj jswUA i invj i j^hn zjsw /yj.j hn 

II IvP/lVl VJoP'lVl L> IV ^ 1V1 Pl^ 1 VOUO J, 111 IN IN /A 


NM 033413 


Homo sapiens hypothetical gene MGC 16309 (MGC 16309), mRNA 


JNJVL UJJ'HUU 


nomo sapiens nypotneticai pi otem ivipip^ i ji jo ^iviprp^ i j i d oj, miviN/A 


AJAyT A 1 Q 
INIVL KjDD^iy 


piomo sapiens nypotneticai gene ivioprv/jj ^iVLOpy /d^j, mjsUNA 


aja>t m/inc* 

INIVL U m-UoD 


jriomo sapjens pjnaju / o / protem (Jr kuu /o / j, mJviN a 


JNJVL U99U49 


Piomo sapiens cnoriomc gonacion opm, ueta polypeptide o ( p ojisdj, ni is in /a 


INIVL U91491 


nomo sapjens nypotneticai protein ivlptP4/oo similar to testis specinc protein 

lE/OlUllvr ^IVlOP^^t / OO J, ITT IS IN r\ 


IN1V1 U9 9 1 o J) 


nomo sapiens cnoi ionic gonacion opm, ueta jjoiypejjticie o ^paj-DoJ, miviNi/\ 


1N| 1V1 UZU44j 


nomo sapiens nypotneticai protein iviptp^ih-!701 ^iviprv^iH-yoi ), miviNi/\ 




I — I / -v ITT / A CQ1T1PHC I 1A/T It / A ITT ^ / A It / AV »t I - */ A 1" ^* 1 IT /I / I I — I A^ A \ ITT A 

nomo sapiens piivi nomeooox protein h- priAH p in is in /a 


1NI1V1 Ujjj lo 


I — I / a itt / \ c it i it c It \ / »-\ / A+l-» <^-f-i /-» o 1 r t it ci ir\r\m*fA/l r At /I /I O 9 /I ^ / I f^\f~^ Q 1 Q Q \ -ITT T? "\T A 

nomo sapiens nyjjometicai gene supported uy AL^^yz^j (Luc7ioo7j, miviNi/A 


TsJA/1 fn^98 


I — I / A |TT / A C O IT 1 CklT C I * O IT IT 1 1T <T IT 1"* / A "tf" ^ 1 IT O 1 IT It ^ I ^2 / A T)Tl) A ^ \ "ITT 1? "NT A 

nomo sapiens capping piotem aipna d ai iaj hi in in /a 


NM 033315 


Homo sapiens ras-like protem VTS58635 (VTS58635), mRNA 


JNJVL \JJS>J\)y 


nomo sapiens nypotneticai piotem iviop^oro ^iviop^^fODD mjviN/v 


lNlvl UJJZ7O 


nomo sapiens i-ceii activaiion protein ^pvjtivi miviNi/A 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


ATA/T Ci^LI^A 
1N1V1 VJjZj^ 


nomo sapiens Dioxner oi l,ulj (dul j, miviN/\ 


IN IVl U J J ZU4 


nomo sapiens nypotneticaL gene ULvrz^pj /uiuio4 (^ULvrz/po /uiuio4j, niKJN/\ 


IN IVL UJJZjy 


riomo sapiens L^aivi-Jvii miiiDitory piotein (l^/vivl-js.ihn j, mrviN/v 




rionio sapiens testes cieveLopment-reLateQ in iij-orzi ^in iu-orzi j, niKJN/\ 


IN IVL UjjZIZ 


rionio sapiens nypotneticai gene supporteQ oy dv^uu^ou/, dl^ajuoZoj 
(MGC 10992), mRNA 


IN IVL UjjZUo 


rionio sapiens similar to jerKy ^mousej nomoiog-iiKe (LULyi idij, miviN/\ 


IN IVL lO-jlVO 


riomo sapiens lactate QeiiyGiogenase /v -iiKe ^i^urii^j, mKJN/\ 


ATA/T H 1 ^^zL^ 
IN IVL ULj04j 


n nmn ,, ljn ' n ,, pvl^py P/1 7 /I P 1 99 nrn+Ain /ni/ P7P/1 7/1 P 1 9 9 \ m DMA 
riomo Sapiens UJYrZir^j^r 1ZZ protein ^UJvrZ^r 4j4r LZZj, nirvlN/\ 


ata/T n^jo^n/i 

IN IVL loZOU4 


riomo sapiens lung aipna/oeta nyaioiase i (i^/vr>riL mrciN/v 


ATA/T Cill 

IN IVL UJ)ZlJ)j 


nomo sapiens nypotneticai protein ULvrz,p^o4iN 14 id ^ULvr z^r 4 in 14 id j, 

1 1 1 IN. IN /\ 


ata/t rnnRfi^ 

1N1V1 LOUOLO 


nomo sapiens nypotneiicaL protein rLjiuujj ^rLj iuudd mrviN/\ 


ATA/T (MACi^l 


nomo sapiens nypotneticai piotem ivlol^ddjo ^ivlo^j>dj>oj, miviN/\ 


ATA/f H9zLn^Q 
IN IVL UZ^fLOV 


nomo sapiens nypotneticai protein ivio^dddo ^ivio^dddoj, miviN/\ 


ATA/T 01^^49 
1NJ.V1 U103H-Z 


nomo sapiens seiiiie/tiiieomne protem Kinase ivu-vois. ^ivio I'tj, itlivin/\ 


ATA/L 0T^197 
1M1V1 U D D LZ 1 


nomo sapiens regucdicm gene piomotoi region reiateci protein ^rvvj-rivj, miviN/\ 


ata/t rn^i9& 

1N1V1 LOJ> IZo 


nomo sapiens scmuerm ^oi^iin mrviN/Y 


ATA/T OT^fKR 


I — 1 / X m / -\ O O f\ 1 £^"fl O T*1H ft fill fTf»T" v\T'A'fpiT1 9Q /T? ^VT Ih 9 vv»T) AT A 

nomo sapiens ring imger protem zy ^rviNrzyj, niiv in r\ 


ATA/T \\f\ 
IN IVL Uj J 1 lO 


nomo sapiens nypotneticai protem ivio^io / ih- ^ivivj^io / ih-j, miviN.rv 


ATA/T 07^19^ 
1N1V1 UJ5J1ZJ) 


nomo sapiens testis- development related in i u-orz / ^in i u-orz / miviN/A. 


ATA/T fn^19/^ 


nomo sapiens seime/tnreomne Kinase roivriz ^roKnzj, mi\jN/\ 


ATA/T OT^19A 
IN IVL Ujj1Z4 


nomo sapiens in i u-orzo protem ^in i u-orzo in ivin /a 


ATA/T 0^199 

1N1V1 UJOIZZ 


T— T^tvi/a c 'j t-\i r>n c +Acfic /Iat/aI nntn ah+ i"\ w a+/^ i n NJ A^ P^ ^1T^9^\ / TNI A^ P^ P O \ ni P TVl A 

nomo sapiens testis development protem in i u-orzo ^in i p-oizoj, mrviN/\ 


ATA/T flT^ 1 1 A 
IN IVL U.30 1P4- 


nomo sapiens ivl/vlvp-i protem ^ivrrvp/r- 1 miviN/\ 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


ATA/T 01^^57 
IN IVL UjjUo/ 


nomo sapiens ny]3otneticai protein ru i-4-j 1 1 (ri^j i^o 1 1 j, miviN/\ 


ATA/T C\1A ^19 
IN IVL VZHJlZ 


nomo sapiens leucme-ncn lepeat-contammg z (^i^rvivL.zj, mKJN/\ 


ATA/f flfkAflOQ 

IN IVL uuouzy 


nomo sapiens paianeopiastic antigen ivi/\i ^riNivi/vij, mLviN/v 


ATA/T n^^H9^ 
JNJVL VJJVZZ) 


nomo sapiens nypotneticaL protein rLj i j? j 1 1 ( /nj mLviN/\ 


ATA/T fl 1 ^ 1 AO 
IN IVL UlJlOy 


nomo sapiens nomoiog ot yeast riuosome Diogenesis regulatory protem kjvo i 

\ l\ l\o 1 J, 11 1 In. IN /A 


ATA/T 01^190 
IN 1V1 U 1 3 1 Z;7 


nomo sapiens septm o ^oP/izj, miviN/\ 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


ATA/T H^99HA 
IN IVL V D Z ZV) O 


nomo sapiens nypotneticai ptotetn ri^jzi /uy (rLjzi i\)y) v mKJN/\ 


ATA/T 0^9707 
IN IVL KjdZ /y 1 


nomo sapiens nypotneticai piotem rLj 144-y / (^ri^j i44y / j, mKJN/\ 


ATA/T fl^9/179 
IN IVL LoZ^f/Z 


nomo sapiens peptidyiproiyi isomerase ^cycLopmLLnj-LLKe J (rriLo j, mKJN/\ 


ATA/f filOQ'JA 

IN IVL KjjZyjo 


nomo sapiens \J\^ 5Z (LJLoZj, mKJN/v 


ATA/T (110^77 
IN IVL UjZj / / 


nomo sapiens meianoma-associated cnondroitm suiiate proteoglycan- ince 

^LUL/O'IOO^ J, 11 1 IS. IN r\ 


IN IVl KJDZyjD 


nomo sapiens nypotneticai protem ivioi^i poo ^ivivj^i i-jooj, mrviNy-v 


ATA/T fl^9Q9Q 
iNivi \jDzyzy 


nomo sapiens nypotneticai protem ivivj^ih- /yo ^iviut^ih- /yo ), miviN/\ 


ATA/L 0^9098 


Pnmn CQnipnc It \ / 1"\ a t It r»t w » 'i 1 t"\r/Atr« i n \ /I 1/1 1/11 / \ /I \ A \ A \ \ m P TM A 

nomo sapiens nypotneticai piotem ivio^i^+ih-i ^ivivjv^ i 1 i ^i, miviN/\ 


ATA/T 0^9097 

1N1V1 \JDZyZ 1 


nomo sapiens nypotneticai pi otem iviv_r^ i d i jy ^ivivj^, i d i jy rniviNz-v 


ATA/T 07909 A 
IN IVl UJJZVZO 


T-Ti^rvi/T CQnipnc It \ / 1"\ a t It r«t i ^ » ' 1 1 nrntr> i n AyTHP 1 ^7^7 A/fPP 1 ^7^7^ itt P TS.1 A 

nomo sapiens nypotneticai protem ivioi^i j id/ ^ivivjv^id / d / miviN/\ 


T\FM 0^?Q91 

iNlvl UJZ<7Z/1 


Homo <;anipn<i hxynothpfiral rvmtHn 5^75 riUGfl 5^75^i mRTsTA 

±±VJ111VJ &Cipidl& 11 jr p VJ LlldlV^ dl pi VJ It/ 111 IVIVJV^ 1 JO / *J ^IVIVJ V_/ 1 J O / J j, iiirv±>i^\. 


NM 032909 


Homo sapiens hypothetical protein MGC 14 139 (MGC 141 39), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC 14 156 (MGC 141 56), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC 14439 (MGC 1443 9), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC 14425 (MGC 14425), mRNA 
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INIYL yjjZyvjz 


nomo sapiens protein pnospnatase l, reguLatory (^nnioitorj suounLt io/\ 

Apppipi^A^ rnT?XTA 
^rrr llvlOAJ, IlllvlN f\ 




U nn1n cQnipnc It \ / rw It r»t i ^ u 1 tTr^tr» i n A/TOl" 1 1 49 8 8 HV/T HP 1 49 8 8^ tyiPXTA 

nomo sapiens iiypoiiieiicai proiem iviov^ih-zoo ^ivlvjv^lh-zoo lillvin/\ 


INIVL UJZ.OW 


UAmrt c'lnifnc U\n^i\tUr>t\i* <a 1 it r^tr»in A/Tl^l/" 1 1 4 1 9 8 ^^1^1^ 1 4 1 9 8^ mPXTA 

n o 1 1 1 o sapiens nypoinencai proiem ivlvjt^lh-lzo ^ivlvj^Lt-lzo iiirv in /\ 


INIVL UjZ070 


Hnmn cqhipiic It \ / it / a + It r» t ! / » ' i 1 r»rn+Air> \ /I 1/1 1 9 A / \ 4 (~\ f ^ 1/1 1 9 A ^ ml? \T A 

noLiLU sapiens nypuineiLeai pruiem ivlvji^ ih-izo ^ivlvj^ i^izo itllvin/\ 


INIVL UjZO" / 


U Mnin c'lninnc U\n^t\iUr^t\(^ 'A 1 r\ r^tr»in A/TOr^1447A ^A/Tr^r^ 1 447 A^ mPXTA 

numu sapiens nypuiLieiieai piuieni ivlvj^ lh-hoo ^ivlvjt^. i^joj, LiLiviNi-v 


INIVL UjZoVO 


riomo sapiens nypoineticaL pioiem iviol^ i^tjoo ^iviol. i^tjoo liilvin/\ 


in ivi \j d z, o y z 


T^Ti^Tn/Tj CQniPiic 1rtmj/T+lTP'+ir»'a1 it wvfr' i n A/T^r^" 1 1 4 1 ^\ 1 / \ /T 1/1 1 A 1 ^ mP \T A 

-Tiuniu sapiens nypuineneai pruiem ivlo^lh-lol ^ivlo^ ih-ioi j, miviN.rv 


XTA/T 079 8Q1 


H^tyi^ c'lnionc ViT/i-irk+liP'Li^Ql nrntfin A/TOr^19Q98 ( N/I T^T^ 1 9Q9 Si\ tyiT?XTA 

riuinu sapiens Liypoineiieai pruiem ivlvj^. izyzo ^ivlvj^lzvzo illlvin/a. 


XTA/T 0^9 800 
INIVL UjZO" w 


numu sapiens nypuineiieai pruiem ivlo^ l d l ju ^ivlvj^ i ji ju j, miviN/\ 


XTA/T 0^9887 
INIVL UjZOO / 


numu sapiens nypuineiiC/ai pruiem ivivj^. iouj / ^ivlvj^louj / )^ miviN/\ 


XTA/T fH9 88^ 
INIVL Uj-^OOJ 


numu sapiens nypuineiiL/ai proxem ivlo^l j"uo ^ivlvj^l jyuoj, nirv in /\ 


XTA/T 079 889 
INIVL UjZOOZ 


numu sapiens irypuineiieai pruiem ivio^ i joz / ^ivivj^i joz / miviN/\ 


XTA/T 079881 
In 1VL UjZOOI 


U ntYin cQi^i^Tic TT7 ctiRXTP cnpcifi^ Qm nrrkt^in T QA/T10 fT QA/TIO^l mRXTA 

numu sapiens u / sniviNr-speeiiie om-iiKe pruiem l^oivllu ^l^oivlluj, miviN/\ 


XTA/T 079 880 
inivl ujzoou 


U ntYin cqiiiphc U\/f^t\iUr*i\<*-A 1 rvrrdv^in MHP1 ^770 ^ N/I 1 ^770^ mT?AT A 

numu sapiens iiypuineiieai pruiem ivioi^ i j / ju ^ivivjv i j / ju ), miviN/\ 


XTA/T 079878 

INIVL KJjZQ 1 O 


numu sapiens iiypunieiieai pruiem ivio^i jo / / ^iviov^i jo / / j, miviNr\ 


XTA/T 079 877 
INIVL UjZO / J 


numu sapiens nypumexieai piuiem ivlo^l j^j / ^ivlvji^l j'+j / mLviN/\ 


XTA/T 079 8^7 
INIVL UjZOO / 


numu sapiens nypuinexieai pruiem ilj ih-voo lj iH-yoo j, miviN/\ 


XTA/T 079 8^^ 
INIVL UjZOOj 


numu sapiens nypuineiicai piuiem ilj i^vju i^ilj i^yjuj, iiiivin/\ 


XTA/T 079 8^1 
INIVL UjZOOI 


numu sapiens nypuxnexiL/aL pruiem r l^j ih-7 1 / ^ilj 1471 / llllvln/\ 


XTA/T 079 8^0 
INIVL WjZoj;/ 


I — I / x ITT / A C 1 O 1 /^tT C It \ / IT / A "f" It "f" 1 / * 'T 1 l"M"/Af 1 1T |h T I 1 4QOA f l-i 1 1 1 4QOA^\ TTT T? ~^T A 

numu sapiens nypuineneai piuiem ilj ih-vuo ^ilj 147UO llilvinz-v 


TvJlVT 079 8^^» 
1MIV1 UjZOjO 


H"r\rYir\ c'itTir»nc lT\/tT^thr»t i^^ q 1 it r^tr»in PL T14888 ^ P T 114888^ rviPXTA 

numu sapiens nypuineiieai pruiem ilj ih-ooo ^ilj lh-ooo j, miviN/\ 


XTA/T 0798^ 
1N1VL UjZOjJ 


I I / x ITT / A C 1 CI Y\ 1 /^tT C 1 It ITT O "i" / A IT t W f^tl / % Oil— T9 IT 1~/ A "1" 1 IT / I I ^ I I O \ ITT T? "^.1 /\ 

numu sapiens nemaiupuieiic onz pruiem ^nonz ^, in iv in /\ 


MA/f 0798^zl 

INIVL UjZOjJ 


I — I / \ ITT /T C Q1T1 £»"IT C 1 It \ 7 |T / A "f" It /^O 1 IT 1"*/ A "i" 1 IT |h T t 1 4 8 7 1 / I— ^ T I 1 /l O 'V 1 \ ITT T? ^VT A 

numu sapiens nypuineiieai pruiem ilj lh-o / 1 ^ilj lh-o / 1 j, miviN/\ 


XTA/T 079 8^0 
INIVL UjZOjU 


1— I ^ a itt / a c'inipnc 1t\ /it^ Af It r»ti 1 iti^ Atr»i it IhT T1 4840 ^ PT T14840^ ml? XT A 

numu sapiens nypuinexieai pruiem ilj lh-oh-u ^ilj l^+oh-uj, miviN/\ 


XTA/T 079 8zlQ 
INIVL UJZ047 


U nnin cQnipnc 1rxrr\r\f1r^+ir»ci1 nrnfpin P T 11 4874 ^ P T T1 4874^ ml? XT A 

numu sapiens nypuineneai pruiem rLji^oj't ^rpji^ojH-j, miviN/\ 


XTA/T 079 847 
INIYL UJZ04 / 


numu sapiens nypuineiieai pruiem r l^j ih-ozj ^ilj i^tozj j, miviN/\ 


XTA/T 079 84^» 
IM1V1 UjZO'tO 


PI nmn cQnipnc It \ / it a t It r»t w » ' 1 1 iTivAtr»i n P T 11 4894 ^ P T T14894^ ml? XT A 

numu sapiens nypuineneai pruiem ilj ih-ozh i ilj lh-ozh- i, rniviN/\ 


XTA/T 079844 
IN 1Y1 UjZO^ 


l— T/T"tTT/T CQ"ni3HC l^f rtAA"fll^"fl/^o1 f» / \ 1" f~X 1 L T f 1 /I Q 1 7 / L/ T i 1 /I ^J 1 ^5 \ ITT I"? "^vl A 

numu sapiens nypuxneiit/ai pruiem r l^j I'+o i j ^ilj lh-olj j, miviN/\ 


XTA/T 079 847 
INIVL KJDZo^-tD 


U nnin cinipnt 1t\/it^ Ath r»t i 1 iTivAtr»i n P T 11 48 1 O ^ P T T14810^ tyiPXT A 

numu sapiens nypuineiieai pruiem ilj ih-oiu ^ilj ih-oiu miviNz-v 


XTA/T 079849 
INIVL \)DZO L \Z 


PI ( a itt i a c'inipnf lT\/rwAtlTr»ti^»'i 1 nm+pin p I T1 4807 /"PI T14807^ rv»T?XT A 

numu sapiens nypuineiieai piuiem ilj ih-ouj ^ilj lh-ouj j, miviN/\ 


NM 032840 


Humu sapiens hyputhetical prutein FLJ14800 (FLJ14800), mRNA 


XTA/T 079 87Q 
INIVL UjZoj7 


VA t\ itt / a c 'i it i r»iT c 1t\ MT/Af It i 1 nm+Pin p I I 1 AH SI A / PT T14'784^ itt D\l A 

numu sapiens nypuineTicaL piuiem ilj l^4 /o^ ^-tl^j l^l /o^ j, mLviN/\ 


XTA/T 079877 
INIVL UjZOJ / 


numu sapiens nypuineTicai pruiem ilj 14 / / j (ilj 14 / / j j, mLvTN/\ 


NM 032836 


Humu sapiens hyputhetical prutein FLJ14768 (FLJ14768), mRNA 


XTA/T 07 9Q7/I 

JN1VL UjZoj4 


numu sapiens nyputnetical prutein rLJ 14 / j L (rLJ 14 / j L j, mKJN/\ 


JNJVL UjZojj 


homo sapiens protein pnospnatase 1, regulatory (mniuitorj suDunit 1 jd 

/"PPP1D 1 CR\ ml? XT A 
{r r r L LCI jj3 L 111KJ.N/V 


XTAyT 079 879 

INIVL UjZojZ 


nomo sapiens nypotneticai protein ilj 14 / j j (^ilj 14 / jj j, mivrN/v 


XTA/T 07987 1 
INIVL UjZojI 


nomo sapiens \^j\r -DLnoing protein complex mieracimg protein z \K^s3K^±rz ), 

LLlLvIN/-Y 


XTA/T 079 870 
INIVL UjZOjU 


U nmn c'lninnc lT\/iT^tlTr»ti^»'i 1 it r^tr^\ it PT T14T98 ^ P I T14T08^ mPXTA 

nomo sapiens nypoinencai proiem ilj / zo ^ilj lh- /zo ^i, miviN/\ 


XTA/T 07 9 89 Q 
IN1V1 UjZOZV 


nomo sapiens nypoinencai proiem ilj 14 /zi ^ilj i^t/zi j, miviN/\ 


XTA/T 079898 
INIVL UjZOZO 


U nmn CQ «P« C nKinni+in T TRF fl H TRF fl^ mRXTA 

nomo sapiens udl^ulliii lj d r - 1 1 ^ulji-ii^i, 111 in. in /a 


XTA/T 079 897 
INIVL UjZOZ / 


PTr\m/T c 'ltTir'iTC 1t\ /iT^tK r»ti 1 nrn+pin PT 114708 ^ PT 114708^ ml? XT A 

nomo sapiens nypotneiicai pioiem ilj 14 / uo ^ilj 14 /uo j, miviN/\ 


XTA/T 079 89^ 
INIVL UjZOZO 


1—1 / x ITT / A CQUK^TIC Itt i'T + P f C» 1 nTA+f»111 Pi f 1 /I AQ'T / PT 1 1 4^x07^ "ITtI?^VT A 

nomo sapiens nypoiiieiicai proiem ilj lh-ov / ^ilj m-oy / miviN/\ 


XTA/T 079R95 

1M1V± UJz-OZ-J 


PI / a itt / \ compile Itv/t^o'I'Ii f^Li r*Q 1 1^1*01^111 T^T I 1 4^8^r ^T^T I 1 4^t8^t^ ttiT?XT A 

±±VJ111VJ odljlt/llo 11V IJU LllCLlL/dl IJlVJLC/lll L LJ ItUOU \L LJ ItUOU ^ ? 111 I\ 1 > / V 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ 14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ 14627 (FLJ 14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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TsJIVT 079810 
In 1V1 UjZOIU 


numu sapiens nypuineticai piuiem rLji^ouu ^rLj ih-ouuj, inrvr>/\ 


aja/t 079 80Q 

INivl UJZoU:/ 


numu sdpicns nyputnencai pruiem rLj n-jyo ^tlj i^jvo tnivLNi-v 


mm 079 808 
1NIV1 UjZOUO 


numu sapieiis nypuiiiCTiL/ai pruiem rLj iHoyn- ^rLj i^+jy^ j, iiiiviN/\ 


AJA/T 079 807 


rioinu Sapiens nypoTiiexicai pioiem flj im-jvu ^tpj i^jvu nnviN/\ 


AJA/T 079 80^» 
1N1V1 UjZoUO 


nuniu sapiens nypuinexieai pruiem rpj i^joo ^rLj ihoooj, miviN/\ 


ata/t 079 80^ 


PI / a m / x l ■ i~\ i n c P-\ m/^\+P r»o 1 »"\ t'/ a f-r^ i it PT T1/1^/1Q P T I 1 /I ^ /i ( V \ mDM A 

nonro Sapiens nypoxnexiL/ai pruiem flj ih-jh-^? ^rpj l^-fj^+y j, miviN/\ 


AJA/T 079 809 
1N1V1 LOZOUZ 


numu sapiens nypuiiieiieai pruiem rpj ih-jh-u ^tlj ih-jh-uj, miviN/\ 


ATA/T 0797QQ 

inivi vdz, /yy 


PI i a m / a conipnc P \ / 1-\ / a + P ^« f i » ' 1 1 r^r , /^+/=»i-n PT I 1 /I ^ 9 /I / P I I 1 /I ^ J /I \ mDM A 

numu Sapiens nypuineTiL/di pruiem rpj i^jzh ^rpj im-jzm- j, miviN/\ 


MA/f 07970/^ 
1N1V1 UJZ/!70 


I — I / a m r\ c 0"Hi /~» it c t*^c t"*\ / / 1 / CI A/^ A T^ 1 \ m T? ^vT A 

numu Sapiens reserved i f\r i ^, iiiin. in /\ 


ATA/T 07 9 709 
IN IVI U J Z / 7Z 


I I ^ a m / \ com tT c P"\ m/^+P of i 1 nrntnt -n PT T 1 /I /I Q A / p I 11 A A Q \ ml? AT A 

numu Sapiens nypuineiicai pruiem flj ih-'H-oo ^fpj ih-h-oo j, miviN/\ 


aja/t 079700 

1M1V1 UJZ/:7U 


I — I / A »"»T / A CQTM AT1C P"\ 7~H /^*^P O 1 H 1"/ A "f" ^ 1 IT PT 1 1 A A /a /t / PT ! 1 /i A f~\ {~~\ \ ITT I? AvI A 

numu sapiens nypumeiieai pruiem flj ih-h-oo ^flj ih-h-oo miviN/\ 


ata/t 079788 

IN1V1 UJZ 1 OO 


I — I / A ITT / \ C ^ 1 »T 1 /"> IT C P \ T~f\ / A It / » r 1 1 / A + ^ 1 -»T p" T f 1 A A ^ 7 / p" I 11/1/1 ^ 7^\ tTT T? ^VT A 

nomu Sapiens nypuTneTicai piuiem flj i^j / ^pPvJ l^f^j /j, miviN/\ 


AJA/T 079787 
IN IVI UJZ / o / 


I — I / x ITT f\ L' '1 IT 1 IT L' It X I \~\ / A -f- It z^^-i O 1 *T t"/ A "t" 1 "IT 1— <" I 11/1/1^/1 / I—/ I S \ A A ^ /I \ "tTT 1? 1 A 

numu Sapiens nypumeneai pruiem flj ih-h-jh ^flj ih-h-jh- j, nriviN/\ 


ATA/T 07978^ 


I I s a »tt r\ i ■ oni £»-it f It \ /■ »t / \ It aiinol iAr/\tr>i it PT T 1 /I /I ^ 1 / p 1 1 T 1 A A ^ 1 ^ w»T? AT A 

numu Sapiens nypuinent/ai pruiem flj ih-h-j i ^flj ih-h-j i j, miviN/\ 


AJA/T 07978^ 
1N1V1 UJZ /OJ 


T— CQnipnc lT\/»T^AtlTr»ti/»'i 1 i-\i'^Atr»i n PT I 1 /I /I /I 9 / P I I 1 A A A ^) \ rv»T? AT A 

numu Sapiens nypuineiicai pruiem flj ih-h-h-z ^flj ih-h-h-z miviNjrv 


ATA/T 079781 
1N1V1 UjZ / O 1 


nomu Sapiens nypoxnent/ai pruiem flj ih-^+z / ^flj ih-h-z / j, miviN/\ 


AJA/T 07 9 78 O 
1M1V1 UJZ/oU 


PI ,x,tt/a c 'i nipn c P^^r\+Vi^+ir»o1 nrntfi n PT T1zL7QQ ^ PT T1 Zl7QQ^ mT? AT A 

numu sapiens nypumeiiLai pruiem flj hj77 ^flj hj77 ^i, miviN/\ 


AJA/T 07977Q 
rNivi u jz / / y 


I — I { A ITT / A CQtll p \ [ IT / A "f" P "f" 1 / * O 1 IT 1"*/ A "f" 1 IT PT f 1 /17Q7 f PT I 1 ^707^ ITT I~? A\.l A 

numu Sapiens iiypuiiieiiLai piuiem flj i^jy / ^flj in-jy / j, miviN/\ 


AJA/T 079778 
1N1V1 UJZ / / O 


I — I / A ITT / X Pt m /T"^"P t~* C1 1 IT t"*/ A 1 IT T-7T 1 1 /I 7 Q 7 l-H T I 1 /17Q7^ "ITT T? ~^T A 

numu sapiens nypuineiiLai pruiem fljih-jvj ^flj i^i jyj miviN/\ 


AJA/T 07977^ 
1N1V1 UJZ / / J 


I — I { A ITT / A CQtMPtlC p \ [ IT / A "f" P "f" 1 / 1 IT 1"*/ A "i" 1 IT p" I S 1 /17^\0 / p" T I 1 A 7 ^xO^\ ITT I~? A\.I A 

numu Sapiens nypuiiieiieai piuiem flj ih-jou ^flj ih-jou j, nriviN/\ 


AJA/T 079777 
1N1V1 UJZ / / J 


Pnmn canipric It \ / it / a + It r» f w » 1 nrnfpin \A(~\(~*A 1 9 ^\ ^A/Tr^r^/1 1 9 ^\^\ ittT? AT A 

numu Sapiens nypuineiiL/ai pruiem ivio^h-izo ^ivio^t-izoj, iniviN/\ 


AJA/T 079779 
1N1VT UJZ / / Z 


numu sapiens nypuineiieai pruiem ivio^zjjj ^rvivji^zj j jj, miviN/\ 


AJA/T 079771 
1M1V1 UjZ / / 1 


T-Tr\TYin cQnipnc lT\/tT^tlTr»ti 1 tTr^tr»i n A/TOr^19917 ^/THP 1 9 9 1 7^ mT?ATA 

numu Sapiens nypuinenuai pruiem iviov^izzi / ^iviov^izzi / miviN/\ 


TsJIVT 079770 
rNivi u jz / / u 


PI i a itt / a canipiic Pt7T^r\+PP'+ir»c»1 nmffiti \ A 1 A 9 O 1 / \ /I 1 A 9 O 1 ^ tv»T?ATA 

numu Sapiens nypumeiieai pruiem ivio^iozyi ^ivio^ iozyi miviN/\ 


AJA/T 0797^ 
1N1V1 UjZ/OJ 


numu Sapiens nypuineiiuai pruiem ivio^ioi / j ^ivivji^ioi / j^i, miviNy-v 


AJA/T 0797^4 
1N1V1 UjZ / Ot 1 


numu sapiens iiypuiiieiiLai piutein ivivjL'ioi jj ^ivivj^ iui jj ^, niiviN.rv 


ATA/T 0797^9 
IN 1V1 U J z / oz 


T-Tnmn conipnc ViTrr\r\+Vi<=»+ir»o1 nm+pin A/fHP 1 f\ 1 9 1 ^A/fHP 1 f\ 1 9 1 ^ mT?ATA 

numu Sapiens nypuineiicai pruiem ivio^ ioizi ^ivio^ ioizi miviN/\ 


AJA/T 0797/^1 
1N1V1 UJZ /Ol 


PP a itt / a oQniPtio pA7~r\r\+P/^+ir»o1 t-\r , r\+^ir» \ A 1 A O 7 ^ / \ /I f"" 1 1 A O 7 ^ ^ ml? AT A 

numu Sapiens nypuineneai pruiem ivio^ iou/ j ^ivio^iuu/ j miviN/\ 


AJA/T 0797^Q 

in ivi u j z / j y 


I — I / a itt / \ coMionc It ^ / it / \ It i / * r 1 1 it t-v \ 4- i it T7 T ! i 1 ^2 O C / T7 I | f 1 itt I~? "^vl A 

numu Sapiens nypuinenuai pruiem flj i i jzo ^flj i i jzo j, miviN/\ 


MA/f 0797^8 
IN 1V1 UJZ / JO 


numu sapiens nypuineneai pruiem ivio^i jh-o ^ivivj^i jh-oj, miviN/\ 


AJA/T 0797^7 

1N1V1 UJZ / J / 


L-lninn c'inir>nc U\mt\tUr*i\t*<* 1 nrntoin A/TOr^1^70^ (\AC^C^ 1 ^70^^ mPATA 

numu Sapiens nypuineneai pruiem iviov^i j /uj ^ivivji^i j / uj j, miviN.rv 


TsJIVT 0797^ 
1N1V1 UJZ /JJ 


I— I / a itt / a f o iA i r» it L' T»t rv\ r\+\\ r* o 1 i~\rv\f r»i n \ A C\ 1 ^ A 7 /I ^A/T/^t^ 1 ^^7/1^ ml? AT A 

numu sapiens iiypuiiieiieai pruiem ivivj^i jojh- ^ivivj^i jojh-^i, miviN/\ 


ATA/T 0797^1 
1N1V1 UJZ / J 1 


numu Sapiens nypuineiicai piuiem ivivj^i j juh- ^ivivjri^i j juh-^, miviN/\ 


AJA/T 0797^0 
1N1V1 UJZ/JU 


T-f nrnn rnnipne P\/n^tP r»t i 1 nrntr»i n \A C^C^ 1 ^/L9Q / \/I 1 ^A9Q^ mRATA 

numu Sapiens nypuineneai pruiem ivio^i j^-zy ^ivivj^i jH-zy^i, miviN/\ 


ATA/T 079747 
1N1V1 UJZ /H- / 


nomu Sapiens nypuineiiLai piuiem rviu^ i^toy / ^ivio^ i^-toy / j, miviN/\ 


AJA/T 0797zLA 
1N1V1 UJZ /H-O 


pj^nTii ronifiic U\n^i^tU(^t\i-'A 1 nrntnin A/TOr i 19^78 ( \A C\C^ 19^7 8^ mT?AJA 

numu Sapiens nypuineneai pruiem ivioi^izj jo (ivivjv^izjjo l miviN/\ 


ATA/T 079740 
1N1V1 UJZ /H-U 


PI r a itt / \ c 'i iai r>n c It \ / it / a f It ^ t L » 1 it A+r» i it \ A ^ 7 O 1 / \ /I (~\ ^ 7 O 1 \ mT? AT A 

numu Sapiens nypuineiit/ai pruTem ivio^jjyi ^ivio^jjvi mrvLN/\ 


AJA/T 07 9 77 Q 
in ivi ujz / j y 


PI i \ iTi i ~\ c'lnifnc h\/r»^th r»t i 1 nrntni n A/Tr^r~ 1 ^770 (AACiC* ^7 70^ mRATA 

numu sapiens nypuineiiLai pruiem ivio^jj /u ^ivio^jj / uj, miviN/\ 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


ATA/T 07177 7 

1N1V1 UjZ/jj 


I— I t \ m / -v nn«P«n U, ;ii/\tlin+i/io 1 rtrn+ni n A A f^C^ 1 O A TO /'A /{ (~~^{~~* 1 O T O^i DMA 

Fiomo sapiens nypoineTicai piotem iviOL. izo/v (iviol. izo /vj, mKJ\i/\ 


ATA/T 079779 
1N1V1 UJZ/JZ 


n nmA DoniAtic K^A-flir.li/>'i 1 it w^^i it \ /I 1 O 7 A 7 (\/\C^C^ 1 n 7 A 7 ^ itt DMA 

nomo sapiens nypoineTicai piotem iviov^ iu/oj (iviol, iu/oj l iiiiv1n/\ 


ATA/T 079 77 1 
INiVL UJZ/J1 


LI , x nnnionp U\n\n+lia+ioo1 tTt-/xf /-.i n A ft C\C^ 1 /I 7 ^ 7 /'A /[ 1 /I 7 ^ 7 \ -itt T? AT A 

nomo sapiens nypotiieticai pioiem iviol,14Jjj ^tviol^14Jjj l mivrM/\ 


ATA/T 079770 
iNiVl UJZ/JU 


nomo sapiens iNL^o^-iiiTeiaciiiig iiiiiociioiiQiiai piotem (iNiivir l iiirviN/\ 


ATA/T 079797 
IN 1VL UJZ/Z/ 


nomo sapiens mtemexm neuronal intermediate tuament protein, aipna (iinaj, 
at a 

11 1 IS. IN /A 




Hmmn «ianipn«i h\n^nthpfipa1 nrnfpin MnP19R77 rMOP 19877^1 mRNA 

J7AVJ111VJ &apiCllo 11 ypVJ LllCLlL/ai UlVJLClll IVlVJv, 1Z,0 J / ^IVlVJ^ylZ/OJ / p llllVl>l J r^ 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC 1 13 14 (MGC 1 13 14), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC 1 1332 (MGC 1 1332), mRNA 
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TsJIVT 079717 
IN IVl UjZ / 1 / 


nuniu sapiens nypoineticai pioiem ivio^i uzt ^ivivj^i ij>zh-j, mrviN/\ 


IN 1V1 UO Z 1 14 


U nnin canipnc TTArr\r\tTr^tir»c»1 nmlpin \AC\C^ 1 79^ 1 ^A/fnP 1 79 ^ 1 ^ ml?\T A 

nomo sapiens nypotneticai piotem \\lkj\^ijzd i ^iviov^ i .jzz) i mivrN/\ 


IN IVl O J) Z / 1U 


T-T^rrw\ c'inir»nc V»Tn^r\+Vip»+ir»Ql nrn+piti A A C) 1 70^\7 ^4^^17057^ mPAJA 

nomo sapiens nypotneticai piotem iviuui jUjj ^ivivj^uujj) mrviN/\ 


AJA/T 079700 
In IVl KjDZsIKjz/ 


U nnm CQniptic ViTrr\r\+Vi/=»+ir»c»1 v\rTvte*\ it A/TOf 1 1 7 OA7 \/I HP 1 70zl7^ mUAT A 

nuniu Sapiens nypotneticai piotem ivivjt^ijduh- / ^ivivjt^uuh- / j, miviN.rv 


TvJA/T 079701 
IN IVl UOZ/U1 


nuinu sapiens nypotneticai proiem wlkjk^z, / kjd ^ivivj^z/uj j, miviN/\ 


AJA/T 079/^01 
InIVI UjZOyi 


nomo sapiens iiypoineiieai pioiem iviov^ i iuoz ^ivivjri^ i iuoz j, nnviN/Y 


TsJA/T 079£»Q0 

IN IVl UjZU7U 


nomo sapiens nypoiiieiieai pi oiem iviov^ iji 70 ^ivio^ iji 70 ^, miviN/\ 


TsJA/T 079£»ft7 


U At « A c 'l t-\ i r»n c ViTrr\r\+Vi/=»+ir»c»1 tTr/^tf i n A/T0^17010 ^A/T^^17010^ tnl?AT A 

nomo Sapiens nypoineiieai proiem iviuL/i juiu ^iviov^ijoiuj, miviN/\ 


TsJA/T 079^87 


Rntnn ccinipnc h\/r»^th r>t 'i 1 nrntr> i n A/fOr^19Q79 ^ N/T 0^ 1 9079^ mRTsJA 

nomo sapiens nypoTneiieai proiem ivivji^izy /z ^ivivj^ i zy /zj, mrviN/\ 


TsJA/T 079/^ftO 
IN IVl UjZOOU 


nomo Sapiens ny pome tic ai proiem ivivjt^h-zoo ^ivivj^h-zoo mrviN/\ 


TvJA/T 079^70 
1M1V1 UjZO/7 


l-Tnmn CQni^nc Vi^rr\r\+V»^+ir»a1 i"\ r^Atr» i n \/I AAOO ^ A/T^^4zlOO^ ml? AT A 

nomo sapiens nypomeiieai protein ivivj^h-h-uu ^iviu^h-h-uu ^, mrviM/\ 


TsJA/T 079/^7 A 
IN IVl UjZO/O 


nomo Sapiens nypotneticai piotem ivivjv^iuyr>D ^ivioL. iuyr)D j, mrviN/\ 


TsJA/T 079^77 
1M IVl U D Z O / J) 


T-Trtmrv CQnipnc U\/i^t\tUr*i\{* <a 1 t-\r^tr»i n A/TOr^10SS9 ^A/TOr^ 1 Oft S9^ tyiPAJA 

nomo Sapiens nypotnetteai protein ivivj^ioooz ^ivivj^iuooz^i, mrviN/\ 


TsJA/T 079^71 
In IVl LOZO/1 


nomo Sapiens nypotiietrcai piotem ivio^iuoih- ^iviov^iuoi^fj, mtviM/\ 


TsJA/T 079^/^zl 
1M1V1 UOZOOH- 


nomo Sapiens nypotnetieai protein ivio^i 1 141 ^ivivj^i 1 141 )^ mrviN/A. 


TsJA/T 079/^^7 
In IVl UOZOOJ> 


nomo Sapiens nypotnetit/ai protein ivio^ 10/ uz ^iviur^ 1 u / uz mrviN/\ 


AJA/T 079£^ft 
1M1V1 UjZOJO 


nomo Sapiens nypotnetieai protein ivioi^ m/ui ^ivivj^ m/ui miviN/\ 


TnJA/T 079£»^<d 
In IVl UjZOjt' 


nomo sapiens nypotneticai protein ivivj^iovoi ^ivio^ioyoi iiirv in /a 


TsJA/T 079^^7 
In IVl UJ)ZOZ)J) 


nomo Sapiens irypoineticai protein iviov^iuvou ^ivivjv^ i uvouj, miviN/\ 


TnJA/T 07 9 J. ft 
IN IVl UjZOtO 


U nrnn cQnipnc U\n^i\tUr>t\i*<A 1 r\ r^tr»in A/fr^r^10ft90 rA/Tr^r^ 1 Oft 9 0^ mPXTA 

nomo Sapiens nypotneticai piotem iviuL/iuozu ^ivivjv^ i wozu j, miviN/\ 


AJA/T 079^zL7 
In IVl UjZ04 / 


nomo sapiens nypotneticai protein ivivji^ i uo o i ^iviv_rv^iuz>oi miviN/\ 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


AJA/T 079^/T1 
IN1V1 UJZO^tl 


t-Ti"\m/"v c ' i n!r«n u It \ / it / a t It t i / » 1 nrntpin A/m^9^1Q ^A/m^^9^1Q^ tTT P \| A 

nomo sapiens nypotneticai pioiem ivio^zoiy {nlkjk^zd iy ), miviN/v 


AJA/T 079A7ft 
In IVl UjZOjo 


nomo sapiens nypoiiieticai protein iviol^zouo ^ivioL^zouoj, mtviM/v 


AJA/T 079^7 7 
In IVl KjdZOdd 


nomo sapiens nypotneticai protein iviolo^j / (iviol^ j^j / j, mrviN/\ 


AJA/f 071A71 

in IVL KjjZodZ 


nomo sapiens nypoineticai protein ivlol^dj /o (ivlol^dj /oj, mrviN/\ 


AJA/T 079^70 
IN IVl UOZ OJU 


nomo sapiens nei^a cycim-QepeiiQent Kinase z mtei acting protein (L^iiNr^, 

itt t? TvT A 


AJA/T 079^97 
In IVl UjZOZ / 


t— T^ttt/Ti c 'i iti r»n c IrirrT/T+lT/^+i/^cil r^r*/T+/=*iiT \ A (~^w 7 1 ft 1 ^A/T/^l-^ 1 7 1 ft 1 \ itt 1? AvI A 

nomo sapiens nypotneticai protein ivivj^o 101 ^ivivji^j> i o i ), mrviN/\ 


AJA/T 079^9 A 
In IVl UjZOZO 


1 — 1 / -v ITT / \ i ' n IT 1 IT L' It \ 7 f \ / A f" It ^ 1 / * ',1 1 1tT*CI1TT »T I"" / \ "i"^* 1 IT TV»X/07ft /A/TAV r 07ft\ "ITT t? ^VT A 

nomo sapiens nypotneticai Drain protein myujo ^ivi i uoo mrviN/\ 


AJA/T 079^»9zL 
IN IVl LOZOZ^ 


1 — 1 / \ ITT / A riQtri <^"MC Itt 7~tT^ /T+It O 1 V\T*01"IT IT t"*/ \ 4~ 1 1T TTTT tC\ ^ O /'AytA^O^O^ fTT 1~? Avl A 

nomo sapiens nypotneticai Diam pioiem myuou ^ivi i uju ^, mrviN/\ 


AJA/T 079/^97 
In IVl UjZOZj 


nomo sapiens ovaiy-specmc acidic pioiem ^uoAr j, mrviN/A 


AJA/T 079^*99 

IN IVl UOZOZZ 


1 — 1 { -\ ITT / A CQtMPIIC ITT 1 1 1 "f 1 I) '/ / 1 / -v tTT *\ 1 IT r> Atrf Oltlltl ft IT X* { \ \ f** \ IT / I ~^T^^ \ tTT 1? A\.l /\ 

nomo sapiens muiti-r i^z^-oomam-contammg pioiem ^t^iN^vj, mrviN/\ 


AJA/T 079^90 
In IVl LOZ OZU 


1 — 1 / \ tTT / "\ At1C> tTT 1 "W * It / A IT / 1 1** 1 <\ \ { r 1 Iv | tT /1 1 tT IX IT 1~ / \ t ^ 1 tT / 1 /^t 7 ^\ TTT T? ^VT A 

nomo sapiens mitocnonciriai uir Dinumg protein \kj i r dkjj ), mrviN/\ 


AJA/T 018^99 
IN IVl UlOOZZ 


1 1 s \ tTT / \ CCJTTI/^TTC TTT*/^ C /^TT 1 1 1 1T C 'JCC A/ 1 ! ^T "i" / 1 T*1t /TTTT 1t/^1 /t 1lt"/^ *TT*/T'f/ =k 1"n / t^ A 1? 1 A ITT 1? Avl A 

nomo sapiens piesemiiiis assoctaieo inomuoici-iiKe pioiem ^iaivl j, iiiivln/\ 


AJA/T 079zlQft 
IN IVl UjZ'+yo 


T— l / \ tTT / \ CQr\13t1C 1t/TTTT OaKav t"\r/A + /->i tT IV/ \ tTT At ^QH^OA / 1 Q A ^9 ft \ tTT D \1 A 

nomo sapiens nomeooox protein irorn /\i^jyuz)zo {l^kj^o^adzo ), mrviN/A 


AJA/T 079^*00 
IN IVl UjZOUU 


1— I / -v tTT / A CQ1T1P11C + i • /1/-»-i //^1 / AITITT^lT'f 1"^ 1 < t r^/ 1 A.I ~\^~ 1 ^ O 1 ^7 / AvI A^ t^ O 1 ^7 \ ITT 1? A.I A 

nomo sapiens testes oeveiopment-reiateo i> i u-oii / ^in i l/-oii / mrvi>/\ 


AJA/T 079 ^QQ 

In IVl KjDZjJz/z/ 


T-Tr\TYirv CQiTipnc tr»c tr«c Hpvplnnmpnf rr»l 'lto/l XTVTA QP1 ft AAIVT^ QP1 ft \ mRAT A 

nomo sapiens testes oeveiopment-reiateo in i jj-oi 10 ^in i u-orio j, mrviN/\ 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


AJA/T 079^ft^ 
IN IVl UjZjoj 


nomo sapiens testis-speciiic uanscnpt, y -nnKeQ o^iiiioj, mrvrsi/v 


AJA/T 079^7^ 
IN IVl \)dZj> / J 


nomo sapiens ivruppei-iiKe zinc linger piotem O-Lioz (^O-Uiozj, mrviN/\ 


AJA/T 079-n77 
IN IVl \JjZj 1 D 


nomo sapiens testis-specmc protein i or -in y i or -in y ^, mrviN/\ 


AJA/T 079^79 
In IVl KjdZj) 1 Z 


nomo sapiens noonuciease / (kinaoe// j, miviN/\ 


in IVl UjZjOo 


nomo sapiens vj/vrSiv^Aj receptors associatec protein iiKe d ^OA.j3/vrv/\r i^Jj, 
inRATA 

111 l V IN /A 


AJA/T 079^7 
IN IVl UjZjO / 


nomo sapiens testis-specmc protein in i yj- i or i i u- i or i mrviN/\ 


IN IVl l/JAJUU 


rrvjiiivj &apiciio c&vjpiia^Lia L/aiiv^ci iciaicLi gene z, ^ vj ^ ) r iiirviN^v 


NM 032562 


Homo sapiens group XIII secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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AN/TAiA^ 1 1 ^fl^ tviDM A 

^lviov_ l 1 j\Jj> j, m iv in /\ 


kta/t r\ii /ion 
1N1V1 LoZ4yu 


nomo sapiens riN/Vo-iz/ protein (riN/\o-iz/ j, mtviN/v 


KTAyt H^9/1QQ 
iNlVl LoZ4oo 


riomo sapiens piotem leiateo witn psoriasis (i^\jl^o4d i oy, iniviN/v 


1N1V1 UJZ4 1 1 


nomo sapiens protein Kinase ^c/\ivir -Qepeiioent, cataiyticj mniDitoi oeta {r ivir> j, 
mRNA 


XTA/T H^99Q9 

iNivi vozzyz 


nomo sapiens nypotneticai piotem r l^jzvzxjd yr l^jzkjzvj j, mKJN/\ 


JN1V1 VjZZoj 


Homo sapiens nypotneticai piotem uivrZ,p4J4r>zz / (UJvrz>p434r5ZZ /J, mKJN/Y 


IN 1V1 U 1 J 1 / O 


nomo sapiens ivi/\/\u / 1 / protein (^jvi/vaaj / i / J, miviN/\ 


KTA/T (All A 1 n 
IMIVI UJZ41U 


nomo sapiens nooKj piotem { riKjKjr^s) j, mtciN/v 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
Qomam, ^ semap nonnj or5 (oJQiVLA.or> j, miviN/\ 


iNJVL UIjOjO 


nomo sapiens Djs^rz^r jooJUi iv piotem (Urvrz^FDooJUi ivj, mKJN/\ 


IN 1V1 U 1 0 / U 1 


nomo sapiens nypotneticai protein [k^l^z jUo4 j, mKJN y-v 


rviivi uozz4 


nomo sapiens ivi/v/^i iuj protein ^iv/ : \i^i4Uj, miviN/\ 


INlvl \JjZj>y\J 


nomo sapiens nucleolar protein interacting witn tne mA domain 01 pis.1-0 / 

^INIFJN.^, Ill IV 1>J f\ 


1N1V1 UjZjOO 


nomo sapiens nasopnaryngeai caicmoma-reiateci piotem ^iNrv^iv^, miviN/\ 


rNlVl 1/jZjOj 


nomo sapiens neiiiiaiisjvy-i ucnaK syncirome d ^nroj n 1 1 v i n /a 


KTA/T fH9^78 

iNlvl VJ-5ZJ / O 


nomo sapiens nypotneticai protein rLjzuo" / ^rLjzi/07/ miviN/\ 


KTA/T 0^9 ^7 A 


nomo sapiens nypotneticai piotem ivivj^h-zd i ^ivio^h-zj i iiiivln/y 


1N1V1 UJ)ZJ)/J 


nomo sapiens nypotneticai protein ivio^zood ^ivio^zooz) ^, miviNjrv 


1N1V1 VDZj/D 


nomo sapiens nypotneticai piotem ivivjv iozuz ^ivivj^iozuzj, miviN/\ 


1N1V1 LOZJ)/U 


nomo sapiens nypotneticai protein ivivji^iz) / 10 iivivj^iz) / ioi, miviN/\ 


1N1V1 UJ>ZJ)0^ 


nomo sapiens nypotneticai pi otem ivio^ i d o i y ^ivi\j^ i d o i y j, miviN/\ 


1N1V1 UjZjOO 


T— I / -v itt / \ coniAiic It \ mt / a t It i / » o 1 »Tt-/Af r»i it A>T^r^ 1 ^ A^X A /\/l/^^^ 1 'JA^ itt DMA 

nomo sapiens nypotneticai piotem ivio^iz>4j>o ^iviol. id4j>oj, miviN/\ 


XTA/T 0^9^74 
1N1V1 \JDZO/ i -T 


VA ( ~\ itt ( \ c'HTir'nc lT\/iT^tlTr»ti/»'i 1 tTr^tr'i n A/TOr~ 1 9^A9 ^ K 4 ^ 9 '•s A 9 ^ itt P KI A 

nomo sapiens nypotneticai protein ivivj^zjoz ^ivivj^zjuzj, iiiixi n r\ 


XTA/T 079^/^zL 
1N1V1 UJ)ZJ)Ot- 


ItAmA CQnipnc lrTrr^rT+lr^+ir»ci1 iTi'/Atr»i n A/Tr^^" 1 1 A79 f\ i \A C^-, 1 /l 7 9 A A itt KI A 

nomo sapiens iiypotneticai protein ivivj^ih-/zo ^ivivj^ih- /zo), miviN/\ 


xta/t n^9^^9 
in ivi \j j z oz 


nomo sapiens nciLi protein (nciLi mivLN/\ 


XTA/T 0^9^^ 1 
1N1V1 UjZjOI 


nomo sapiens nypotneticai protein ivioi^OH-oy ^ivio^jH-oyj, miviN/\ 


XTA/T fn9^A0 
1N1V1 \JJZ jOU 


HAmA c 'i it i r» it c 1t\ /rw~\tlT r»t i / w t 1 iTr/Atr»i n \ /I ri 9 zl O 4 / \ /I n A 1 9 zlO A\ itt t? KI A 

nomo sapiens nypotneticai protein ivivj^zh-oh- ^ivivj^zh-wh-j, miviN/\ 


XTA/T 0^9^^Q 
1N1V1 LOZ.j.j;7 


1— 1 1 ~\ itt i ~\ cQniAtiC It \ / it / a t It r»t w » 'i 1 iTr/Atr«i it N /I ri ^ A ^ H ^ / \ /I A. A^(\Si. \ itt F? KI A 

nomo sapiens nypotneticai protein ivioi^houo ^ivio^touoj, iniviN/\ 


XTA/T rn9^& 

IN 1V1 \J D Z J J O 


Haiy>a c ' i it i n f It \ it / a t It r» 1 5 / » ' 1 1 i"\rv\tr»5 it \ A Aw 1 ^ 1 ^ ^ / \ /f Ai A^ 1 ^ 1 ^ ^ ^ itt 1? KI A 

nomo sapiens nypotneticai protein ivio^i d i oj ^iviovxiJ> i oj> miviN.rv 


XTA/T 0797^7 
1N1V1 LOZ.3J / 


nomo sapiens iiypotneticai protein mvjl 1Z701 ^ivivjv^i zyo 1 miviN/\ 


XTA/1 fH9^A 
INlvl UJ)ZJ)Z)0 


I— I r -v »TT / \ C '1 IT 1 r» IT f 7~T\ /T+iT r» d 1 ITK/A fr»1 IT \ /I A . A^ 1/11^1 / \ /I At A^ 1 /I 1 1 A ITT 19 KI A 

nomo sapiens nypotneticai piotem ivivj\^ih-i^) i ^iviv_r^ i i j i miviN.rv 


xta/t n^9^^^ 

INlvl KJDZDDD 


Wrimr. c ' 1 it i r» n c lT\/iT^tlTr»ti ^»'i 1 nrAlpin \A A, A^ 1 7979 ^ N /I At A^ 1 7 9 7 9 ^ itt 17 KI A 

nomo sapiens nypotneticai protein ivio^uz / z ^ivivj^uz /zj, mtviN^-v 


XTA/1 fH9^9 
1N1V1 \JDZDJZ 


It ( \ ITT i A CQITj.^TlO It \ / IT ^ t It r» 1 1 ^ » ' i 1 IT r^tr»1 IT \A A. A^ 1 1 9 Q A / \/I A. A^ 1 1 9QA\^ ITT P KI A 

nomo sapiens nypotneticai protein ivio^i izvo ^ivivj^ i izyoj, mtviN/\ 


xta/t n^9^^n 

INlvl U.jZJ)Z)U 


UntYin c 'i it i n c lT\/iT^tlTr»ti 1 tTr^tr»i n \ /I A . A^ 1 1 0^7 / \ /I A . A^ 1 19^7^ itt P KI A 

nomo sapiens nypotneticai protein ivioi^i izj / ^ivivji^i izj / j, miviN/\ 


XTA/t 0^9^40 
1N1V1 UJ)Z 


l— 1 1 ~\ itt i \ c'minnc t»T7T^r\+t»P'lir»Ql it r^^tr'i n \ /l A . A^ 1 197^ / \ /I A . A^ 1 1 9 7 ^ ^ itt P KI A 

nomo sapiens nypotneticai protein ivio^i iz / j ^ivio^ i iz / jj, mtviN/\ 


XTA/T H^9^zl8 
1N1V1 UjZjOO 


l— I nmn cQnipnc It \ / it / a t It r»t i /» 'T 1 iTi^/Atr^i n \ /I A. A7f^/1 7 / \ /T At A ^ O/l 7 ^ itt P KI A 

nomo sapiens nypotneticai protein iviov^jU4 / ^iviui^ou4 /j, miviN/\ 


XTA/t fn9^ZLA 
iNivi \j s> zoh-o 


nomo sapiens nypoiiieiicai pioLein ivio^i jU7U ^ivivjv^t oyjyyj)^ tiiivi>i/\ 


XTA/T 079^4^ 
1N1V1 LOZ.jHO 


tr ntYin c 'i it i n c Vi^mjr\+Vi<=»+ir»c»1 tTr^tr» i n \/I At A^ 1 7 H AA ^N/IAtA^ 1 7HAA^ itt P KI A 

nomo sapiens nypotneticai protein ivioi^ ij)uoh- ^ivivj^- Ijuoh-j, miviN/\ 


XTA/T 0^9 ^zl^ 

1N1V1 \JD ZD^AD 


U nmM cQnipnc ViTrr\r\+V,r'fir»Ql it r^trM n \/I At A^ 1 7 H 1 A f\A Ai A^ 1 7 C\ 1 itt P KI A 

nomo sapiens nypotneticai protein ivio^ij)uio ^ivio^uutoj, miviN/\ 


XTA/T 079^41 
1N1V1 UjZj^I 


1— I / .m/A c: 'i it i r> n c Itt n-\ a^ It <=»+ir»ci1 nrA+pin \ /I At A^ 1/1^/1/1 / \ /I At A^ 1 /I ^ /I /I \ itt P KI A 

nomo sapiens nypotneticai protein iviov 1^10^4 ^iviov^ih-oh-'4- ; i, miviN/\ 


INlvl UjZjj7 


UAtviA CQnipnc h\n^t\thr>t\{*<A 1 iTr^tr»i n A/TA^A^14S79 ^ N/T At A^ 1 1 zl 7 9 ^ itt P KI A 

nomo sapiens nypotneticai protein ivio^ih-oj>z ^ivivj^ih-ojjz^, miviN/\ 


XTA/T 0^9^ A 
1N1V1 UjZj)J)0 


U ntr1 n cdn.pnc iT\/rw\+iTr»+ 1 iTr^tr»i it A/TA^A^ 1 1 47QQ ^ N/l At A^ 1 A1QO\ itt P KI A 

nomo sapiens nypotneticai piotem ivio^ -14 / 7" ^ivivjri^ -14 / yy)^ miviNi-v 


1N1V1 LOZJOH- 


tTi^m/r canipnc lrArtTir\+lT^'+ir»ci1 iTir'^+p iit \ A At A^ 1 /I ^ O ^ / N/1 A T A^ 1 /I ^ CI \ itt P KI A 

nomo sapiens iiypotneticai protein ivioi^ iHoyz) ^ivio^iH-^yz) ^i, miviN/\ 


xta/t rn?T^? 


jnVJlllVJ &dlJlC/llo 11V IJVJ L11C LIL/Cll U1VJLC111 IVlVJV'tZ.JO ^IVlVJvy'rZJO ^, 111 Iv 1 > / V 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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ATA/t 0797 1 ^ 

INIVL VJZJLD 


X-Tr\mr\ c'lnifnc U\n^(\ihr>t\{*<A 1 nrntpin \/l A^ A^zl7 GG f \/1Y*^f >, zl7QQ > \ rviPATA 
nOXLLO SdpienS nypOineXLCdl pXOiem IVLVJ^HO j/j? ylVLKJK^'-tjyy mLvINAY 


ATA/T 0797 1zL 

INIVL KjDZD l^t 


X— T/rrvi/T conipnc It \ / it / -v + It f J ^ » i 1 nrn+pin \ /I Al A" 1 /L 7 A 7 / 1\ /T At A^ /I 7 A 7*\ *ttP AT A 

nomo sapiens nyp oxn gill di protein iviol^h- / o / ^ivivj^h- /o / mLviNAv 


mm 079717 
INIVL LOZ.3I.J 


Wr\TYir\ c'lninnc V»An^r\+V»p»+ir»Ql nr/^tr>i n A^ A^7 9 7 9 f N/I At A^ 797 9 A mPATA 

nomo sdpiens nypoxnexLCdL protein wlkjk^dzdz yrvLKjy^DZjZ)^ niLviN/\ 


ATA/T 079719 
In 1V1 U dZd 1 Z 


I— I , -v tTT / ccmipnc 1n7Tr\/T+1r/=»+i/^»o1 nrnipin \ l\ At A^ 1 1 OA 1 f \A A A^ 1 1 OA 1 ^ ml? \T A 

nuinu sdpLens nypoxnexicdi proxem ivxo^i iuoi ^ivio^ l luoi j, mxviN/\ 


xta/t 079710 

IN IVl \JDZDV\J 


X— TiTTVi/r o o ni nn c p-tnrjiT+P^»+ir»ci1 nrn+pin \ A Aw A^ 1 111^ /K/1 A A^ 1 111 ^ \ ml? AT A 

nuinu sdpiens nypoxnexLCdL proxem ivivj^l l l id ^ivlvj^l l l lz)j, nirviN/\ 


XTPv/r 079 707 
IN IVl kjdZdkj / 


LJ^t^.x cq^phc lT\/!T^tlTr»ti^'i 1 nn^tfin MHP 1 OQQQ ( AACiC 1 OQQQ^ mPATA 

numo sdpLCLis nypoinexicaL pLoieni iviul, i uyy " ^ivivjri^ v\jyyy )^ niLviN.rv 


ata/l 079707 

IN IVl \jdZD\jD 


riomo sdpiens nypoineTicdL pLoieLn ivio^lu^h-u ^ivlo^luvh-u^, niLviN/\ 


ATA/1 079709 

IN IVl \jDZd\jZ 


Unmn caniPTic ViTrr\r\+Vi<=»+ir»c»1 »-\r^f r»i n \/I AiA 1 HQ 1 1 / \ 4 At A^ 1 O O 1 1 s . rv»T?ATA 

nuiTiu sdpicnis nypuineiLL/dL proxcm ivivj^luvl l ^ivlvju i u" i i mLviN/\ 


NM 032301 


Homo sapiens hypothetical protein MGC 10870 (MGC 10870), mRNA 


tsja/t 079700 

IN1V1 \jdZd\j\j 


T4/MTT/A caniPtic U\mt\+Un+\^<i 1 it t^A+r»i it A/fr^A 1 1 Oft ^ A ( WCXC^ 1 HQ ^/1 ^ itt DMA 

noirio sapiens nypoxnencaL pioxem ivlol. luoD^ ^ivlo^l uod^l niLviN/\ 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


JNJY1 KjjZzy / 


Homo sapiens Liypotnetical protein DLvr Z,p/olL)l Lz (JUJvJrZp /ollJl Iz), mKJNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761 A132), mRNA 


X T \ yf AO O IOC 

JNM (J3zz95 


Homo sapiens hypothetical protein DKFZp7olJNUoz4 (DKrZp7olN0oz4), 
mRNA 


JNM_U3zz94 


Homo sapiens hypothetical protein DKFZp7olMU4zJ (DKFZp7olMU4z3), 

,„ OAT A 

mKJNA 


ATA 4" n'JOOOO 

JNM lozzoV 


Homo sapiens nypotnetical protein IJLvrZp/olrSUj L4 (L) Lvr Zp /olrJUj 14J, 
tTT r? ai a 

mivLN J\ 


IN IVl UJZZo / 


riomo sapiens nypotnetical protein uivr z.p /oiui / izi ( ULvr Ap /ojui / lzlj, 

111 lv 1>J /a 


xiA/f 0799^0 

1N1V1 LOZZOU 


XTr\rvi/T cjnir>nc 1t\ /iT^f It r»t 'T 1 nrnlpin 0 1A P 7" it 7 A 1 11 7Q /PilA P7it7A 1 T1 7Q^ itt 17 AJ A 

numo sapieiis nypoineTicdi pioiem ujYrz>p/oui j" ^ujs.rz^p /oi J i ^^j, itllxinav 


1M 1V1 U D ZZ / o 


Untnn cQnipnc lT\/tT^tlT of i 1 nr'rt+P'in T^TAIh r Zr\^47POS9 ^T^TAIh 'ZrA^ A7POft9^ mPATA 

n 011 10 sapiens nypoxnexicdi proxem UNr Apj^ /ruoz ^i_yLs.r;z^pz)H- /r v&z), iniv in /a 


ATA/l 07997zL 
IN 1V1 \JDZZ / 


U AniA CQnifnc lT\/iT^tlTr»ti^'T 1 nm+Pit. 0 1A P 7" it A 7 PO 7 9 / P^ 1A P 7 it ^ A 7 PO 7 9 ^ itt P KI A 

nomo sapiens nypoxnexicai proxem urs^r z^pD^r /r\j i z yLJjs^r z^ipD^t /r\j /z), miviN/\ 


ATA/T 079971 
INIVL \)DZZ / 1 


U nnin cQtripnc! lT\/iT^tlTr»+ i^'i 1 it r^tr»iiT P4 1A P 7" it ^ ^ A 1 0 9 1 / Pi IA P 7 it ^ ^ A 1 0 9 1 ^ itt P KI A 

nomo sapiens nypoxnexicdi proxem uivr Ap j o oiuz i ^L7js.pz^pz)ooiuzi miviNAv 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 119 (DKFZp586Jl 119), mRNA 


ATA/T G799AG 
IN IVL KJjZZOy 


l— [ /AtTT /\ coni^nc Ut rf^/r+P c±+ \r» o 1 »t n^+m \ it X^TA P 7i-\/1 7 /I XOQO / FA F7n/1 7/1 1 A G G \ tviDAI A 

nomo sapiens nypotnetical protein ULvrz^p^j^+iuyb' ^ujvrz^p^f o^-iuyyj, mrviNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


JNM lozzoj 


nomo sapiens LiypotnetLcaL protem DLsJ H Zp434JN Lz / (1J LvrZp434JN lz /), mKJNA 


JNJVL lozZOz 


Homo sapiens Liypometical protein L)lvrZp4J4JNUJj (lJJvrZp434JNUJj), mKJNA 


ATA/T H'J00^7 
JN1V1 lOZZJ / 


riomo sapiens nypotnetical protem LJLvrZ,p4J4JNz4J z> (LJLvrZ,p4J4JNz4J j), 
mRNA 


TvTA A mOTC^ 

JNM lozzjo 


Homo sapiens nypotnetical protein LJKrZp4J4Lvz4J j (LJKrZp4J4Lvz4J j), 

-itt P AT A 
ITLLvIN A 


ATA/T 079 9^^ 


X-J/a^tt/t DQir.cmc Pt r+T /t+P r» o 1 nfv\fni n XAXA P 7i-»/l 7 /I X 1 G7 O /"XAXAP7it./1 7/1 X 1 G7 0\ tTT X> NT A 

nomo sapiens nypotnetical piotem LJLvrz.p^j^iiyju (LJLvrz.p^j^iiyjUj, niLviNA 


ATA/T G79 9^/1 
INIVL UJZZDh- 


1— [ / a itt / \ coiTii a«c Ita /»t/\+1t / wi 1 t*/ \ + \ XAXA P 7iTi/l 7 /I P 1 /I 9 /^XAXA P 7ir./1 7 /I P 1 /I 9 s \ tviDM A 

nomo sapiens nypotnetical piotem ULvrzLp^j^p l^z (LJivr/ip^j^r l^+z j, liikina 


ATA/T 079 9/17 
IN IVL lozZ4/ 


I_J / \ / \ coniatiD Pt r+r /r+P /-» o 1 n»v\fni »t XAXA P 7i-*/1 7 /I PO ^ 1 O /"XAXAP7it/1 7/1 Cfl^ 1 G\ 

nomo sapiens nypotnetical protein ljlvf /j^^D^rAjj iy ^iJLvrz>p4j34iiur>Lyj, 

rviP AT A 

III rvlN /A 


TsJA/T 079949 
INIVL LOZZH-Z 


U nmn cQtiipnc lT\/iT^tlTr»ti^'i 1 it r^tr» i it P4 1A P 7 it ^ A A A 1 7A / X^j IA P 7 it ^ A A A 1 7A^ ittPATA 

nomo sapiens ixypoxnexicdi proxem p/xvpz^pdoh-avl /o ^x^jvpz^pjoh-avl /oj, in iv in /a 


XTA/T 079978 
1>J IVL UjZZjO 


U ATY1A c'lninnc lT\/iT^tlT r»t i 1 it r^fr-\ n PX 1 9 7 A 1 A ^PX X97zL1A^ itt P KI A 

nomo sapiens nypoxnexicai proxem rpjzjH-io ^px^jzjh-loj, xlixvinav 


TsJA/T 07997^ 
IN IVl LOZZJ) 


I — I / a itt / *\ l ' * i *t i it l ' It t / f \ / \t i^ i / * * 1 1 trvAloi -IT X7X X9 7 1 7Q C IhP X9 7 1 7 Q ^\ tTT F? "^vl A 

nomo sapiens nypoxnexxcdi proxem vl^jzd lj)o ^rpjzj ldo), mxviN/A 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


ATA/T 079977 


nomo sapiens nypotnetical protein r l^jzdvjz / yr l^jzduz / j, liilvina 


ATA/T 07999Q 

IN IVl yjjZZZy 


nomo sapiens nypotnetical piotem ri^jzz / /4 (iljzz / /^-j, miviN a 


ATA/T 079 99 1 
INIVL UjZZZI 


nomo sapiens nypotnetical piotem ri^jzzjoy (ri^jzzoob'j, mLviNA 


ATA/T 079 9 1 7 
INIVL UjzZI j 


nomo sapiens nypotnetical piotem rLjziy / / (ri^jzLy / / j, mKJN a 


ATA/L 079919 
IN IVL U DZZ 1 Z 


nomo sapiens smxiiax xo p/iN/A-ciirecxeci xsjnav poiymeidse i ^ijj ivi7d^ ^ivpoi-zj, 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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TsJA/T 079 1Q1 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 r% rt\tr*\ n PT T 1 zl 7 9 A f PT T1zL79^ rv»T?XTA 

nomo sapiens nypoineticai pioiem rLji^jzo ^rLj ihozoj, inrvi>/\ 


TsJA/T 0791 £7 


rrorno sdpicns nypoinerrcai protein rLj i^tuzo ^tlj i^uzo j, inixXNi-v 


TvJA/T 07918^» 


nomo sapiens nypoiiieticai proiem rLjijyoH ^rLj i jyo^j, mivrN/\ 


TsJA/T 079181 


I — I / x it^i / \ r -i it i it c It \ i 1~\ / \ir It cx-^t r* o 1 »t a ^ i it P" T 1177 Q 1 / P" T 117 7 Q 1 \ -»-v^ T? AvT A 

nuino Sapiens nypotnetical piotem rLjijj7i ^rLjijjyi j, mivrN/A 


rN 1V1 LO Z 1 /y 


I — I / -v it^ / a CQi^ifinc 1t\ m /^i+P 1 /"» c» 1 fM*r\+Ai n In T T90^/l9 PT 190^/19^ TnT?AwT A 

nunii) Sapiens nypuinexieai pruiem rLjzuj^z ^rLj zu^t-z^i, miviM/\ 


inivi ujz i/o 


I — I / A ITT / A L ' ' 1 IT 1 tT L'' It \ 7 »T / \ 4" It "1" 1 / » r J 1 *T t"* / A 4" /"^ 1 1T 1—7 T I 1 7 9 O 1 / 1—7 T 1 1 7 9 O 1 \ tTT T? AiT A 

riomo Sapiens nypotneiiL/ai proiem rLj ijzyi ^rpj i jzyi j, niivi>i/\ 


TvJA/T 07917^ 

1MIV1 LOZ 1 / D 


PTr\TYir\ cqhiphc ViTrr\r\+Vip»+ir»Ql nrn+pin PT T1 9787 ^ P T T197ft7^ m P KI A 

riuinu sapiens nypuxneiieai pruiem flj iz / o / ^rLj iz / o / ^, miviM/\ 


TsJA/T 079174 
IN 1V1 VD Z 1 / 


nuinu Sapiens nypoiiieiicai proiem rLj iz / / u ^rLj iz / / wj, mxvr>/\ 


MA/f 0791^0 


T-Tr\rYir\ c ' l n i r» n c Vi^rr\r\+lip»+ir»Ql nrntr»i n PT T19^Q9 TPT T19^Q9^ m F? Kl A 

numu Sapiens nypuineiieai pruiem rLjizjyz ^rLj iz^yzj, miviM/\ 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


AJA/f 079 1/^9 


riomo sapiens iiypoiiieiicai pioxem ru i ivoz (tlj i iyr>zj, miviN/\ 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


TvT A A~ 

JN1VL lozljz 


riomo sapiens FK/Vivi-1 protem (rK/Vivi-1), mKJNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


A.TA A AOO 1 /I n 

JNM U3zl4/ 


Homo sapiens nypotnetical protein JJKrZp4J4L)Ulz / (JJKrZr4J4JJUlz/ > ), 
mKJNA 


NM 032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 

/T\FT77D/I ^2 A T 1 1 0'2\ O AT A 

(JJJvrZ,F4o4Ll Iz^J, m K IN A 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mKJNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


A.TA A AOO 1/11 

JNM 1)32141 


Homo sapiens nypotnetical protein DKrZp434K14zl (DKrZr4J4K14zl), 
mRNA 


TVT A /I" ATT 1 /I A 

NM 032140 


Homo sapiens nypotnetical protein DKl H Zp434A1319 (DKrZr434A13 19), 
mRNA 


ATA A AOOnC 

JNM OJzlJj 


Homo sapiens nypotnetical protein JJKl H Zp4J4r 1U1 / (L)JvrZr4341 H lul /), 

OAT A 

mKJNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P03 16 (DKFZP434P03 16), 

w»TDAT A 

mKJNA 


JNJVL VjZidi 


riomo sapiens nypotnetical protein JJJs.rZ,p4J4KU / 14 (L)JvrZ,K4J4KU / 14), 
mRNA 


JNM UJzlJU 


t t , N , , . ; ^..^ , , p,t^^+p^+^^^i ^ + ^ ; rx 1/ c 7 1-» /i i /i t /\ 1 n /AFfVD/i^/i tai 1 7 \ ,„ data 

Homo sapiens nypotnetical protem JJJvrZp4J4Jl)l 13 (JJKrZr4J4JUl 1J), mKJNA 


AJA/T 1 Ofl 

JNIVL lozlzy 


Homo sapiens nypotnetical protein JJJs.rZ/p4J4rizUiU (iJJA.rZ,K4J4rizUiU), 
mRNA 


TvTA/f 07 0 1 OQ 

JNIVL UJzlzo 


Homo sapiens nypotnetical piotem JJJvrZpjooivii 14 (JJJvrZr jooivii 14), mKJNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 

mKJNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


A.TA A AOHl/l 

JNM 0Jzlz4 


Homo sapiens nypotnetical protem L)Kl H Zp^o4L)l 3 /o (JJKr Zr jo4L)1J /8), 

. O A T A 

mKJNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated piotem (JJKrz,pjo4Jvi4z), mKJNA 


ATA /f r\^2 Ol 1 Q 

JNJVL lozl 1 o 


Homo sapiens nypotnetical protem rLJ YZyjD similar to JVius muscuius u^JVimoe 

/tT T19Q^^7^ rviT?XTA 

^r_uj vzz/jd J, n l IV in /a 


AJAyT 079 117 
JNIVL loZl 1 / 


Homo sapiens uaj protem (uaj hikina 


AJA/T 079 1 1 A 
1N1V1 UjZ 110 


Homo sapiens nypotnetical piotem ivioL^zoyy simnai to xatainii pou suuimit /a i 

95QQ rJVTnr95QQ^ mRTsJA 

Z,*jyy 1 1VIVJV^ZJ77 1, 111£V1>I7A. 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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ATA/T n 1 Q^Q < 
IN IVl UlojOJ 


nomo sapiens nypotneticai pLoteLn ilj i l jkj i (^ilj l iz>ui j, ltikjn/\ 


ATA/f C\ 1 
INIVL U 1 oU04 


nomo sapiens nypotneticai protein ilj iio^z (ri^j iuJ4Z j, niKJN/v 


ATA/l 

rMivi U 1 / OU / 


nomo sapiens protein pnospnatase l, reguLatory ^mnioitorj suounit izi^ 

Irrr IxvlZL/), mivIN/\ 


1M1V1 Ul jOHJ 


nomo sapiens Jjjvr z^r j ooduoz i protein ^^iivrz) j, miviN/\ 


In IVl UljJZO 


i±omo sapiens uivrzr jiionu / j piotem ^urvrz,! joonw / j ^, iiiivin/\ 


ATA/f H 1 ^ 1 9 
IN IVl U 1 Z> D 1 Z 


nonio sapiens uts^r z^r ^tj^f/vzjo piotem ^uis.rz,r ^j^f/YZjoj, mrviN/\ 


ATA/t C\\^A1£\ 
1N1V1 Ul J4ZO 


nomo sapiens l> ivr zi m-jhlz'tj protein ^ ui\rzr i -fj t-v^ zh-j in is. in z-\ 


ATA/T fl 1 ^9Q9 
IN 1V1 U 1 jZ7Z 


W^m^k c'minnc FT A A nrn+pin ^l^tA A 07zL7^ tyiT?ATA 

nomo sapiens iv i zaz-a w /h- / protein ^ iv i/\z\u /^t / hi ix in z\ 


ATA/T fl 1 ^9^ 
1N1V1 Ul JZjO 


nomo sapiens rv i za za u / oo protein ^ liz^ z) nirv in za 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


ATA/T H 1 ^ 1 19 
IN 1V1 U 1 Z> 1 1 Z 


tTi^m/A coniAnc T/T A AHQH7 nm+mn ^AyTAQT'9^^^ mPATA 

nomo sapiens isj./\>\uou/ protein ^ivi/\o izuz) j, miviN/v 


ata/t c\ 1 ^ri7n 

IN IVl \J 1D\J /\J 


nomo sapiens isj^/v/vuojz) protein ^ivi/v/vuoDz) mrciN/v 


ata/T n^9^nc 

IN IVl KjdZdKjo 


nomo sapiens nypotnettcai piotem ivioL>f ioy ^ivioL^^ioyj, miviN/v 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


JNJVL UUlzzl 


Homo sapiens calcium/calmodulin- dependent protein kinase (CaM kinase) II 
ceita (^/^iviivzuj, mivLN/v 


ATA/T C\ 1 ^9H2 
IN IVL UlDZUo 


nomo sapiens is.i/\/vuo /h- protem ^ivi/\/vuo /t-j, mrviN/\ 


ATA/T n^Ofi/l'J 


nomo sapiens r>ivv^zA-i-mtei acting piotem i ^orcir i miviN/\ 


ATA/T C\"X1C\AC\ 
INIVL UZ)ZU4U 


nomo sapiens nypotneticai protein \j]s^r /jpjo^jsAjDAZ yDjs^r z>o'+ivUz)ZZj, 

mPAT A 
111 IS. In /A 


ATA/T fi^9Pl^7 
IN IVl UJ)ZUJ) / 


nomo sapiens serine/ tnreonme protein Kinase jo t ^00 1 ivj, miviN/\ 


ATA/L fH9fn^ 
IN IVl LOZUzO 


nomo sapiens rjvovjT-j irjvovjT'j ), 111 iv in za 


ATA/T 0^9079 
IN IVl \JDZXjDL 


nomo sapiens rivou^z ^rKoy+zj, iiiivinza 


ATA/T 0^90^1 
INIVL LOZUz) 1 


nomo sapiens rivoui / ^rjvoui / ) v miviN/\ 


ATA/T 0^9090 
IN IVl U Z) Z UZ ;7 


nomo sapiens rivo kjo / protein ^rivovjo / miviN/\ 


ATA/T 0^9 09 (\ 
IN IVl UjZUZO 


nomo sapiens u za i i protein ^ l^za i i j ? niiv in za 


ATA/T fl^9fl9zL 
IN IVl U D Z UZ 


U n m n c'lnipnc V\ A H 1 7 \~\ r^tr» i n FA A H 1 7 A mP AT A 

nomo sapiens uijaui / piotem ^uijau i / j, iiiin. in z-a 


ATA/T fn909^ 
IN IVl LOZUZJ 


U nnin c 'i nir>n u AtAH^7 nrntpin / A IAH^ 7A mPATA 

nomo sapiens r\U\)j / protein ^ auuj / 111 ivin za 


ATA/T 0^9099 
IN IVl \) J Z UZ Z 


nomo sapiens /\i^wz>o protein \/\lj\jdo iiiixinz-\ 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


ATA/T 1 Q^zL 
INIVL LOlrO^ 


TJ AtY1A coniAnc AyfQTPriOQ nrn+pin ^AyTQT , Pn9QA rv»P AT A 

nomo sapiens ivio i r uzo piotem ^ivio i ru/o j, iiiivinza. 


ATA/T CM. 1 
INIVL \JDiyjJ 


nomo sapiens ivio 1 rU4j protein ^ivio i rU4j mKiN/\ 


ATA/T 1 A 

INIVL ujiyjo 


nomo sapiens o piotem-coupieci leceptoi oi (urKoi iiikinz\ 


ATA/T fl'J 1 
INIVL 10 1:04 


nomo sapiens K^\r>j4, memoer ic/\o oncogene iamiiy {kj\ds>^), mKJN/\ 


ATA/T Cil 1 
INIVL LOlbOZ) 


nomo sapiens wingiess-type iviivi i v integration site iamiiy, memoer oj\ 
^ w in i o/\^, transcript variant i, miviN/\ 


in ivi lo i y j) z 


nomo sapiens testis transcript i h ^i i i i^j, miviNz-v 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


ATA/T n^? 1 o^n 
INIVL Uj 17jU 


nomo sapiens testis transcript i iz^iiiizj, miviN/v 


ATA/T 1 Q90 
INIVL lOl^ZV 


nomo sapiens testis transcript i n (iiiiij, miviN/\ 


ATA/f fll 1 QOl 

JNIVL lolVZ/ 


nomo sapiens testis transcript Y y (1 1 Y y), mKJN/v 


ATA/T 1 QOA 

JNIVL loLVZo 


nomo sapiens testis tiansciipt Y /(ilY/j, mKJN/\ 


NM 031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 

/"TA/fPlTA mPATA 
\ 1 IVLr 1 1 J, mivIN/\ 


ATA/T CVX 1 Q9/1 
INIVL UJ1VZ4 


nomo sapiens lacnai spoKe protein d (Korj iyikjn/\ 


mm fH 1 Q 1 7 
in ivi lo i y i / 


nomo sapiens aii^iopoieLiii-ieiaieci pioiein z> ^y-vivr j j ? iniviN-rv 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor- related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (EN AM), mRNA 
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ATA/T 099zLzP7 
JNJV1 UZZ44 / 


nomo Sapiens toporsomerase-ieiateu niiiction protein 4-z ^iivr4-zj, mKJNA 


ATA,f 07 1 A Q < 
JNJVL U914o9 


rionio sapiens giutamate ncn wu repeat piotem ukwl/ ^Orcwuj, m iv in /a 


ATA/f 07 1/1Q/1 
JN1V1 U914o4 


rionio sapiens nypoineticai protein jvlol.44 0 (iviol.441d j, mrviN/v 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


ATAyT 07 1 A HA 

JNJVL lol4/4 


rionio sapiens nypotnetical protein UrvrZip/uioivi ^ (iJrvrZ.F/oioiyijj, 

111 K IN A 


ATA/T 07 1 /I 


rionio sapiens ivi/\y\iooZ protein (1VLOU4/j /j, niKJN/\ 


ata/t 071/ia^ 

JN1V1 U91409 


rionio sapiens nypotnetical piotem iviol^ij)ZU4 (iviol^ij?zu4j, nirviN/\ 


ATA/T 07 1 A &A 
JN1V1 U91404 


rionio sapiens nypotnetical protein ivlol^i izo / similar to noosomai piotem oo 

KlllaSe , ^IVlvJ^l IZO / IllIN. IN r\ 


tsja/t 0714^0 


nomo sapiens sestrm z ^orj/ozj, mrviN/\ 


tsja/t 0714^ 

1N1V1 U9 1H09 


nomo sapiens nypoiiieticai proiem r^rvrz^p /oirzH-i ^jjJvrZir /oirzH-i mrviN/\ 


ATA/T 07 1 zL^7 


nomo sapiens nypotiietit/di proiem ivio^i iuj4 ^iviov^i ikjj^t ), mrviN/\ 


IN 1V1 U9 1 HO Z 


nomo sapiens nypoineticai proiem iviui^zjou ^ivio^zz)ouj, mrviN/\ 


ATA/T 07 1 AAQ 
IN 1V1 U9 1 H-H-y 


nomo sapiens rvi/vrviooo piotem yur^r z^r /oiizizj> mrviN/\ 


ATA/f 07 1 zlA7 

inivi Uj i 4H- / 


nomo sapiens iiypotiieticai proiem ivio^i .jU.j.j ^ivio^i jyjdj mrviN/\ 


TsJA/T 07 1 44/^ 

IN 1V1 VD 1 H-H-O 


H { ~\ in / \ coni one tiA7~iA/r+ti/='+ir»o1 nrntfin ONI A 171 ( O NI A C 1 'J 1 \ tviT? AT A 

nomo sapiens iiyporneiicai proiem iin/\o-ij>i yr in/\o-ij) i mrvr>/\ 


mm 071477 
1N1V1 U9 1 ^+9 / 


T-TriTnn t'lnifnc Vi^^^lliP'lir'Ql tTr^tr»i n MHP 10897 /"MHr 1 089 7^ ml? AT A 

nomo sapiens iiypoineiicai piotem ivio^iuozj) ^ivivjv^ i uoz j mrviN/\ 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


ATA/f 07 147^ 
JN1V1 U9149D 


t-T^m/T canipnc- U\ ,i^t^ + U^t\i*<* 1 it WA+^ln nFTn7n^ AA10A9 9 Pi T<f P7PCA/1 T O/l 9 9 \ ml? AT A 

nomo sapiens nypoineticai piotem Urvrz,pj04iu4zz ^urvrz^r D041U4ZZJ, mrviN/\ 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


ATA/f 071/19^ 

JNIVL U914Z9 


nomo sapiens nypotnetical protein ivlol lUoiz ^iVLOUiUoizj, mKJN/v 


ATA/f 07 1/19 7 

JNJVL UJ14ZJ 


homo sapiens nypotnetical protein JN UrZK (JN Ur ZK), mKJNA 


ATA /T fil 1 /I O 1 

JNIVL lo!4Zl 


Homo sapiens nypotnetical protein lJrvrZip494nUl l j (!JrvrZ,F494rlul 

-«^»r> AT A 
m In. IN A 


NM031412 


Homo sapiens GABA(A) receptor- associated protein like 1 (GABARAPL1), 

M1 o TvT A 
lllKJN A 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


JNJVL lolZoJ 


rlomo sapiens nJVLCj-box ti aiiscnption tactor ILro (ICr-j), mKJNA 


ATA/f HI 1 

JNJVL vjidk)/ 


rlomo sapiens nypotlietical protein r JvbOJZ (rlvoOJZ), mKJNA 


ATA/f n'j 1 'jn^ 
JNIVL UjJjUj 


rlomo sapiens nypotnetical protein !JivrZ,pjo4r>i loZ (iJrs.rZ,r^jo4r>i loZj, 
mRNA 


JNM UJ13U1 


rlomo sapiens nypotnetical protein UKrZpjo4L>io /Z (UKrZr jo4L)UJ /Z), 

,„ T> TV T A 

mKJNA 


ATA/f 07 1 OQQ 
JNJV1 VJlZyc* 


nomo sapiens nypotnetical protein TViOL.zyoo (TViOL^zyoo j, mKLN a 


ATM HI 1 IQ^J 
INIVL UjlZyj 


|_| n - . . r, Q «iaiAn It a /it/a+1t ^.f i /» -i 1 »t t'/\+/-« i it HFTh 7it/1 Q /I Q 1 /HI/ P7P/1 7/1 P, 1 7 1 \ tTT DMA 

nomo sapiens nypotnetical protein JLJJMrz>p4J4vjri9i ^ujvrz^r 4940191 j, miviNA 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 

ml? AT A 
11 1 Iv IN f\ 


ATA,f 07 1 OQQ 
INIVL UjIZoo 


nomo sapiens 1 ai - 1 Diiicmg piotem ( i at a- 1 niKiNA 


ATA/f HQ HQ/1 
INIVL U91Z54 


L| Amn coniAnc lTTnT,/T+1r/^+ir»o1 »t w\+^itT PM<^ P 7 »t /I 7 /I W 1 O ^HFP7P/1 7 /I R 1 Q^l ml? AT A 

nomo sapiens nypotnetical piotem i^ivrz,p494i3iy9 (iJi5^rz,r 49401^0,), niKiNA 


ATA/f 070Q79 
INIVL \JD\jy / Z 


nomo sapiens nypotnetical protein IVLOLO904 (iviOL^99o4j, mKLNA 


ata /f n^non 1 
JNIVL loUVUl 


nomo sapiens oitactory receptor, tamiiy /, suotamiiy A, memoer i / (UK/ai / j, 

ml? AT A 
1 1 1 1 v 1 N y \ 


ATA/T O 1 7QQ0 

1M1V1 Ul /77V 


I — I / x itt i \ cQvxiflTic Itx m /t*^"1t r* o 1 »t i~/ \ ^ i it Ih 1 I 1 OOTQ / T-T T li 1 OOTQ^ itt T? "NI A 

nomo sapiens nypotnetical proiem flj iuu /y ^rLj iuu />' v l, mrviN/\ 


TsJA/T 07 1 9 1 Q 

in ivi yjj izi7 


U AtY , A t QiTir'nt 1t\ MT^tlTr»ti^'T 1 nrn+pin X/inP 1 O QO/1 M ^ ^ 1 9 O O/l ^ ml? AT A 

nomo sapiens iiypoineiicai proiem ivio^i zyyj^t ^ivio^izj/u^tj, mrviN.rv 


ATA/L 07 1918 
IN 1V1 U9 1 Z 1 O 


I — I / -v itt / \ o of\i it c Itx m /t*^"1t f^^t nol it i*v \ i it Ih 1 1 1 9 Zl S S Ih 1 1 1 9 /l Q S \ tTT 1? ^VT A 

nomo sapiens nypoineticai proiem rLjiz^-oo ^rLj izh-oo j, inrviN/\ 


NM fH 1 ? 1 4 


T-Tnmn cj^r^i^'nQ H\mfittiF'tir*5i1 nrntfin AF^ 1 1^04 ( AF^ 1 1^04^ mRAJA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subumt 5 (MUC3U38), mKJNA 


NJVL_030971 


Homo sapiens similar to rat tricarboxylate carrier- like protein (BA108L7.2), 
mRNA 




Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl- 1,3 )-N- acetyl galactosaminide alpha-2, 6 -sialyltransferase) E 
(MGC3 184), mRNA 


TVTA>T 0^2 00/^0 


nomo sapiens sperm acrosome associated L (brAtAij, ltlkjna 


JNM_UJUyjo 


riomo sapiens organic anion transporter poiypepticle-reiatecl protein 4 

/ r\ a HTPD 13/1 \ rvi T? TvT A 
( L^A. 1 r 1\1 4 J, 111 Iv IN /\ 


1N1V1 UJUbOZ 


riomo sapiens nypoineiicai protein ULvrz^p4j4JUj / (L_jJS.rz>Jr4J z fjuj / j, miviN/\ 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 

ml? TVT A 
III IV IN JA 


TVTA/T 


nomo sapiens nypotneticaL protein nL^-L/v-iso { n ila-i j, m iv in /\ 


tvt\/t o^og9q 

IN IVL \Jj\JyZy 


nomo sapiens nypoTiiencai piotem rivouZo ^rLvoozoj, mKJN/\ 


TVTA/T fl'JnQO 1 

inivl ujuvzl 


nomo sapiens nypotnetLcai protein ljl^4Z ^UL>fz j, ltlkjn/\ 


iNivi u^uyi / 


nomo sapiens nypotnencai protein LJLvrZ/pjooivu / 1 / (UJvrZir jooivu / 1 / j, 

mTJTVT A 
111 IV IN /A 


TvTA/T o^oo 1 ^ 

IN 1V1 \JD\)y L Z) 


nomo sapiens nypotnencai protein uivFZ^pz) oo JUy i ^ujvrZ/r DOOJUy i j, mrviM/\ 


TvTTA/T 0^0014 
IN 1V1 UjU" 1 i 


nomo Sapiens nypoineiicai piotem ivivj^zooo i^ivivj^zoooj, mrviN^rv 


iNivi ujuyu/ 


nomo sapiens nypotneticai pi otem ivivjv^ i u / d l ^ivlvjv^ i u / d i miviN/\ 


TvTl\/T O^ORCK 


nomo sapiens nypotneticai protein rL^j v L \VLy ^rLj in-iLy j, nirvi>/\ 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


INIVI UjU/ JJ 


nomo sapiens tnioieuoxm Qomam-coiitaming i^viNUL.9, itlkjn/v 


TVTA/T O^OQ 1 Q 
IN IVL UjUo 1 y 


nomo sapiens nypotnencai piotem tvlol. i ijjj ^ivlvjv^i ijjj j, mrviN/v 


TVTN/T 070Q1/1 
INIVL UJ)UoL4 


nomo sapiens nypotneticai protein oi^u lz (ol-^ulzj, mKJN/\ 


TVTN>T O^OQ 1 O 
1N1V1 UjUo 1 U 


nomo sapiens nypotneticai protein tvlvjl^ j i /o (ivlol^ol /oj, itilv1N/\ 


TVTN/T O^OQO/I 
IN IVL U J U O U 4 


nomo sapiens nypotneticai protein iJivrz^p^j^fLri/ZL jj ^iJivrz^r^f^H-jri/ZL jj ^, 

mT?TvT A 
II11V1 > /A 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


IN IVL UJU / J7 


nomo sapiens nuciear receptor DiiiQing iactor-z ^in ivor-zj, miviN/\ 


TVTA yT O^O'TQ^ 
INIVL UJU /yj 


nomo sapiens statnmm-iiKe h- ^oiivuN^fj, mrviN/v 


TVTA/T 090QOQ 
IN IVL UZUVUV 


n nmn coniAnc T A A 1 <A Q ,^ / \Z I A A 1 ^/1 Q \ *viT?TVT A 

nomo sapiens ivi/\/-viZ)4o protein ^ivi/\/-\_i j^o j, miviN/\ 


IN IVL KjVoKjZd 


nomo sapiens nypotneticai piotem ri^jiuzui (rLjiuzuLj, itikjn/v 


TVTA/T 09^000 

IN IVL yJZjyjyJy 


nomo sapiens macropnage mynstoyiateu aianme-ricn Kinase suostrate 

fAA A r 1 A/TAT? Pl^Q^ mT?TVTA 
^lVl/\\_,lVr^£V^,LVo ), lTlLvTN/\ 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


TVTA/T 09^999 
IN IVL \)Zj ALL 


nomo sapiens ny]30tneticai piotem rKUz / ju (rKUz /ju miviN/-\ 


TVTA/T HO ^ 1 7H 
IN IVL UZO L / U 


nomo sapiens nypotneticai protein rLj izyo / (rLj izyo / j, mrviN/\ 


TVTA/T 09/1 1 
INIVL UZ40o L 


n,. _ , x ooMionci l-iwi-v^+Knti/wJ »^ t-/x+r-« I r-» PT T 1 9 9 /I 9 /'PT T199/19\ *^»T?TVT A 

nomo sapiens nypotneticai piotem rLj 1ZZ4Z (^ri^j izz4Zj, mKJN/\ 


TVTA/T 09/1Q9Q 

INIVL uz^yzo 


nomo sapiens nypotneticai protein rL^jzzjjy ^ri^jzzroyj, mKJN/\ 


TVTA/T CWH^HQ 
IN iVL U L / D / o 


nomo sapiens /\Lv/-vr -Dinuing sperm protein ropponn (^Lvrz,p < 4o^r>LZZZ j, 

m P TvT A 
ITTTVIN 7a 


TvTA/T O^O^J.9 


nomo sapiens aponpopiOTem i^, d \ /\r\j]—,j> in iv i n /a 


TvTA/T 09zL^1^ 
IN IVL UZHO 1 J> 


nomo sapiens r i vd anci coiieci-coii ciomam conTammg i \r i v^\^i j, mLviNy-v 


TVT1\/T 070^9 1 
INIVL \jd\j\jLy 


T— \rwv\r\ c o i"\ i r» n c T»/^1nr»oci/3> in /\i ^IZT A AOQ9Q N \ ty»T?TVT A 

nomo sapiens neiicase-moi ^iviAAuyzo j, in ivim /\ 


TXTIVT 070^41 
1M IVL \j J U04 L 


numu sapiens apoLLpopioieiii i^, o ^Ar kjl^kj)^ nirviN/Y 


±>iivj_ w^Lw' i y\j 


T— T / -v m / -v ccir\i fnc 1<TT A A 1 f\A. 1 rwni^vx A A 1 f\A. 1 ^ ml? TVT A 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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1N1V1 


T- I / \ , A ,, o it i r^iT l In m^TpPTi^ol iTt-/\Tr^i it A yTPiPM 7 A 9 /"Ayf CXC* A 7 A 9\ tviDM A 

nomo sapiens nypotneticai piotem iviol^74z (^viol^74zj, miviN/v 


1N1V1 UZ4Uo / 


rIOlllO Sapiens Dr^rz^r 3041^UoOZ piOieill (UlvrZ^r JOH-i^UooZJ, nixviN/V 


JN1V1 VJ\Jj>y*± 


riomo sapiens cytoplasmic poiyaQenyiation element Dinamg protein {K^rHD i j, 

lTl£Vi>l/\ 


XTA/T 07^08zl 


nuniu sapiens nypoinexicai protein rLjzz / yj ^rLjzz / yj j, mrvi>j/\ 


TsjA/r 07^000 


nonio sapiens is.i/\t-vih-jj) piotem ^ivi/\/\ih-jj) ^, mrvi>j/\ 


TSJA/f 07/1Q7Q 


noino sapiens nypotneticai piotem rLjziyio ^rt^jziyioj, mrviNy-v 


XTA/f 07400^ 


I — I / A ITT / A COT^I/^TTC It \ J IT / A "t" |T r** "tf" 1 / * T 1 IT T*/ A "f" r** 1 IT 1-7 T 1 1 Z19Q7 / I— < T 1 1 /I 9Q7^\ ITT 1~? "^.1 A 

nomo sapiens nypotneticai protein rL^j i^zy / ^tlj ih-zv / j, nirvi>/\ 


TsJA/T 07470^ 
IN 1V1 UZ^t / :0 


nomo sapiens is.i./aja.ooh-j) protein ^is.i/A^rvuoH-j) hi i\ i > /\ 


XT1VT 07A718 
IN 1V1 UZ4 / lO 


nomo sapiens nypotneticai piotem r lj i u i u i ^rLj iuioi j, mrvi>/\ 


TsJA/T fl 1 ^^9 
1NIV1 Ul JOjZ 


nomo sapiens uivrZir jo4r 17 10 protein ^ujvrZjr jo^tr ivioj, 111 1\ in /a 


TnTA/1 07^180 
IN 1V1 UZj lO" 


T — I / \ ITT / A CQTM ^T^C It \ T IT / \ "i" It "d" 1 /" * O 1 IT 1"*/ A "i" 1 IT 1—7 T 1 1 ^2 Q / L 1 I 1 ^ /-^ ^ \ ITT 1^ "^vl A 

nomo sapiens nypotneticai protein flj ij?oz)y ^rLj i joj" liirvi > /\ 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


XTN/T 07 1 o 


Pti^m/^ canipnc FT A Afl7Q^ « m Min / l A A H7Q^ itt D KI A 

nomo sapiens ysapuwj iyj protein ^Jviy-v/vu iyj ), mrciNy-v 


T\JA/T 07/18Q/1 


LI / ^ t>t ,\ l< r, n ; A n i. 1tw»t./-vt1t/-«tI/wi1 nrnfni tT PT T1/1M7^ / P 1 I 1 /I \ i-»t T? KI A 

nomo sapiens ny]3otneticai protein rLj i4u /j {ri^j 14U /d j, mKJN/A 


KTA/f 07/18/10 
JN1VL UZ4o4U 


nomo sapiens nypotneticai protein rLJijjyu (ru ijjvuj, mKJN/\ 


KT"A/T 077 787 
INlVl UZZ/oZ 


nomo sapiens ivi-pnase pnospnopiotem y (ivir nuor ri7 j, mrviN/A 


rMlvl Ul /ZOo 


PPmtt/a conionc It a ^iT/Af It i 1 iti-/at it TAI<^ P V it /I 1. A T CM /T^FT77m/I 1 M Q C M\ 

nomo sapiens nypotneticai protein i^ivrz^p^j^i^uoju y\j^r Zjp^D^\^\joD\j) 9 

111 Iv In /\ 


XTA/T 0^0^80 
1N1V1 UOUZ)oU 


nomo sapiens nypotneticai protein iviov^i vdzkj ^ivivj^iudzo^i, mivi>j/\ 


In 1V1 UZj 1 7J 


nomo sapiens pnospnopiotem reguiateci oy mitogemc patnways ^cor w ^, mrviN/\ 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


XTA/T 0^0^77 


PI { A ITT / A CQniAtlC T«mA+rlP+i^Ql IT 1-^At^l IT WC^,C^ 1 (\ O O ^ ^^^^1^00^^ m T? AT A 

nomo sapiens nypotneticai piotem ivioi^iuybo ^ivioi^. luyyj j, mrviN/A 


TVJA/T 070^7 A 


nomo sapiens nypotneticai protein iviOL^iuyoo (iviOL^iuyooj, mrcrM/A 


INIVI K)jK)j/j 


nomo sapiens nypotneticai protein iviouiUJJ4 (ivioc iu^J4j, mKJN/\ 


"KTA/T 070^\77 


I_J nn , n coniAtic TiTnAnTliMinol tatataih \ A C^. 1 HO/1 A / \/I C^.C^ 1 HO/1 A \ m D KI A 

nomo sapiens nyj30tneticai protem iVio^ luy^o ^iviov^ i uy^o j, mrviNy-v 


xta/t 070^71 


nomo sapiens nypotneticai protein iviol^i uvz4 similar to JNecicH- w w-DinQing 
protem j ^ivio^iuyzH-j, mivi>i/\ 


tnta/t 070^0 

IN1V1 U7UJO:/ 


P[ ,.,ttia cQnipnc It \/rw itta of i<- 'i 1 it rr»tr»in ^4^0^ 1 0848 ^ N/1 1 H8zl8^ m R KI A 

nomo sapiens nypotneticai protem ivivj^iooh-o ^ivivj^iooh-o^i, mrviN/A. 


TsiA/T 070^8 


Ftomo c'inipnc h\mnihe*t\rc*] nrnfpin A/TOPI 08 18 (\AC^C^ 1 08 1 8^ mRTsJA 

nomo sapiens nypotneticai piotem ivivj^ luoio ^ivio^. i uoio ^, mrvi>/\ 


XTA/T 070^7 


PTr\mr» CQnipnc It \ / rw\ tta r» t i ^ » 'i 1 it r/ Atr« i n A/fnP 1 0779 ^MOr 1 0779^ m F? KI A 

nomo sapiens nypotneticai piotem ivivji^ iu / /z ^ivivj^io / /zj, mivi>j/\ 


xTA/r 07^i^zi 

IN 1V1 UZJ 1 OH- 


Pfrkrv»r\ ctinipnc FTA A OQQQ nrntnin / 1 A A OQQQ^l tyiPXTA 

nomo sapiens ss^i/\i\\jyyy piotem yis^ii\i\\jyyy miviN/A 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


KTA/T 07/1AA8 
INlvl UZ40OO 


P P MTT / \ L 'IItI/^IT L ll, ^ IT / A f P ^ T I / » ' 1 1 lAf/ATOI TT PT T9 O 9 Q 8 / PI t90988^ ITT D KI A 

nomo sapiens nypotneticai piotem rLjzuzoo (^ri^jzuzooj, mKJN/A 


KTA/f 07/1^/17 
JN1V1 UZ4D4 / 


nomo sapiens iviyAy-vu^o/ protein ^ivt/AyAU^o/j, miviN/A 


KTA/T O 1 8/1 1 8 


nomo sapiens nypotneticai piotem (noLi-j.i mKJN/\ 


KTA/T 07 ^187 
1N1V1 UZjloZ 


nomo sapiens nypotneticai piotem rLj 1 1 jou ^ri^j i oou j, mKJN/\ 


KTA/T 07^ 1 A8 
iNlvl UZj loo 


nomo sapiens LAr (leucme-ricn repeats anc rUAj anc no riJZ; protein ^i^/ArML^^, 

111 IS. IN f\ 


KJA/T 07^081 


PI / a itt t a cani it c T<T t A A 1 ^ O^ T\rr\+f»in / 1<^ T A A 1^50^^ -itt t? "\T A 

nomo sapiens rvi/\7Ai juj protem ^ivt/\7-vi juz) 111 in in t\ 


xTA/r 07zi7^o 

IN IVl UZH- / jU 


1 1 / A ITT /A C ^1 IT 1 IT O 1 /"^ 1 1 / "* 1 IT T* 1 / * It f» *T r 1 "f" / » / A tT T r 1 1 IT 1 IT IT 7 ( 1 t? 9 \ tTT "N^j A 

nomo sapiens leucme-ncn repeat-contammg z ^ pining z in in in /a 


1M IVl UZJZOO 


PTr\Tnrv cunipno ViTrr*r\+tip»+ir»Ql niv »toi n \/1 ^,(^9780 ^^^0^9780^ m R KI A 

nomo sapiens nypotneticai protein ivio^z/ou ^ivto^z / ouj, miviN.rv 


IN 1V1 \J Z D Z O J 


1 1 r a itt / \ CQnipnc It \ / it, / a t It r«t i ^ » 'i 1 nrnffin \ 4 9 7 7 A / I\ /T ^ T P" 1 7 7 7 A \ itt T? KI A 

nomo sapiens nypotneticai protein ivivj^z/ /o ^ivio^z/ /oj, mivi>/A 


KJA/T 07^7^zL 


|_| nmn cctnipnc lT\/rw^tlT r»t w»',i 1 nr/^tr«i n \ /I P , P^ 7 A ^ A ( \AC^C^ ")A £= sA\ m R KI A 

nomo sapiens nypotneticai protein ivioi^Z'Hoh- ^ivio^zh-dh-j, mivrN/\ 


TsJA/T 07^947 
rNivi uzjz^t- / 


nomo sapiens irypotireticai piotem ivio^ooui ^ivio^. joui ^, mrvi>i/\ 


KJA/T 07^74 A 
IN IVl UZJZ4U 


TTnmn ccinipnc It \ / i~w a f It r» f w » ' 1 1 nr/Atr>! n \ A P7I P^ 7 CPs ^A/T/TrP 1 'X 7 Q mT?AT A 

nomo sapiens nypotneticai protein ivioi^ozyz) \\\i\jK^jz.yj miviN/\ 




PJ ( a itt i "v CQnipnc rppnmnmQtinn nT*r\+pm T? P 1 zl ^ T? P P^ 1 /I \ m F? KI A 
&a|jidi& i t/V^vjiiiuiiiativjii jjivjit/iii ivlv/It^ ^ in i ;v i * )r> AAirv±>izA. 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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TvTTV/T fl0^1Q7 

1N1V1 yJZjiy/ 


riomo sapiens nypotneiicai protein rLj i^oou similar to l^ujso activator- Din Qing 
piotem v^z)j> ^rijj i jodu j, mrviN/\ 


TsJA/T 09^1ft7 


nomo sapiens nypoinexicai protein flj izu /o ^rLj izu /oj, miviN/\ 


TsJlVf 09^184. 
IN IVl UZ3 1 ot 


nomo sapiens nypotnetieai protein rLjzzo'Tj ^rLiUzzoHj iiiivin /\ 


TsJA/T 09^1 R1 
1M IVl KJZsD 1 O 1 


nomo sapiens nypotnetiL/ai protein rLjzzuu^ ^rijjzzuuT- j, miviN/\ 


TsjA/r 09^1^7 

IN IVl UZj 1 O J 


nomo sapiens nypotneticai piotem flj iz / oo ^tlj iz /oo mrviN/\ 


XTA/T H9^ 1 
IN IVl UZDIDV 


nomo sapiens nypotneticai piotem ru 1 1 j / / ^rt^j 1 1 j / / j, mrviN/\ 


TsJlVf 09^1^7 
IN 1V1 UZ.J 1 J / 


I — I / a itt / a cqmi flic It \ j it / a "i - It r** ^ i / * o 1 nfAtAin Ih t t9'50zL9 / f7T t9 / ^Ozt9^\ itt 1~? "^.1 A 

nomo sapiens nypotnetieai protein ri^jzouT-z ^rijjzjWT-z mrviN/\ 


TsJA/T 09^1^ 
IN IVl 


Wrimri c ' 1 it i r» n c ViTrr\r\+Vi^»+ir»ci1 nrn+pin P T T 1 1 QAQ HhT I 1 1 Q mt?TsJ A 

nomo sapiens nypotneticai protein rLj 1 1 oho ^Ftnj i i o^o j, mrviN/\ 


TnJA/T 09^1^9 
IN IVl UZj 1 J z 


nomo sapiens nypotneticai protein r l^j izooo ^rLj izoou j, mrviN/\ 


TsJA/T 09^1^0 
IN IVl UZJ 1Z)U 


I — I / A tTT / A DQfMATIC It \ / IT / A It ^ 1 / * ' } 1 IT t - */ A 1 IT |h T $ 1 O Q f Ih T f 1 9^9Q^ "ITT t? A 

nomo sapiens nypotneticai protein r l^j izjzo ^fi_^j izjjzo j, mrviN/\ 


TsJA/f 09^147 
IN IVl UZj 14 / 


T — I / \ |TT / A CQf\1 AUC 1t"\ 7"f\ /T+1t O 1 "t^TVA'd" "IT In'T I 1 ^/l /I ft In^t S 1 ^ /I /I ft ^\ "ITT A 

nomo sapiens nypotneticai protein rLj ij)h-h-o ^rLj 0440 iiirviN /\ 


IN IVl UZj IH-O 


I — I / A ITT / "\ L ' r A IT 1 /""> IT L ' It ^ / IT / A ^" It ^"1" 1 / * * 1 1 IT f*/ A "i" 1 IT \-* T 11^1 Q/1 / 1—7 T 11^1 Q/1 \ "ITT T? "\T A 

nomo sapiens nypotneticai protein rLj id 174 yrL^j ij> 1 74 miviN/\ 


IN IVl UZD1HO 


nomo sapiens nypotneticai protein rLjzz7 i t'+ ^Fi^jzzyH-H-^i, mrviN/\ 


XTA/T 09^147 
IN IVl UZJ 1HO 


nomo sapiens nypotneticai protein ri^jzuojo ^ri^jzuojo j, miviN.rv 


TvJA/f 09^140 
IN IVl UZj 14U 


1 — I / A ITT / A C O IT 1 IT C It \ J IT /T+1t {~* O 1 IT l"V A "f" ^ 1 "IT l-H T T9 9 A 7 1 / PT T9 9 /I 7 1 \ "ITT T? ^VT A 

nomo sapiens nypotneticai protein rLjzz^t / 1 ^rLjzz^t / 1 j, miviN/\ 


XTA/T 09^17Q 

inivi vzd ijy 


PI / A ITT 1 A CQniPTIC 1t\/IT^ AtlTr»tw»'J 1 |T1^ Atr»1 IT PT I 1 9 ^ ft A ( V-\ I 1 9 ^ ft A ^ ITT D KI A 

nomo sapiens nypotneticai protein rLj izjo^t ^tlj izooh- j, miviN/\ 


TvJl\/T 09^174 
IN IVl KJZ.D 1 j4 


T-pArrwA cQnipnc ViTmr\+Vip»+ir»Ql tTivAtr'i n PT T1 9 1 7ft ^ P T T19 17ft^ mRN A 

nomo sapiens nypotneticai protein rLjizi /o ^rLj izi /oj, miviN/\ 


TsJA/T 09^177 
IN IVl UZj 1 jj 


nomo sapiens nypotneticai piotem rLj izo / d yrL^j izo / j> j, miviN/\ 


TsJA/T 09<»170 
IN IVl UZZ) 1J)U 


T— I / \ ITT / A L' 'A IT 1 /"* IT L"' It \ 7 IT / \ "i" It /A "d" 1 1 IT 1"*/ A "i" £± 1 "IT T7T T9 9 7 ^ 1 / I— < T T9 9 7 /^v 1 \ "ITT T? /\ 

nomo sapiens nypotneticai protein rpjzz /oi i rpjzz / oi ), miviN/\ 


TsJA/T 09^190 
IN IVl UZJ IZ7 


I — I / A ITT / A i ' ^| |T 1 IT It \ / IT / A "f" It "f" 1 / * ' 1 1 |T l"V A "f^ 1 IT p" T T9 9 (~\. ft ft / p" T I O O ft ft \ |TT T? "^.1 A 

nomo sapiens nypotnencai pioiein rLjzzooo ^rLjzzooo j, miviN.rv 


TsJA/T 09^ 118 
IN IVl KJZD 1 1 O 


I — I / \ ITT / A t \ |T 1 IT i.' P"\ 7~ITi /T+It C* C1 1 IT 1"/ A "f" r> 1 IT Ih T 1 ^2 ^2 1 (\ f Ih T i 1 ^2 ^2 1 f\\ "ITt1-?^VT A 

nomo sapiens nypotneticai protein flj ijjiu ^rpj ijj iu j, mrviN/\ 


TsJA/T 09^ 1 1 ^ 
rN 1V1 1 ID 


PI t A |TT / A CQniPtlC It \ / IT / A "f" It "1" 1 / » ' 1 1 IT 1" / A f" 1 IT PT I 9 "5 9 A ^ / p T T9 ^ 9 ^\ ITT T? ^.1 A 

nomo sapiens iiypoineticai protein rpjzjzoj ^rpjzjzoj j, iniviNi-v 


MA/f 09^ 1 1 7 
1M IVl KJZD 1 1 J 


I — I / \ |TT / A t ' t \ it 1 IT It \ J IT / A "f" It i" 1 ^ * ' 1 1 IT A "f" 1 IT Ih T T9 1 ^^\9 / I— 7 T T9 1 ^ /r O \ ITT T? ^^.1 A 

nomo sapiens nypotneticai protein rLjzi joz ^fi^jziz)ozj, mrviN/\ 


XTA/T 09^ 119 
IN IVl UZD 1 IZ 


nomo sapiens nypotneticai piotem ivioi^ i ij^-y ^ivtvjrv^i iD*+y), mrviN/\ 


TsJA/T 09^108 
1M IVl KJZD IUO 


U M m n conlpnc V»xrr\r\fV»/^+ir»c»1 nivAtoi n PT T 1 7000 ^ P T TP^QOQ^ mRM A 

nomo sapiens nypotneticai protein flj ijvu" ^fIhJ is>yvy ), miviN/\ 


MA/T 09^107 

IN IVl WZZ) 1U / 


nomo sapiens nypotneticai protein rpjzizo" ^Fi^jzizoyj, miviN/\ 


TsJA/T 09^10^ 
1N1V1 KJZ,D l\JD 


1— Ti^XTVt /A 0"K\"l i^ - !'^ O T^X /A"f"V\ nnl t^T*/A"f 31 n tT T 1 O /i f Ih T f 1 0 /I C\ d \ ~1*Y^ T? ~r\T A 

rioiiio isdpiciis nypuLiicTiccii pruLciii flj iz,*-t\j¥ i rLj iz,*-t\jy i ? iiirvi>i/\ 


TsJi\/r 09^iozi 

In IVl KJZD 1 


nomo sapiens nypotneticai protein rbj t juo / ^flj t juo / j, miviN/\ 


MM 09^107 
IN IVl KJZJ i\JD 


I — I / -v l"IT / \ 'Si IT 1 r"» IT O / » Q«l 1 1 rj "l^f T "ITT / A l"**T It / A (T/^»"IT aoic tATT\+f»1 "IT J f (~^^^ I\ (~ r 1 A ITT T? ^VT A 

nomo sapiens capniaiy morpnogenesis protein i ^v_ivivji mrviN/\ 


xtn/t 09^100 

IN IVl VJZD 1\J\) 


PI ( a itt i a c'lnifnc 1t\/it/ AtPr»f 1 nm+Pin PT T199Q4 ^PT 1199 OA\ itt P NI A 

nomo sapiens nypotneticai piotem rLj 1ZZ74 ^tlj izzy^t j, mrviN/\ 


TsJA/T 09^007 
1M IVl UZ D U" J 


1— T/AT^A/A CQtM 1a^ 7"1A /A^Ia 3"i"1 O 1 l^fAiom Ih^T I fl 1 Q O 7 Ih^T I 1 1 Q "1AA T? "r\T A 

nomo sapiens nypotneticai protein flj i i oz / ^fi^j i i oz / j, mrsJN/\ 


TsJlVf 09^009 
In IVl UZ^uyz 


I— 1 1 A |TT / A CQMIPnC It \ IT / A f" It 1" 1 / » ' 1 1 IT t"V A "<" 1 IT PT T99^\'5'^ / P I T99^x^^^\ ITT T? ^.1 A 

nomo sapiens nypotneticai piotem rLJzzojj ^rLjzzojj j, mrviN/\ 


XTA/T 09^ Oft ft 
IN IVl UZjWOO 


TT/A-fTT r\ o 'a it i it c It \ / it / a It i /-»q1 it a i it PT T 1 ^ 9 A 1 / P I I 1 T O /I 1 \ itt T? ~\J A 

nomo sapiens nypotneticai protein rpj i jzh-i ^ruijZ'+i miviN/\ 


TsjA/r 09^087 
rNivi uzjuo / 


I — I ( A ITT / A C 'Si IT 1 r^tT C p \ /" IT / A "i" It ^ i" 1 / * ^ 1 IT V*t \i~ 1 IT p T T9 1^1 1 / p I T9 1^1 1 ^ TTlT?"^T A 

nomo sapiens iiypoiiieiicdi pioiein rLjzi j 1 1 ^rpjzi j 1 1 j, iniviN/\ 


TsJA/T 09^ Oft 9 
IN IVl KJZJKJoZ 


I — I / a i-at / a cot\i Atic It \ / it / a ^ It i / * * a 1 nr/At i it Ih T 171 \ 1 f Ih T \ 1 7 1 1 1 \ itt T? "^.1 A 

nomo sapiens nypotneticai protein rpj i d i 1 1 ^rpj ijin miviN/\ 


MlVf 09^07^ 
IN IVl KJZD \J / D 


I — I / a itt / a cQnif*nc It \ t it / a "t - It ^ \ i * < s\ \ it t"v a "t - i it \-* T I O 7 /I /I ^ Ih T I O 7/1/1 ^ ^ itt T? "^.1 A 

nomo sapiens nypotneticai protein fIhJzjjh-h-j ^rLjzj^H-j j, mrviN/\ 


TsJA/T 09^074 
IN IVl UZjU/4 


TT/T"ITT/"\ DQIAIPtlO It \ / IT / A It /""* "^ 1 / * ' A I IAt"/At 1 IT |h T T9 9 C\ 7 1 / T-7 I T9907 1 \ "ITTt?~^T A 

nomo sapiens nypotneticai protein fi_^jzzoj)i ^rpjzzuji ), miviN/\ 


TsJlVf 09^077 
IN IVl UZJU / J 


I— I { A |TT / A corxiPTic In m r\+T» Q 1 IT 1 "V A f" /""* 1 IT PT T9 1 1 ft /PT T9 1 1 ^ift^\ "rv»t?~\T A 

nomo sapiens nypotneticai protein rpjz i 100 ^rpjzi 100 j, mrviN/\ 


TsJA/T 09^071 
IN IVl UZjU / 1 


I — I / A l"\T / \ CQMIOt^C It \ / IT / A ^" It 1 / * r 1 1 IT |"»/ \ 4" f~~% 1 IT P^T l 1 9 1 / 1— < I I 1 9 1 O ^ V\ -|TT T? "\T A 

nomo sapiens nypotneticai protein pt^j iztvu ^rpj iziyu j, miviN.rv 


TsJA/f 09^0/^Q 
IN IVl UZ JUO7 


TT ^ a m i a c-jnipnc h\m(\ihr*t\{*<A 1 nrn+pin PT T149QQ ^ PT T1A9QQ^ mDAT A 

nomo sapiens nypotneticai protein rpji^zyy ^rpj in-zyyj, miviN/\ 


TsJA/T 09^0^7 
IN IVl UZjUO / 


I — I / A ITT / \ C r A IT 1 /"fc |T C 1 TlT / tT / A 4" It /^+"l / » *.| 1 |T I"*/ A "f ^* 1 "IT Ih T I 1 A 1 ^1 /--i / p" I j 1 /I 1 ^1 \ "ITT t? A 

nomo sapiens nypotneticai protein rLj i^tiuo ^rpj ih-iuo ), miviN/\ 


TvJA/T 09^0AzL 
IN IVl UZ^WOt- 


I — I / x |TT / A CQtMPtlC p a j IT / A "i" It 4 1 * O 1 IT 1"*/ A "f" 1 IT Ih T I O 7 (\ /\ ( Ih T T97^xO/l\ "1TtT?^VT A 

nomo sapiens nypotneticai protein rpjzjou^ ^rpjzjouH- j, mrviN/\ 


tsja/t 09^0^7 

IN IVl UZjUOj 


I — I / A |">1 / "V CQMIOtlC Til TiA n"f Ia Xi'f 1 Q 1 |T |"V A + 1 IT 1— < T T9 7 ^ ^ O / Lh" I T97^^/^ S \ tAT I~? "^.1 A 

nomo sapiens nypotneticai protein r pj z.jjdkj \r l^j adddv mrvLN/\ 


TsJA/T 09^0^0 
IN IVl VZDKJD " 


I — I / x |TT / A CQtM It \ 7 IT / A "f" It 4 1 ^ W A 1 IT \i~ 1 IT Ih T T9 7 7 f\ ^ / Ih T T9 7 7 O ^\ "fYlt?^^T A 

nomo sapiens nypotneticai protein r l^j zj) dkjj ^rpjzj j>oz) j, miviN/\ 


NM 095057 

IN IVl / 


TTnmn »ianipii<i h\n"»nthptira1 nrntpin FT T9^1 80 TFT T9^1 mT?T\TA 

±±VJ111VJ odlJlCllo 11 y IJVJ L11C LlL/dl IJlVJLC/lll 1 LJ a J 1 0 7 ^1 i^JZ/J 1 O^/ ^, 111 I\ 1 > / \ 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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XTA/T 09^04^ 
In IVI UZJ KJ^-t J 


UAmn c'lnifnc Px/rwAtPr'ti 1 r% ivAtrM n PT T99^£9 f PT T99^89A mT?XTA 

numu sapiens nypuineiicai piuiem rLjzzjoz ^rLjzzjoz j, mivi\i/\ 


XTA/T 09^071 
iNivl UZjUj 1 


rioiiiu Sapiens nypoLiiexiL/cii proiein rbjziu / j ^rLjziu / j j, iiiivlnz-v 


TvJA/f 09*\0^o 

iNiVl \)Z,D\)J\) 


numu sapiens nypuiiieiiL/ai pruiem rLjzu7/z yr i^j zu" /zj, miviN/\ 


XTA/T 09 ^09 A 
In 1V1 UZJ UZ O 


numu Sapiens nypuinexiuai pruiem rLj ih-iu / ^jti^j ih-iu/ j, miviN/\ 


XTA/T 09^09^ 
iNiVl UZJ UZJ 


numu Sapiens nypuineiieai pruiem rLj i^iuu ^rLj ih-iuu^i, miviN/\ 


XTA/T 09^09/1 
In 1V1 UZJ UZ4 


numu Sapiens nyputnexiuai pruiem rLj ih-uoz ^rLj I'+uoz j, mivi>j/\ 


XTA/T 09^09^ 
In IVI UZJ UZ J 


numu Sapiens nypuiiieiiuai pruiem rpji^uoy i^pi^j ih-uovj, miviN/\ 


xta/t 09^01 q 

INiVl UZJU17 


numu Sapiens inceiy unnuiug ui muuse luouim aipna ^rLj i jy^tuj, miviNz-v 


MA/f 09^019 


numu sapiens nypuineiieai pruiem flj u /07 ^rpj u /u!? j, miviM/\ 


xta/t 09^000 

In 1V1 UZjUU" 


numu Sapiens nypuineiiuai pruiem rLJijozi ^ruijozi j, miviN/\ 


XTA/T 09^008 
In 1V1 UZJUUO 


numu sapiens nypuineiieai pruiem rLj ijjtt ^rLj ijjtH j, miviM/\ 


xta/t 09 ^00 a 

iNivl UZjUUO 


nomu Sapiens nypuTiiexiCai piuiem rLj i jj / j ^flj i jj id j, miviN/\ 


XTA/T 09^00zL 


riuiiiu Sapiens nypuiiieiiccii pruiciii rinj i jzi j ^ri^j i jzij iiixvi>i/\ 


xta/t 09^00^ 

iNivl UZJUUJ 


numu Sapiens nypuineTiedi piuiem rLj i j 100 ^ri^j ij> 100 j, miviN/\ 


XTA/T 09^009 


PaTVIA CQM1 AT1C Vit rv> ^\*^P /^'i'l l~* O T HVA+AHI PT ; I -2 1 (~Jf ( Pi llxl r\ / l TV*l?^Vl A 

numu Sapiens nypuineiicai pruiem flj u i oz ^rpj u i oz miviNZ-v 


xta/t 09^001 

IN 1V1 UZ J UU 1 


1 — 1 /A~fV^ /A O O ^A 1 |a T 7-t*\ /A 4" Ia 1 /in I ■t*^T*/A J ^"^1 TY Ih I I 1 -2 | I |^ / |h I || 1 2 1 | |> \ LP Tvl A 

numu Sapiens nypuTneiit/di pruiem rLj i j iuj ^flj 1 j> iuj j, miviN/\ 


xta/t 09^000 

In 1V1 \JZ.J\J\J\J 


numu sapiens nypuinenuai pruiem rLjijuyo ^rpj i juvoj, miviNZ-v 


XTA/T 09AQQ7 
iNivl UZH-W / 


I — I /"\~fYi /a c oi^i £^~t*\ t? Pa /■ i-"\ y^\+P pq 1 i^\ i"* / a "f - 1 1^ P T 11/ /^v /-» St l P T 11/ r\ A W i "t^i T? A 

numu Sapiens iiypuiiieiieai piuiem rLj izooo ^tlj izodo j, miviN/\ 


XTA/T 09zlQQ^ 


| — I / x i^-^ / \ ov\i ^»ti c Tit / / a n c^^t /~* ci T i"\ i~/ A ^ i n Th T 11/^ r\ Si I Ih T 1 1 / > f~\ St 1 tyi 1? ^Vl A 

numu sapiens nypuineiiuai pruiem rLjizjoo ^rLj izjoo miviN/\ 


XTA/f 09J.QQ9 

iNlVl UZ^7"Z 


numu Sapiens iiypuiiieiieai piuiem flj izoh- / ^-ti^j izjh-/ j, intviN/\ 


XTA/T 09zlQ£Q 
in ivi uz^yo" 


numu Sapiens nypuineiiuai pruiem flj izj> / / ^rpj izj 1 1 )•> miviN/\ 


IN IVI UZH-700 


1 — 1 /• A / A C O 1"\ 1 /^k"n C P"\ 7~IA / \ n /^k \ 1 1 1"\ 1"*/ A "f" 1 1^\ p T 1 1 V A S S 1 p T 1 T T 1 "fYl T? A 

numu sapiens nypuiiieiieai pruiem flj izj j j ^rLj izj jj j, miviN/\ 


XTA/T 09AQRA 
In 1V1 UZ^tyoo 


numu Sapiens nypuinenuai pruiem rLj izj j i ^rpj izj j i j, miviNZ-v 


XTA/T 094080 
INlVl UZ470U 


1 — 1 1 a i^\^ /-\ c 1 o i"\ i c 7~i^ / \ "f - n \ i po| i"\ i"*/ a "f - f^- 1 n p I 1 / 1 Z / ( p I 1/1 a / i ~w\ T? A 

numu Sapiens nypuinenuai pruiem ri^j lz. ljz. ^rLj izi jz j, miviN/\ 


XTA/T 09AQ7Q 
In ivi UZ'+y / y 


I — I / \ 1~n / \ CQfMPtlC 1-* \ / 1^\ / A -f n r^k ^ 1 / » *.1 1 1"\ I - */ A 1 n PT 1 1 / 1 / / | Ih T 1/1 / / 1 TV* 1? ^Vl A 

numu Sapiens nypuineiicai pruiem rLj izizz ^r/i^j izizz j, miviN/\ 


XTA/T 09J.Q78 


T— T/^TVl/^ CQtMPIIC 1^\ \ / 1^\ / \ "f" 1^ "t" 1 / * O 1 i~\ X* { A f" 1 n p 1 ! 1 / 1 / 1 / p 1 1 / 1 / 1 \ lYiT? \T A 

numu sapiens iiypuuieiieai piuteiii r lj i z i z i ^rLj izizi niivi>/\ 


XTA/T 09AQ71 
iNiVl uz^ty / 1 


I — I r\in / \ * ■ r j »-\ -i -j^i o Pt / 1*\ / a 4- n 1 pn 1 »-\ i"*/ a 4 1 L* I 111 / / /\ / Ih I fill / / f-i i ty* T? /\ 

numu Sapiens nypuinenuai pruiem rLj 1 1 /zo ^rpj 1 1 /zo miviNZ-v 


XTA/T 09zLQ70 
1M 1V1 UZ47 / U 


1 — 1 AtYl /A O O ^A 1 /^lA C 1 lAT rf A /A^4" Ia AQ 1 "IAT*^\^"^"1 1A Ih 1 III / / / / H 1 III / 7/1 "fAA LP IX. A 

nuiiitj sdpiciis nypuixictiL/ai pruiem r l^j i i / z,z, ^jtl^j i i i )^ iiirvi\ i\ 


XTA/T 09AQ^Q 


1 — 1 /ATAA /A O QtM /^kTA C 1 Iat 7^tA /A 4" Ia ^+ 1 AO I tM*A^"A1 IA Ih I 111 / II A / Ih I ill / 1 1 -2 \ -*AA LP IX A 

numu Sapiens nypuinenuai pruiem rLj 1 1 /uj ^rpj 1 1 /uj j, miviNZ-v 


INlVl UZH-7UU 


1 — 1 / A i-»'» / a c O V\1 rr^ n o Pi 1 1"~\ / \ "i" It />q 1 1"\ 1"*/ A "f" 1 1T Ih T 111^ O St 1 p 1 1 1 1 ^ Cj St l "ITT T-? A 

numu sapiens nypuineiiuai pruiem flj i i jvo ^rLj 1 1 jyo j, miviN/\ 


XTA/T 09zlQ£1 


T — T / A ITT / A CQ1T1 AtlC ni/ITAf n 1f*Ql it W "\ + 1 IT p 1 f J 1 \ / ( | / p \ | j 1 \ / | | \ ITT F? A 

numu Sapiens nypuineneai pruiem rLj 1 1 j / u ^jtjL/J i i j /u j, miviN/\ 


XTA/T 09zLQ^Q 
In IVI UZH-7J " 


I — I / A ITT /A C 1 O IT 1 IT C It "\ 7 IT / \ 4 It AO l IT 1"V \ 1 IT P T 1 / / / -2 -2 / I— < I 1 / / / \ 2 \ fTT T? AvI A 

numu sapiens nypuiiieiieai pruiem rLjzzzjj ^rpjzzzjj j, miviN/\ 


XTA/T 09zLQ^7 
lNlvl UZH-VJ / 


I — I / A ITT / \ CQM1 AUC nTflTA^n A+1Aol »T 1"/ A "f" 1 IT Ih T I / / /\ St /^l / PT l//r\Si.r\\ "ITT 1? A 

numu Sapiens nypuineut/ai pruiem jtjL/Jzzooo v pi_^jzzoooj, miviN/\ 


XTA/T 09zLQ^^ 
In IVI UZH-7J J 


I — I / A ITT / A O O IT 1 IT C It \ 7 IT / A "i" It "i" 1 AQ 1 IT 1"V A "i" 1 IT Ih T 1 / \ \ 7 / ( p 1 1 / -2 -< / / 1 ITT T-? Nvl A 

numu Sapiens nypuineiieai pruiem fi^jzjjzz ^rpjzj jzz^i, miviN/\ 


XTA/T 09zLQ^A 
In 1V1 UZ'+7j4 


1 — 1 /T"fTT i~\ L ' 0"t^"l ^"IT L'' Pi / / \ +- n ^-^--| 1 1"V \ "f" 1 Ih I ! 1 St 1 1 / 1 Ih I I 1 1 St 1 1 / 1 "fTT T? A 

numu Sapiens nypuiiieiicai piuiem rLj 1 1 ou / ^rpj 1 1 ou / miviN/\ 


XTA/T 09J.CK9 
1M1V1 UZH-yjZ 


T-Tninn c ' 1 it i r» n c Pirr\r\+V»p>+ir»ci1 nr^Atoi n PT T90Q^0 ^ P T T90Q^0^ tyi T? XT A 

numu sapiens nypuiiieiicai pruiem rLjzu7ju ^fi^jzuvju^i, miviN/\ 


XTA/T 09zLQ^O 
iNivl UZH-yjU 


1 — 1 /A"tAA /A QfM z^^fA O Iaa r*A /A 4" Ia 1 AO I "tAT*/A^"^1 IA Ih I t 1 / W (J 1 I Ih I 1 1 J Si. Cj 1 1 "tAA LP IX. A 

numu Sapiens nypuinent/ai pruiem rLjTzo"! ^flj 1Z071 j, miviN/\ 


XTA/T 094QAQ 
i N IVI UZH-7H-7 


I — I / -v ITT / t ' r 1 IT 1 IT U |t \ ^ IT / A "f" It "t" 1 / * ' 1 1 IT 1"/ A "f" ^ 1 IT PT I / / | 1/ t ) / Ih T T / /I lit) 1 "ITT T-? ^Vl A 

numu Sapiens nypuineiiuai pruiem r i^j aakjAz/ ^rpjzzuzy j, miviN/\ 


XTA/T 094048 

i N iVi UZH-7T-0 


T T / A ITT / A C CI "FT 1 £*TT C 1 It \ / IT / A "f" It "1" 1 / * O 1 IT 1" / A "t" 1 IT p T f 1 \ \ O / / pT f 1 \ \ Lj / » TTtT?^VI A 

numu Sapiens nyputneiiL/di pruiem rLjijjv / \r l^j 1 d s>y / j, iniviNZ-v 


XTA/T 094Q4A 
i n 1 VI U Z H- y H- 0 


I — I / \ ITT iT C O IT 1 IT C 1 Pi ^ IT / A f" It /^»+"| AqI IT 1"V \ "1" ^ 1 "IT P T 1 / 1 / (j O / p | 1/1 / (j Cj 1 "ITT T-? ^.1 A 

numu sapiens nypuiiieiiuai pruiem rLjzi /yy ^rpjzi /yy), miviN/\ 


XTA/T 09404^ 
iNivi UZ^tz/HO 


PT ( a itt t \ c'miAnc P\/rwAtlTr»+w»'i 1 it r/Af r»i it PT T19SS7Q / P T T19ftQQ^ m RM A 

numu Sapiens nypuiiieiicai piuiem flj izooo ^tlj izooo miviN/\ 


XTA/T 09404^ 
i N IVI U Z H- y J 


I — I / -v ITT / A CQ1T1 fllO nirlT/A'f llf*"fl AqI IT 1"V A f" 1 IT Th T 1 / \ / \ ^ / I— < I I / 2 / -t ^ \ WT 1? XT A 

numu Sapiens nypuineiiuai pruiem fi^jzjzjj ^fi^jzjzjj miviNZ-v 


XTA/T 094Q40 
i N IVI U Z 'H- V U 


1 — 1 Atl^ /A O Q+M z^^lA O Ia A r^A /A 4" Ia AO I IM^A^AI "IA Ih I 1 / 1 | | -2 /I / |h 1 1 / 1 I V A /I l "tAA LP A 

numu Sapiens nypuineiicai piuiem rpjziuj^ ^ri^jziuj^+j, miviM/\ 


XTA/T 0940^7 
iNivl UZH-VJ / 


1 — 1 r\Tvi /a otM i^tA Ia \ riA /a 4" Ia /^^i r»n 1 "Iat*/a4"^i ia Ih 1 11/ Cj / 11 / Ih 1 i 1 / Cj 7 Cj \ -iaa LP fV A 

riuiiiu sdpiciis nypuTiieiiL/cLi proLCin r j_hJ izyzy ^fj_hJ izyzv j ? iiirvi>i/\ 


XTA/T 0940^^ 
iNivl UZ^+zjOO 


1 — 1 /A "tAA /A O OtM /-v^lA O Ia"» r"lA /A ^" Ia O I tAt^At'f A1 "IA IhI I / -2 I I / /l / |— « I I / 2 I I / /l \ "tAA LP l\v A 

numu Sapiens nypoineiicdi piuiem ti^jzjuzh- i^j zj uz^+j , miviN/\ 


XTA/T 094Q9Q 

1N1V1 \J Zs'-TZ/ ZsZ/ 


T— T / a itt / a cQnipric n^^T^olnf^liotil nrntpm PT T9^ 119 i PT T9 ^ 1 1 9 i tyi T? XT A 
j__lvjiiivj oapiciio iiypvj Liit/LiL/ai pivjidii i ljz. j i i z, i ± l^jz^j) i iz, i, 1 1 1 1\ i > / \ 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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TsJIVT 094Q1A 
IN IVI UZ^7lO 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 r% ivAtrM n PT T99814 f PT T99814^ rv»T?TsJA 

nomo sapiens nypoineiicai pioiem rLjzzoi4 ^pi^jzzo ih-j, mivrsi/\ 


TsJA/T 094Q1 ^ 
IN 1V1 KjA^-rz/ 1 Z) 


I — I / \ / \ l ' q it i it l ' It t / »t / a ^ It ^~ i / * * i 1 it i~/ a in 1— <" T f 1 ^TQO / I— < T ll 1 7789^\ "1ttT?~^T A 

nomo Sapiens nypoineiicai proiem rLj id / oz ^tlj ij> / oz intvLN/-v 


TsJA/T 094Q17 
IN 1VT UZH- 1 D 


riuiiiu Sapieiis nypuiiiCTiL/ai pruiem rLjzi700 ^Fi^jziyooj, iiiiviN/\ 


TsJA/T 094Q19 
IN IVI UZ'i-" 1 Z 


nuino Sapiens nypoiiieiicai pioiem rLj i^jz / ^tlj i^jz/ niiviN/\ 


TvJl\/T 094Q10 
rN IVI 1 U 


nunii) sapiens nypuinexieai pruiem flj iz /uu ^rLj iz / uu ^i, miviN/\ 


TsJTv/T 094Q09 


I — I / A 1T1 / \ L ' ^1 1"\ 1 IT L ' It \ / »"\ / A It ^ "1" 1 / * O 1 IT 1"*/ "\ 4" /"^ 1 IT Ih' 1 I 1 ^O^A / C7 T I 1 ^9 ^k^x^ ITT l~? "^V I A 

nomo Sapiens nypotneiiL/ai proiem rLj ijzjo ^flj id ado j, miviN/\ 


TvJA/T 094Q01 


T — I / -v ITT / A i ' <T it 1 IT L.' It \ 7 IT / A "i" It 1 ^ * O 1 IT 1"*/ A "f" 1 IT |h T T9 9 4 ^ 7 ( l-H 1 T994^7^\ ITT 1~? "^.1 A 

numu sapiens nypuiiieiieai pruiem rLjzzH-j / ^rLjzz^j / ^, miviN/\ 


TsJA/T 0948QQ 
in ivi uz^toyy 


nomo Sapiens nypomeiicai proiem r l^j izj^tz ^flj izj^z j, miviN/\ 


MA/f 09480^ 
in ivi u z o y D 


nomo sapiens nypomeiieai proiem rLjzjzuy ^fi^jzjzo^/j, miviN/\ 


TsJA/T 0948Q9 
IN IVI UZ'+oyZ 


I I ^ a itt / \ DQnipnc It \ / it / a + It + 1 / » '.i 1 iAi*/\tr»i it P T I 1 1 *7 C\C\ ( P T 11 1 700^\ tv^T?"\T A 

nomo Sapiens nypomeiicai proiem flj 1 1 / uu ^r;i^j 1 1 / uu j, miviN/\ 


TsJA/T 0948Q1 
IN IVI UZH-O"! 


I — I / a itt / a com Aiic It t 7 it / \ "f - It ^1^*0 1 it i"/ \ "f - ^ 1 it PT 111 787 Ih 1 li 1 1 787 ^\ tyiTJ^VT A 

nomo sapiens nypomeiieai proiem rLj 1 1 / od ^rLj 11/ oj j, miviN/\ 


TsJA/T 094888 


nomo Sapiens nypoiiieiiC/di pioiem rLj 1 idj?d ^flj 1 id dd j, miviN/\ 


TsJA/T 094887 
1N1V1 UZH-OO / 


riuiiiu Scipiciis nypuiiiciiCcii pruiciii flj i ji ^rLj u i uz iiixvi>i/\ 


TsJl\/T 094884 
IN IVI UZ i tOO i t 


nomo Sapiens nypoxnexiedi pioiem rLjizoio ^ri^jizoioj, miviN/\ 


TsJA/T 094887 
IN IVI UZH- oOj 


y nTYm c 'i n i r» it c V»A^r\^+Vi/^+ir»ci1 nrn+pin PT T99909 ^PT T99909^ mRMA 

nomo Sapiens nypoineiicai proiem r l^j ^rijjzzzuz j, miviNjrv 


tnji\/t 09488 1 


nomo Sapiens nypoxnent/di proiem rLj ih-zd i ^flj ih-zj i j, miviN/\ 


TsJA/T 09487A 
IN IVI UZ^t o / O 


I — I / \ ITT / A CQT\1PT1C> It \ / IT / A It ^ 1 / * ' ! 1 lAf/At 1 IT 1-7 T j 1 999Q f PT 1 1 999Q^ "ITT T? A 

nomo Sapiens nypoineiiL/di proiem r;i^j izzzy ^r;i^j izzzy miviN/\ 


TsJIVT 09487^ 
IN IVI UZ^t o / D 


I — I { A ITT / A CQtll It \ 7 IT / A "f" It ^* "f" 1 / * O 1 IT 1"*/ A "f" 1 IT I— <" T f 1 9Q9 1 ( \-i T I 1 9Q9 1 \ "fYlT?^Sj A 

nomo Sapiens iiypoiiieiieai pioiem rLj izyz i ^.ri^j izyzi j, miviN/\ 


TsJA/T 094879 
IN IVI UZ^t o / Z 


T— rr\inr\ cotMATic It \ / it / a It ^ i / * r -i 1 it i~/ a 1 it Ih T T99^70 Ih 1 T99^70\ tv*T?^SJ A 

nomo sapiens nypoineiicai proiem rLjzzj /u ^r/j_jjzzz) /u miviN/\ 


TsJIVT 09 J. 871 
1N1V1 UZH-o / 1 


I — I { A ITT / A CQtMPtlC It \ /" IT / A "f" It 1 / * O 1 IT 1"V A "i" 1 IT PT I 1 9748 / Lh T 1 1 9748^\ "TYlT?^VT A 

nomo Sapiens nypoiiieiieai pioiem rLj iz /h-o ^-ri^j iz /h-o j, nriviN/\ 


TsJA/T 0948£»Q 
IN IVI UZ^tOO" 


T— T/~\"tTT / "\ *1 IT 1 IT L ' It \ 7 IT /T^"1t ^ 1 O 1 "T\T , /A'f 01 "IT I— < T 11/1 ^ (\ { 1—7 T 11/1 O ^ 0^\ ITT 1? A 

nomo Sapiens nypoineiiL/ai proiem ri^j ih-uju ^-ti^j ih-udu^i, miviN/\ 


TsJIVT 0948£»8 
IN IVI UZH-OOO 


I — I / A ITT /A C QM1 r** IT C It \ 7 IT / A It / * O 1 IT 1"*/ A "f" 1 1T l-H T 1 1 4 1 9 4 / 1— < T 1 1 /I 1 O yi \ ITT T? A 

nomo sapiens nypoiiieiieai proiem fi^jih-izh- ^rLj ih-izh-j, miviN/\ 


TsJA/T 0948f^A 
IN IVI UZ^tOOO 


I — I / A ITT / *\ CQtMf»MC It \ / IT / A'^lT/^'fl/*'^ 1 IT 1"/ A ^ ^ 1 IT p T T9 1 1 7^ / p T TO 1 1 7 ^ \ ITT F? "^.1 A 

nomo Sapiens nypomeiiL/ai proiem rLjzi ldd ^rLjzi idd), miviN/\ 


TsJIVT 0948 £\ ^ 
1N1V1 UZ400J 


I — I / A ITT / A C O IT 1 IT C It \ J IT /T+It ^* \~ 1 / » O 1 IT 1"*/ A "f" 1 1T Ih T I 1 9 ^ 8 1 / I— ( T I 1 O ^ Q 1 | ITT T? A 

nomo Sapiens nypoineneai proiem rLjizjoi ^rLj izjoi j, miviN/\ 


TsJA/T 0948^7 
IN IVI UZt-oOj 


T— T/T"ITT/"\ COtXIftlfi It \ / IT / A It ^ 1 / * '.^ 1 IT 1~/ \ 1 IT |h T T9 1 1 7/1 / I— T T T9 1 1 7/1 \ TTtT?~^T A 

nomo Sapiens nypoineiicai proiem rLjzi i /^+ ^rLjzi i /t-j, miviN/\ 


TsJIVT 0948^9 

1N1V1 UZH-OOZ 


I — I { A ITT / ^ CQt\1PHC It \ /" IT / A "f" It ^ "t" 1 ^ * O 1 IT VI \\ IT p T 1 1 7 O 9 / p T f 1 7 O (~\ 9 ^ ITT r? "^.1 A 

nomo sapiens nypoiiieiieai piotein ri^j i j/uz ^rLjij/OZj, niivi>/\ 


TsJA/T 0948^0 
IN IVI UZ i toOU 


I — I / A ITT / \ L' ^ 1 IT 1 /"> IT O VlT / »T / A 4" It ^4 1 / » f" 1 1 IT 1"*/ A 4 1 "IT 1— < T T9 1 1/18 / 1—7 T T9 1 1 /I 8 ^\ "ITT 1? "^V 1 f\ 

nomo Sapiens nypoineiiL/ai proiem rLjzi 140 ^tljzi ih-oj, miviN/\ 


TsJA/T 0948^7 
IN IVI UZH-OJ / 


1— T /A^VA /A O O TA 1 /^lA C 1 Iat r"K% /A + 1a O 1 "IATVA"t" "IA Ih T^ f 1 0^7^^ Ih I 1 0*7^^^ "fAA "fVT A 

nuiiiu isdpiciis nypuixictiL/ai pruiem r l^j iz / j j ^jtl^j iz. / dd )^ iiirvi\ 


TsJA/T 0948^ 
IN IVI UZH- OZ) 


1— T/A"fYA/A CQtM OTIC Ta T r*A /A^"Ta 1 /"* O 1 ^A /A ^" 1 TA Ih^T" I 1 0 ^7 Q ^ Ih I f 1 O'TQ^^ 1AA T? ^TX.T A 

nomo Sapiens nypoineiiL/ai proiem rLj iz / od ^pi^j iz / oj ), miviN/-v 


TsJIVT 0948^4 
IN IVI UZH-OJH- 


1 — I / A ITT / A CQtMfnC It \ 7 IT / A "i" It f^* 4 1 ^ 1 IT 1"*/ A "f" 1 IT Ih T T99098 ( PT T99098^\ "1TtT?^VT A 

nomo sapiens nypoineiieai proiem rLjzzuzo ^.ri^jzzuzoj, miviN/\ 


TsJIVT 0948^9 
IN 1VT UZH- O D Z 


I — I / A ITT / A CQtM A"HC It \ / IT I \ \\~\ C^*-\ A I ~" \ 1 IT 1"/ A "f 1 IT p T f 1 T7^\^ / p T \ 1 O ITT 1~? "^.1 A 

nomo Sapiens nypoineneai proiem rLj iz / od ^pi^j iz / od imviN/-v 


TsJIVT 0948^0 
IN IVI UZ^tOJU 


I — I / A ITT / A CQMI It \ 7 IT / A "f" It ^ 4 1 ^ * ' 1 1 IT 1"V \ f" 1 IT Ih T T9 1 4^8 i l-H T T9 1 4 ^ 8 ^\ "lTrTT?^VT A 

nomo Sapiens nypoineneai proiem rLjziH-jo ^rLjzi^jo ^i, miviN/\ 


TsJA/T 09484Q 
IN IVI UZM-oM-7 


I — I / A ITT / A AMC It \ / IT / A 4 It "f" 1 / * '.1 1 IT 1"/ A "f" 1 IT Ih'T '1/11 O f Ih T P 1 /I 1 O /-x \ "ITT T? A 

nomo Sapiens nypoineiiL/di proiem pjuj ih-izo ^rpj ih-izo j, mivLN/\ 


TsJIVT 09484^» 
IN IVI UZt , ot , 0 


T — J / x ITT / A O O IT 1 /T IT C It \ 7 IT / A "t" It f** 1 1 /"»0 1 IT 1"*/ A 1" *""* 1 IT |h'T 111 7 1 O / Ih T I f 1 7 1 fW ITT ^VT A 

nomo Sapiens nypoineneai proiem vl^j i i / iu ^rLj 1 1 / iuj, miviN/\ 


TsJA/T 09484^ 


1 — I / \ ITT / \ L ' r 1 IT 1 IT L ' It ^ / IT / A "^" It "1" 1 / * r 1 1 IT 1"*/ A t" 1 IT P^T S 1 /I 1 ^ /I / t-7 1 11/11 ^ /I \ ITT F? "^vl A 

nomo Sapiens nypomeiicai pioiem rLj itij^ ^rpj ih-uh- miviN/\ 


TsJA/T 094844 


1— T s \ 1 A A /A 17 OTA1 On O Iax 7TA / \4"1a 0^"1 O 1 TAT*/a4"^1 1A 1—7 T J 1 O ^ /I C^i Ih X \ 1 0 ^ /I Q \ "1AA ~fVT A 

riuiiio isdpiciis nypoLiiciiCcii proiciii flj izjh-7 i rLj izjh-7 l ihivln/\ 


TsJA/T 094847 

in ivi u z o h d 


1— T/A"tAA /A O QfM z^^fA O /A l t /A / l ^-|A O 1 i^*A r+ /A 1a T*/^A TAA O Ta /^T7T TO ^ /I /"X O \ -fAA T? "fVT A 

nomo Sapiens ciuocienai L/yiOL/nrome d ^pi^jzj>h-ozj, miviN/\ 


TsJl\/T 094878 
IN IVI UZH-OJO 


1 — I / -v ITT / A CQtM A11C 1 It \ 7 it / A f" It "t" 1 / * O 1 IT 1"/ A "f" 1 IT Ih T T99009 ( l-H T T99009^\ "ITtT?^VT A 

nomo Sapiens nypoineiicai proiem r yr i^j j, miviN/-v 


TsJIVT 094874 

IN IVI UZtOjH 


pi , \ itt / a c 'i it 1 r» it c It \ / it / a f" It ^ I - i / » • 1 1 it i" / a f" I it PT T1 708 1 / P T T1 708 1 \ itt r? ^.1 A 

nomo Sapiens nypoineut/di proiem rLji juoi ^rLj i juoi j, miviN/\ 


TsJ1\/T 094877 
IN IVI UZH- O J) J) 


1 — I / x itt / a l' * 1 it 1 n l' It \ 7 it / a t It ^ ^ 1 / * ' 1 1 it 1"/ \ t ^ 1 it 1—7 T 19 7^0^ / \—i T T97^0^^\ itt ^vl A 

nomo Sapiens nypoiiieiicai proiem rLjzjjuo ^pi^jzjduoj, miviNz-v 


TsJA/T 09487 O 
1N1V1 UZ^+OJU 


PI , a itt / a c'lnipnc 1t\ AtK r»t i 1 nm+pin PT T1 9447 ^ PT I 1 9447 ^ tnRM A 

nomo Sapiens nypoxiieTiCai pioiem r i^j i z^tno ^pi^j iz^j j, mrviN/\ 


TsJA/T 09489 Q 
IN IVI UZH-OZ7 


1 — I / -v 1">T / \ CQ1A1f»HO It x 7 IT / A f" It "^ 1 / * r A 1 IT 1"V A f" 1 IT PT T9 9 ^\ 9 / 1—7 T TO O \ tY»D "\T /\ 

nomo Sapiens nypoineiicai proiem rLjzzooz ^rpjzzooz j, miviN/-v 


TsJA/T 094898 


nomo Sapiens nypoineiicai pioiem rLj i dod / ^rLj ij>oo / j, miviN/\ 


TsJA/T 094897 


1— T /A "1 A A /A 0 O ^A 1 On O 1a A TTA /a4"1a i^* O 1 1AT*/A"f tT T TO O O ^2 ^7 |h T T O O O ^ \ "I AA TVT A 

rlUIIlU JScipiCIlS nypOLllCIlL/cll prOLClIl rLJZZZj / ^rLJZZZj / J ? IIlivi>l/\ 


TsJl\/T 09489^ 


T T /^\-*AA /A O Q1A1 /~v-|A O 1a A r~*A /A^"1a O 1 1At*A^"£M -*A Ih T TO 1 1 Ci f Ih^T TO 1 1 \ -*AA T? "rV.T A 

nomo Sapiens nypomeiicdi pioiem rLjzi i jy ^rLjzi ioyj, mrviN/\ 


TsJIVT 094R9S 


PI / a itt / a conipric Vi\>'T^olVif i Tir»Ql nrntpm PT T9 7/1/17 ^PT T97447^ ttiT?^TA 
±±vjiiivj oapiciis iiypvj Liit/LiL/ai pivjiciii i l^jz. / i± ljz, jtt / i ? 1 1 1 1\ i > i\ 


NM 024824 


Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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In 1V1 UZH- OH 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 rvrvr+^in PT 19^100 ^ PT T9^10Q^ ml? AT A 

nomo sapiens nypoineiicaL pioiem rLjzjiu" ^rLjzj ivy)^ mivrN/\ 


IN 1V1 UZ o UZ 


I — I / \ itt / \ l ' q it i it l ' It t / it / a ^ It ^~ i / * * i 1 it i**/ a "f" in p 1 T9 1 'JAQ ( Lh T T9 1 ^ /--v (_} \ wiT?"^T A 

nomo Sapiens nypomencai pioiem rLjzi jo" ^ri^jzi jo" j, inixiNi-v 


mm 094801 
1M 1V1 UZH- OU1 


T— J / -V ITT / A C O IT 1 £»"IT C It \ 7 IT / \ "f" P £*"d"-| /"» O 1 TAT*/^*^^»1 "IT l-H 1 19 1 ^ ^ 1 i Pi 19 1 ^\ ^\ 1 \ "ITT 1? A 

nomo sapiens nypoiiieiicaL pioiem rLjzijji ^rLjzi jji ^, miviN/\ 


ATA/T 094800 
In 1V1 UZ i tOUU 


I — I / A ITT / \ C r -l IT 1 f^L IT C 1 It \ I IT / A It / * ' 1 1 IT t"*/ A "i" ^ 1 "IT p" T 19 ^ /I Q ^ ( PI 19 ^ /I Q ^ \ ITT 1? A 

nomu Sapiens iiypoineiicai pioiem pi^jzj^tyz) ^rLjzj^yj niiviN/\ 


ATA/T 0947Q8 
IN ivl UZ4 / 70 


— I / A ITT f\ C O IT 1 r** IT C It "\ 7 IT / A "t" It \~ 1 /"»0 1 IT I"*/ A "i" ^ 1 IT 171 1 1 ^ Q 9 Z' Pi f 1 ^ Q ^9 \ ITT ^VT A 

nomo Sapiens nypoineneai pioiem rLj i jyjz ^rLj i jyjz^i, miviN/\ 


ATA/T 0947Q4 
In 1V1 UZ^t / y*-t 


11 1 ~\ ITT t \ C'ltTir'ITC lT\/IT^tlTr»tw»'l 1 IT \f fl IT PI 199408 ^ PT 199408^ mD\T A 

nomo Sapiens nypoineiiL/di pioiem pi^jzzh-uo ^rLjzz^uo j, mivi>j/\ 


ATA/f 0947Q9 
In 1V1 UZH- / 7Z 


pj^,TT/A rnniiAnc ViArr\r\+lip»+ir»Ql nrntfin PI 199989 ^ PT 19 9 9 89 ^ mP AT A 

nomo Sapiens nypoiiieiieai pioiem rLjzzzoz ^rLjzzzoz j, miviN/\ 


ATA/T 0947Q1 
In 1V1 UZ^t / 7l 


nomo Sapiens nypoineiicai pioiem rLjzz / jo ^ri^jzz / jo j, miviN/\ 


ATA/T 0947Q0 
In ivl UZH- / 7U 


U nni / a canipnc liTrr\r\llip»lir»Ql ntv^tr»i n PI 1994QO TP1 199400^ mP AT A 

nomo Sapiens nypoineiieai pioiem rLjzz^-yu ^.ri^jzzH-yuj, miviN/\ 


ATA/T 094788 
In Ivl UZ^t / o o 


11 1 ~\ itt i \ conipnc V»Trr\r\ll»P'+ir»ci1 nm+pin PI 19 10^*9 ^ PT 19 1 0^9"\ ml? AT A 

nomo Sapiens nypoineiicai pioiem rbjzTuoz ^fi^jziuozj, miviN/\ 


ATA/T 094787 
In ivl UZH- / o / 


I — I / A |TT /T C QIM IT C 1 It \ 7 IT /"\+1t /^»*^"1 ^ * ' 1 1 fATVA"d"C»-| IT PT 119^9 /^l f Pi ii 1 9 ^ 9 /a A "ITT 1? ^VT A 

nomo sapiens nypoineiieai pioiem flj izjzo ^rLj izjzo j, miviM/\ 


ATA/T 09478/^ 
In Ivl UZH- / o O 


nomo Sapiens nypoinexicai pioiem rLj i j i j j ^rLj i j i jj j, iiiivln/a 


ATA/T 09478^ 
In 1V1 UZH- / oj 


I — I / x itt / \ cotM/^nc It x i \~\ / a It i / * r i 1 it i~/ a "t" in Pi 109^7/1 C Pi 1997/1^^ itt T? A 

nomo Sapiens nypoineneai pioiem rLjzz /h-o ^rLjzz /h-o j, iniviN/\ 


ATA/T 09478^ 
In 1V1 UZ't / oj 


I_J , a m ^ c'inir>nc 1t\ /iT^tK r»f i 1 nrn+pin PI 19^^08 ^ PT I O ^ ^ Q Q \ ml? AT A 

nomo Sapiens nypoxneiieai pioiem rLjzjjyo ^rLjzjjyo j, mivTN/A 


ATA/T 094789 
1M ivl UZH- / o Z 


T-JnTYin c 'l it i r» it c 1rxrr\^lli^lir»ci1 nrntr>i n PI 119A10 ^Pl 119^10^ mR AT A 

nomo Sapiens nypoineticai pioiem rLjizoTu ^rLj izoiuj, miviNjrv 


ATA/T 094781 
In 1V1 UZ't / o 1 


nomo Sapiens nypoineiit/di proiem rLjzjjy^ ^rLjzj jyH-j, miviN/\ 


ATA/T 094770 
In 1V1 UZ^t / / y 


11 ,x,tt/a c 'i nipn c iTx/tT^thr'ti 1 tTr^tr»i n PI 1990^^ ^ PT 1990^^^ AT A 

nomo sapiens nypoineiiL/di pioiem rLjzzujj ^rLjzzujj j, miviN/\ 


ATA/T 094778 
iNlVl UZ4 / / o 


I — I { A ITT / A C O IT 1 ^ IT t? It \ /" IT / A f- It / * O 1 IT 1"* / A "f" 1 "IT pi 19 9 ^\ 1 9 / p" T 19 9 /^l 1 O \ "ITT 1? ^VT A 

nomo Sapiens iiypoiiieiicai pioiem rLjzzoiz ^rijjzzoiz j, intvr>/\ 


ATA/T 09477/^ 
In 1V1 UZ^t / / O 


1— T^"iTT/"\ com pTio It \ / it / a It ^ i / * r -i 1 it i~/ a i it pi T 9 1 1 /lO ( Pi 19 1 1 40^ "irrl?^VT A 

nomo sapiens nypoineiicai pioiem rLjzi ih-u ^rLjzi ih-oj, miviN/\ 


XT A/1 094774 
INlVl UZ4 / /H- 


I — I { A ITT / A CQtMPtlC p \ /" IT / A "f" It "^" 1 / * O 1 IT 1"V ^ "i" 1 IT pi 19 1 Q94 Pi 19 1 Q94^\ "ITt1?^VT A 

nomo Sapiens iiypoiiieiicai pioiem rLjzT7Z'+ ^pi^jziyzn-j, iniviN/\ 


ATA/T 094770 
In 1V1 UZ^t / / \J 


I — I / "v ITT / "\ i ' * 1 |T 1 IT L ' It \ / IT / A ^ It ^ 1 / * r 1 1 IT 1"/ A ^ 1 IT pi f 1 ^ 8 /I C Pi 1 1 ^ O 8 /I \ "ITT 1? "^T A 

nomo Sapiens nypomeiieai pioiem flj i jvoH' ^rLj i jyo't miviN/\ 


AJA/f 0947^8 
in 1V1 UZH- / O o 


Unmn c-inifnc U\mt\thr>t\{*<A 1 it rt\tr*\ n PT 1190^7 ^ PT 1190^7^ mPATA 

nomo sapiens nypoiiieiieai pioiem flj izoj / ^rLj izoj / j, miviN/\ 


ATA/T 0947^A 
In 1V1 UZ^t / OO 


PTrimrv cQnipnc lT\/tT^tlTr»ti 1 tTr^tr»i n PI 19^4^1 / PT I O 7 /I ^ 1 \ ml? AT A 

nomo Sapiens nypoineiiL/di pioiem rLjzj^ji ^rLjzj'+ji j, miviN/\ 


ATA/f 09 47 A ^ 
In 1V1 UZ4 / Oj 


I — I / A ITT / A C O IT 1 IT C It \ ^ IT /T+1t /^+"l / » O 1 IT 1"*/ A "f" 1 "IT pi i 1 9 4 O 1 / I— ( T 119 4 O 1 \ "ITT 1? ^V.T A 

nomo Sapiens nypomeiieai pioiem ri^j tzh-ut ^rLj izh-oi j, intvr>/\ 


ATA/T 0947^4 
In 1V1 UZ^t / OH- 


U ntnn cQnipnc liArr\r\llip»lir»ci1 rvrr\+p»in PI 1149Q8 ^ PT 11 49Q8^ ml? AT A 

nomo Sapiens nypoineiicai pioiem flj t^zvo ^ri^j T^tzvo j, miviN/\ 


ATA/1 0947^1 
In 1V1 UZH- / O 1 


I — 1 1 \ itt / ^ cQtMPnc \w ty\ t^^t r* a 1 "K\T , /^\'f^ :k "i"n P T 1 1 ^904 ( P T f 1 9 O/T ^ itt T? "^.1 A 

nomo sapiens nypoiiieiieai pioteiii "-Ljijzajh- ^rpj t jzut- j, inivi>/\ 


ATA/T 0947^0 
In 1V1 UZ^t / j :7 


I — I / A ITT / "\ L ' r 1 IT 1 IT L ' Til 7IT A"f Tl 1 Q 1 |T 1"*/ A "^" 1 IT pi f 1 ^2 ^ ^ pi | 1 ^ O ^ ^ \ *TT 1? AT A 

nomo Sapiens nypoineiiL/ai pioiem rLj tjvjj ^rLj ij7jj ), miviN/\ 


ATA/f 0947^7 
In 1V1 UZH- / J / 


riuiiio Sapiens nypuLiicTiL/ai pruieiii flj izo /y ^rLj izo j 9 iiirvi>i/\ 


ATA/T 0947^ 
In 1V1 UZH- / j O 


nomo Sapiens nypoineiiL/di pioiem rLj i jh-oj ^tlj t j^oj j, mivrN/\ 


ATA/T 0947^ 
In 1V1 UZH- / j j 


T — T / A ITT / A P11C It \ I IT / A "i" It "^" 1 * O 1 |T 1"*/ A "f" 1 IT pi 11^91^ f Pi ii 1 ^X. 9 1 ^ ^\ ITT T? "^.1 A 

nomo sapiens nypoineiieai pioiem rLji jz i j ^rLj i jzij j, mi\j\i/\ 


ATA/T 0947^ 
IN 1V1 UZ4 / J J 


ITnmn CQnipnc l»Trr\r4+l»p»+ir»c»1 iTr/A+ r«i it PI 11 14^7 ^ P 1 11 1 4^7^ ml? AT A 

nomo Sapiens nyponieiieai pioiem flj i th-j / ^tlj i iho / miviN.rv 


TsJA/T 0947^1 
In Ivl UZ4 / j 1 


I — I / a itt f\ c o it i /t it c It \ j it / \ "f - It \~ i / » * 1 1 it i*v \ f" i -it Pi 11^9 7 ^ / Pi I 1 ^ 9 7^ A itt 1? A 

nomo sapiens nypoiiieiicai pioiem flj i jz / j ^rLj i jz id j, miviN/\ 


ATA/T 094748 
In 1V1 UZH- / H o 


I — 1 1 a itt / \ compnc Tt\ /it/a+1t^»+i/»'j 1 rTT*/T+/=*"i-iT PI 11 1 ( P T 11 1 ^ O ^ -ittPAT A 

nomo Sapiens nypomeut/ai pioiem flj 1 1 j j? ^pi_^j i i jjy j, miviN/\ 


ATA/T 094747 
In 1V1 UZ^t / / 


T — T / A ITT / A O O IT 1 /T IT C It \ J IT / A "t" It f** 1 1 pol IT 1"*/ A "i" ^ 1 IT pi lO O ^ A 1 / pi TO O ^ (\ 1 \ ITT A 

nomo Sapiens nypomeiieai pioiem rLjzzjui ^rLjzzjui ^, miviN/\ 


ATA/T 09474^ 
InIVI UZ^t /HO 


Rntvin conipnc 1t\ /iT^th r»ti 1 nmfpin PI 19900Q ^ PT 199 OOO \ mP AT A 

nomo Sapiens nypoineiicai pioiem rLjzzuuv ^pi^jzzuuvj, miviN/\ 


TsJA/T 09474^ 
1M1V1 UZH- /HO 


Plr\Tnr\ cqiiiphc lixmr\llip>lir»ci1 nrnfpi n PI 1910^4 f PT 19 1 Q^4^ mP AT A 

nomo Sapiens nypomeiieai pioiem pi^jzivjh- ( rLjzTyj^ i, mivi>i/\ 


ATA/T 0947^8 
In 1V1 UZ^t / jo 


I I / A ITT / \ L ' '1 IT 1 ^> IT L ' T^l rtT/A"f T^O"f 1 IT 1"* / \ "i" 1 IT pi 10 1/11^ C Pi 19 1/11 ^ \ -fv* 1? AT A 

nomo Sapiens nypoinent/ai pioiem rLjzT'tT j ^pi^jzih-ij j, miviN/\ 


TsJA/T 0947^ 
In 1V1 UZH- / jO 


PTVaitt/i roni^nc It v/it/a^It r>t i r»a 1 nr/^fpi n PI 1191^0 ^ PT 1191^0^ mP AT A 

nomo sapiens nypoinetieai pioiem rLjTzi ju ^rpj tzt ju j, miviN/\ 


TsJA/T 0947^^ 
In 1V1 UZH- /jj 


PT ^ a itt / \ c'lnipnc K\/i^^tlTr»ti^'i 1 t^r^tr'i n PT T99477 ^ PT 199477^ tyiPATA 

nomo Sapiens nypomeiiL/di proiem pi^jzzh-/ / ^pi^jzzh-/ / miviN/\ 


TsJA/T 0947^4 
In 1V1 UZ4 / jt- 


I — I / -v ITT /A C O IT 1 /T IT C l~* C1 1 IT / \ IT 1 IT 1 1 \s /T +-f»c|-|T CTTT /T ITT Tt 1~T IT / T / A ITT O 1 IT IT 1~/ \ \~ 1 IT / d 1 ITT 1 IT \ "ITT 1? ^^T A 

nomo sapiens eaipomn iikc iiaiismeniDiaiie cioniain pioiem ^eaimmj, miviM/\ 


ATA/T 0947^ 
In ivl UZH- / jj 


11 1 ~\ m t \ cQnipnc lT\/iT^tlTr»ti^'i 1 it r/A+r'i n PI 114^4^ /PI I 1 A^A { \ \ mP AT A 

nomo Sapiens nypoineiicai pioiem rLj l^j^f j ^tlj I'H-j^tj miviN/\ 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


ATA/f 09479Q 

iNivi uzh- /zy 


l I * X ITT / \ c < 1 IT 1 f~*L IT Cl Pi r»^/~\+P /^"^-"1 /^O 1 IT \ "d" 1 IT pi I 1 Q Q Q 1 / L, T I 1 ^2 O O 1 \ ITT D ^V.T A 

nomo sapiens nypomeTicai pioiem rLjijooT ^rLjijooT j, ihivTn/\ 


ATA/T 09/179 8 
In IVL UZH- /Zo 


nomo sapiens nypoineticai pioiem ru 1 loUo (rLj i loUoj, iiikin/a 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


TSJA/T no A no A 
JN1V1 UZ4 /Z4 


nomo sapiens nypoineticai protein rLJZZjjZ ^ri^JZZjjZj, mKJN/\ 


ATA/f 09479 1 
IN Ivl UZH-/ZL 


nomo sapiens iiKeiy onnoiog oi mouse zmc linger nomeouoniain h- ^ri^jzuyouj, 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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In IVl UZH- / 1U 


nomo sapiens nypoineticai piotem rijjzjH-o" ^fi^jzjh-oj/^i, miviN/\ 


TsJA/T 09A70& 
IN 1V1 UZH- I KJ O 


nomo Sapiens nypotneiicai protein rLjzzj j i ^rLjzzj j i j, inixiNi-v 


TsJA/T 09/L707 
In IVl UZH- / U / 


riuiiiu sapiens nypuiiieiieai piuiem rLjijyjo ^rLj i s>yDO)^ miviN/\ 


TsJA/T 09A70A 
In IVl UZ^t / UO 


nomu Sapiens iiypoinexicai pioiem rLj i j^t ly ^tlj i j4 / y niiviN/\ 


TsJl\/T 09zL70zL 
rN IVl UZH- 1 UH- 


nunii) Sapiens nypuinexieai piuiem rLjzju^Tj ^rLjzjUT-j j, miviN/\ 


TsJTv/T 09A709 
In IVl UZ^t / UZ 


nomo Sapiens nypotneiiL/ai proiem rLj i jo^ti ^rpj ijohi j, miviNi/\ 


TsJA/T 09-d.^QQ 


U n m n cqhiphc ViTrr\r\+hp»+ir»Ql nrn+pin PT T1 4007 TPT T1zL007^ mDAT A 

numu sapiens nypuiiieiieai piuiein flj ih-uu / ^tlj ih-uu / j, miviN/\ 


TsJTv/T 09AAQ7 
IN IVl UZ'+O" / 


nomo Sapiens nypoinencai proiem rpjzzH-iy ^pi^jzzn-iyj, miviN/\ 


IN IVl UZH-U7U 


PTr\rvir\ c ' l n i r» n c Vi^rr\r\+Tip»+ir»Ql ntvAtr»i n PT 1 9 7 O ^ Sn TPT T9 ^0^£"k mPTsJ A 

nomo sapiens nypoineiieai pioiem r l^jajkjj o ^rLjzjUjo miviM/\ 


TsJA/T 09zL^»QA 
IN IVl UZ'+O:/'! 


nomo Sapiens nypoineiicai proiem rLjzj izi ^rLjzjizi j, miviN/\ 


TsJl\/T 094^01 

IN IVl \jZ, L T\JZ7 1 


nomo sapiens nypoineiieai pioiem rLjzjZjj ^rLjzjZjj j, miviM/\ 


IN IVl UZ^fOOZ) 


nomo Sapiens nypoinexiC/di pioiem rLjzjjou yr i^jzjdou j, miviN/\ 


TsJA/T 09zLA£9 
IN IVl UZH-OOZ 


riuiiiu Scipiciis nypuiiiciiCcii pruiciii rLjizioo ^fj_hJ izioo iiixvi>i/\ 


TsJA/T 09zlA£0 
In IVl UZH-OOU 


nomo Sapiens nypoineiicai pioiem pi^jzj)j> i i ^ri^jzjj 1 1 j, miviN/\ 


TsJIVT 09zL^7Q 
1M IVl UZ^tO / " 


T-TntYin c 'i nir>n c TiA^r\^+Ti/^+ir»ci1 nrn+pin PT T1 1 rPT T1 1 Q7QA rnRMA 

nomo Sapiens nypoineiicai pioiem flj 1 1 yjy ^rpj i iyjy miviNjrv 


TsJl\/T 094^77 
IN IVl UZM-O/ / 


1 — 1 /A /A O O ^A 1 Ia A 7^*A /A 4" Ia 1 AQ I lA-TA'f 01 ^|A Ih I ll/llllll I Ih I ll/lllllll -f AA A 

nomo Sapiens nypoxnent/ai proiem rLj t^uut ^flj th-uui j, miviN/\ 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


TsJA/T 09AA7A 
IN IVl UZ £ +0/ i 4 


nomo sapiens nypoineTicai pioiem rLj iz^o / ^r-LJ izh-d / j, miviN/\ 


TvTA/T 09/1^71 
In IVl UZ40 / 1 


nomo sapiens nypotneiicai protein rLjzj)430 ^ri^jzjH^joj, mKJN/\ 


TsJA/T 09/lA/iO 
IN IVl UZ^fOOV 


nomo sapiens nypotneiicai piotem jtlj 1 1 /yr) (p-LJ i i /yj j, mKJN/v 


In IVl UZ^TOO / 


nomo sapiens nypoineticai pioiem rLj iz / j\j ^rLj iz / dv j, mTviN/\ 


TsJA/T 09/1AA< 
In IVl UZ400D 


1 1 AA ^A, /A-*A -<A T T /"A 1 ^A J'A "**^A/^* /\1At /"A /-A /"A -f*/%-|A-f*/> £^1 i'A.-*^ / 1 1 /\ f X /"A j^A "**A*A *A 1 y^A AT" ^ "1 A Iai "■ AA "1 T 

nomo sapiens nuclear receptor co-repressor/nu/\L.j complex suDumt 

^PT T198Q4^ mT?TsJA 

^fPJ TZ07T- J, IIlivlN /A 


IN IVl UZH-OOt- 


nomo sapiens nypotneiicai pioiem flj i tojo ^rLj i tojo j, miviM/\ 


TsJA/T C\1A£\£\\ 
In IVl UZ^t-OO 1 


T-TntYin c'inir>nc V»Trr\r\+V»P'+ir»c»1 nrntr>i PT I 1 9 A ^ A PT I 1 94"? A^ mT?TsJ A 

nomo sapiens nypotneiicai proiem rLJTZ4 jo ^flj izh-joj, miviN/\ 


TsJA/T 094^/^0 
1M IVl UZH-OOU 


nomo sapiens nypotneiicai piotem rLjzzj / d ^rpjzzj / j ), miviN/\ 


TsJA/T 09zL£^Q 
In IVl UZH-OJ7 


1 — 1 /A"tAA /A Q+M z^^lA O Ia T r*A /A 4" 1 A rtQ I 1At*A4^1 "tA Ih I t f l ^7 ^ A I Ih I l l f l ^7 ^ A l "tAA fVl A 

nomo sapiens nypotneiicai protein rLj 1 1 / jj ^flj 1 1 /z>s> j, misj>i/\ 


TsJA/T 094^8 
In IVl UZ^+OjO 


I — I i^\"IAA /A £? O ^A 1 /^"IA t> Ia^ riA /A"f" Ia no 1 TXT*/a4"*^1 "IA IhI | / A a -Z. W f Ih 1 1 / A A -ix 1 "IAA LP fxl A 

rioiiio isdpiciis nypuLiiciiCcii pruLcm r l^jz*d d d o ( r l^j j do i ? iiirvi>i/\ 


TsJ1\/T 094/^7 
In IVl UZH-OZ) / 


1 — 1 /A "tAA /A O Q+M £^IA 4T 1 Ia A r^A /A^" Ia /a o | tM^/^-f Zil ^|A Ih I I fl I ^ /a ^ I |h I P li l ^ /a ^ 1 "1AA fxl A 

nomo sapiens nypotneiicai protein rLj 1 1 joj ^flj i t joj j, mivrN/\ 


TsJA/T 09zL£^A 
In IVl UZ^+Oj O 


| — | / -v / \ com f tic Tit jtx /^+P t^Hri r* ci 1 *"\ i~ { \ ^ ^ in PT T / / a V (J / I— < I I / / -2 / C J \ tyi 1? A 

nomo sapiens nypoineticai protein pi^jzzj)Z!7 ^rpjzzjzy j, miviN/\ 


TsJ1\/T OIA&^T* 
In IVl UZ^t OZ) J> 


U nnin c'inir>nc P\ /i-\^tP r»f i 1 nm+pin PT T1^Q09 ^ P T T1^Q09^ rv»T?XT A 

nomo sapiens iiypotiieticai piotem rLj i jyuz ^tlj t jyuz j, miviN/\ 


TsJA/T 09zlA^9 
In IVl UZH-OJZ 


1 — 1 AtYl /A C 1 0"tA"I j^"IA 4T 1 Ia~\ / IA / A "f" Ia /in 1 t^t*/"A J l"31 "IA Ih I | / A l l iJ / |-H I | / A I l C J \ "tAA LP A 

nomo sapiens nypotneiicai piotem vl^jad t 17 ^rpjzj 1 T7 miviN/\ 


TsJIVT 09J.^»4^ 
In IVl U Z H- O H- 0 


nomo sapiens iiypotiieticaT piotem rpj i johz ^tlj t jon-zj, mi\j_N/\ 


TsJA/T V\lAf\AA 
In IVl U Z O H- H- 


T-Tnmn c ' l n i r» n c I^rr\rd4-ip>+ir»ci1 nr^tr»i n PT T9 1 809 ^PT T9 1 S09^ tyiPXT A 

nomo sapiens nypoineticai piotem rLjzTouz ^ri^jziouzj, miviN/\ 


IN IVl UZH-OH-J 


nomo sapiens iiypoiiieiicai pioiem rLjzjWyj ^rpjzjUyj j, iiilvtn/a 


TsJA/T CMAf^Al 
In IVl UZIO^Z 


| — | / A f>A / A COt\1f»t1C 1-* j \"\ / 'if \"\ r^k 1 / * * ^ | *~\ t - */ A f^ 111 pi 1 / 1 / 1 / I p I 1 / T / 1 / 1 tYl 1? A 

nomo sapiens nypoineticai piotem rLjziziz ^rpjzizTZ j, miviN/\ 


TsJIVT 09A^Q 
In IVl UZH-OJ);? 


nomo sapiens nypotneiicai piotem rpjzj jyj ^p l^j zj) z>ys> j, miviN/\ 


TsJA/T 094^78 
In IVl UZ^OjO 


U Mnin cQnipnc l-»\/rw Atta r»t w»'i 1 nrnfpin PT I 1 9 O AO ^ PT I 1 9 Q AO ^ mT?N A 

nomo sapiens nypoineticai piotem pj_^j tz^ou ^rpj izyou j, miviN/\ 


TsJIVT 094^^ 
In IVl UZH-O.JZ) 


nomo sapiens nypoineticai piotem rpjzzo^Tj ^rLjzzoT-j j, mivi>/\ 


TsJA/T 094^^ 
In IVl UZ'+O J) J) 


nomo sapiens nypoineticai proiem rLjzTz/o ^tpjztz /oj, miviN/A 


TsJA/T VslAfCKl 
In IVl UZH- OJ) Z 


T— T ^ a / a c o ni r>n c TixmrktliPTiPQl rxm+piti PT T1 1 A / p T T1 1 *n 0 \ rv>D\T A 

nomo sapiens nypoineticai piotem pi^j 1 1 jzo ^pi^j i i jzo j, miviN/\ 


TsJA/T 01 A^ 1 
In IVl UZH-OJ) 1 


nomo sapiens nypoineticai protein rLjzjj^z ^pi^jz^jh-zj, miviN/\ 


TsJA/T 09zL£»^0 
rN IVl UZH-OJ)U 


nomo sapiens nypoineticai piotem rpjzi/704 ^rpjzuyo'i- j, mivrN/\ 


TsJA/T 094^*9 Q 
In IVl UZ'+OZy 


nomo sapiens nypoineticai protein rLjzj^oo ^pIhJZjh-oo iiiivln/\ 


TsJl\/T 01 AfO^K 
In IVl UZH-OZj 


I — I / A »->T /A O QtM /T n o p \ / / A f p /-^ f f />q 1 lAfATPI n p I I I A A O 1 / p I 1 Q /| (j 1 \ -fVl T? ^Vl A 

nomo sapiens nypoineticai piotem pi^ji^H-yi lj ijtyi )^ miviN/\ 


TsJA/T 094690 

IN IVl UZtUZu 


T-Tottio compile h\/nMtlir i tH > ^ 1 nrntpm PT 119^8^ fPT 119^8/^1 ttiT?^JA 
jnvjiiivj &apit/ii?) ii y uvj iiic Licai pivjiciii i i_/j izjou \l lj iz-^.>ovj i, i i i i v i n 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FLJ12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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(400/104) 



TvTA/T 09/1^07 


nomo sapiens protein pnospnatase i, regulatory (mniDitorj suounit jd 

^ i 11 1 IV J) D J, III ix IN l\ 




nomo sapiens nypoineiicai protein rLjziyuo ^rLjziyuo j, miviN/\ 


TvJIVT 09zl£»0^ 


nomo sapiens nypotnetiuai protein flj 1 1 joo ^"-Lrj 1 1 joo iiiiviN /\ 


TsJA/T 09zl^QQ 

IN IVI UZtJ z/y 


I — l / \ t-\-\ / A i_' * 1 1^\ i n l ■ It \ / 1^\ / a ^ It ^ i / * * 1 1 i^\ i"/ a ^ i i~i 1— <" T T9 9 ^ /I 1 ( \—* 1 T99^y1 1 \ w*T?~^T A 

nomo sapiens nypotnetiL/ai protein rLjzzj4i ^rLjzzj^i ^, miviN/\ 


TvJIVT 09zL^Qft 


1 — 1 /• a m / \ coi^i/^nc l~i \ /■ ia /At I - 1 / * o 1 i^\ i"*/ a I - i n PT (1^1 ^ /i Ih T [1^1 ^ /I \ tyiT?^SJ A 

nomo sapiens nyponreiicai piotem flj ij> i ^tlj i j i dh- ^, miviN/\ 


TvJA/T 09/1^07 


nomo sapiens nypotneticai piotem ru izo^y ^rt^j izo^y j, mrviN/\ 


TvJIVT 09zl^QA 


1 — 1 / a m / a c o i"\ i c It \ /■ f\ / a I - It o 1 it i"*/ a I - i it Ih T i 1 O Q /I 'T / 1— < I J 1 O Q /I itt T? "^vT A 

nomo sapiens nypotnetieai protein rL^j izot 1 / ^tlj izoh-/ j, mrviN/\ 


TvJA/T 094^04 
IN 1V1 UZ i tj7 i t 


nomo sapiens nypotneticai protein flj 1Z077 ^fi^j izow mrviN/\ 


TvJIVT 09zKQ^ 
IN IVI KJA'-rjyO 


1 — 1 { A ITT / A i' O IT 1 /-»1T L * It \ /" IT / A t It ^« 1 1 / » 'T 1 ITf/A+Altl Ih'T f 1 1 7 7 / p 1 f f 1 7^7^\ ITT 1~? ^^.I A 

nomo sapiens nypotiretieai protein r l^j 11/0/ ^rLj 11 / o / j, mrviN/\ 


TvJA/T 094^09 
IN 1V1 KJ Z *-t J y Z 


1 — 1 / X ITT / A DQ1MAT1C It \ / IT / A "I It 1 1 / * '.1 1 IT 1^*/ A "I 1 IT U T f 1 ^2 ^2 ^ O / p" 1 i 1 'J ^ C O \ ITT F? "^.1 A 

nomo sapiens nypotneticai protein rLji jjjz ^rLjijjjzj, mrviN/\ 


TvJA/T 09zL^QO 


nUIIltJ JSdpiCIlS liypUTllCTlC/cll prUTClIl rLJZj jH-O ^rLJZjjH-O )^ IIlrviN /\ 


TvJA/T 09zl^ftQ 
in ivi uz'+joy 


nomo sapiens nypotneticai protein rLjzzjoo ^rpjzzjoo j, mrviN/\ 


IN IVI UZH-JO o 


1 — 1 / A ITT / A C O IT 1 IT C It \ J IT / \ I" It I" 1 O 1 IT 1"*/ A I" 1 1T P 1 T9 ^2 ^ S A ( CT T9 0 ^ ^ /i \ ITT 1~? ^\J A 

nomo sapiens nypotneticai protein rLjzjjo^ ^rLjzj ooh-j, mrviN/\ 


TvJA/T 09zl^ft7 


y nTYin c 'i it i r» n c 1t\/it^ AtK r»ti 1 nm+pin P 1 19 9 7^7 / PI 1997^^^ itt P Kl A 

nomo sapiens nypotneticai protein r pj zzjj d ^rpjzzjjj j, miviN.rv 


TvJIVT 09zL^ft^ 
IN IVI UZH-J O O 


1 — 1 / A ITT / A CQttl p \ J IT / A I" It r** I" 1 / * O 1 IT 1"V A I" 1 IT Ih T T9 7 1 /I 9 / PT T9 7 1 /i 7 \ "1TtT?^VT A 

nomo sapiens nypotneticai protein rLjzj i^z ^rpjzj ih-z j, miviN/\ 


TvJA/T 09zl^ft9 
IN IVI UZIJOZ 


1 — 1 / ~v ITT / \ CQmPMC 1t\ /1~W\I"1t;~»!"1/»'1 1 IT 1"/ A I" 1 IT p T IO 2 fl ^ A / p 1 P) 0 f ^ ^ \ ITT F? N.I A 

nomo sapiens nypotneticai protein pi_^jzji>uz)o ^jti^jzouooj, miviN/\ 


IN 1V1 UZH-JOl 


y nrnn cQnipnc \-\^j\-\(\i\-\r^\\(^'A 1 r\vr\\p>\r\ PT I 1 7Qzl9 ^ PI I 1 7 Q/1 7 \ itt T? NI A 

nomo sapiens nypotneticai protein ruijyiz ^rLj i J74zj, miviN/\ 


TvJA/T 09zl^7Q 


nomo sapiens nypotneticai piotem rpjzjzzi ^rLjzjzzi j, miviN/\ 


MAyf 09zL*\7ft 


1 1 / \ itt / a cotM otic It \ 7 it / \ I - It I - 1 / * o 1 it i"*/ \ I - £± i it I-/T T9 9 7 O O / L I T99700A itt ~PvI A 

nomo sapiens nypotneticai protein v l^j z,z, / \jy ^rpjzz / 1/7 iiirviN /\ 


TvJIVT 09zl^77 


1 — 1 / a itt / a cqhiphc It \ / it / a I - It I - 1 / * * 1 1 fi^ntpin pT 1 1 0 (\ ^ / p" 1 I 1 TnT?~^T A 

nomo sapiens nypoinencai pioiem rLj i jouj ^pi^j i jouj j, miviN.rv 


TvJl\/T 09zL^7A 


1— T/^"1tt/t coiMonc ]t \ ^ it / \ I~ It ^ I - 1 / "* o 1 it i*v \ I~ in U T T9 1 07Q PT T9 1 07Q\ tviT?^VT A 

nomo sapiens nypotneticai protein rLjziu/y ^rpjziu / 7j, mrviN/\ 


TvJIVT 09zL^7^ 
1N1V1 WZHO / D 


nomo sapiens iiypoiiiePK/cii protein rpjzjH-o / ^rpjzjHO / iniviNZ-v 


MA/f 09zL^7zL 
IN 1V1 UZ^J / H- 


1 — 1 / \ itt /t c o it i it c 1 It \ j it / \ I - It \~ i / » ' 1 1 lAfA+Ai it Ih F T9 7 1 Q 1 PT T9 7 1 Q 1 A itt 1-? ^VJ A 

nomo sapiens nypotneticai protein rLjzj 171 ^rpjzjiyi j, mrviN/\ 


TvJA/T 09zl^7^ 
1NJ.V1 UZ'+J / J) 


T4 1 a itt i \ c'lnipnc 1t\ /it^ aFIt r»ti 1 iTr^Fr»i it PT T19Q10 ^ PI I 1 9 Q 1 (\\ mD\T A 

nomo sapiens nypotneticai protein rpjizyiu ^ri^Jizyiuj, miviN/\ 


TsJA/T 09zL^79 
IN 1V1 UZH-J / Z 


1 — 1 / •v itt i \ canipiic Fixmn+Fip+ipal it w a f" i n PT T19/xQ1 ( P 1 T19^\Q1 F tY»F?\T A 

nomo sapiens nypotneticai protein rLjizoyi ^rpj izo"i ^, miviN/\ 


TvJA/T 09zL^£*Q 
INIVI UZH-JU7 


nomo sapiens nypotneticai protein rpjziu^ / ^rLjziWT/ j, miviN/\ 


TvJA/T 09zl^£*7 


riOIIlO ISdpiCIlS nypULllCTlCcll piULcm rLJZlOlO IrLJZlOlO), IHivrN/\ 


TvJl\/T 09zL^£zl 
IN IVI UZ'tJU't 


nomo sapiens nypotneticai protein rpj 1 1 / ij ^rLj 1 1 / 1 jj, miviN/\ 


IN IVI U Z H- O J) 


1 — 1 / -v ITT / \ i ' r 1 IT 1 r** IT L' It X /" IT / A I" It *1 1 / * ',1 1 IT 1"/ A "I 1 IT U F I 1 A O ^ Zl PT S 1 /I ^ /l F TV* T? ^Vj A 

nomo sapiens nypotneticai protein flj ih-uz)h- ^pi^j ih-ujh- miviN/\ 


TsTN/T 094^0 


1 — 1 r -\ »TT / A CQnif»t»C P"\ 7~K\ /^\Tp A+1 {~* O I r^T»/^\T/^1 IT T7T T9 1 O (^i ( P 1 T9 1 O /^l ^ ^ ITT F? N.I A 

nomo sapiens nypotneticai piotem rLjziyoj ^rLjziyuj j, mrviN/\ 


TvJA/T 09zl^ft 
IN IVI U Z Z> O 


nomo sapiens nypotneticai protein fljij^zu ^rLjijyzuj, mrvLN/\ 


TvJIVT 09zL^7 


1—1 A ITT / A CQniAtlC P \ f IT / A I" P f I" 1 / » '1 1 IT 1"/ A I" ^ 1 IT PT T1 1 ^\Oft / T^T T1 1 ^OQ^\ ITT F? ^.1 A 

nomo sapiens irypotneiicai piotem rLj i iouo ^tlj i louo j, mrviN/\ 


IN IVI UZ^f JJH' 


1 — 1 / \ ITT / "\ L> O V\1 ^ IT C 1 FlT / IT /aFFi all /»n 1 rWAlfl IT U F 111 A 1 ^ L'F 1 j 1 /I 1 ^2 \ TV* T? ^Vj A 

nomo sapiens nypotneticai protein flj i i^ti j ^pi^j i i^i j mrviN/\ 


TvJIVT 09zL^d.ft 

1N1V1 OZHOH-O 


1 — 1 ( A ITT { A PtIC P \ /" IT / A I" It T" 1 / w -* 1 IT "Vt \\ IT p 1 T9^0ZL7 ( P 1 17 7 F ITT F? N».l A 

nomo sapiens iiypoiiieiicai pioiem pjpjzout- / ^pi^jzowh-/ j, iiuvln/^ 


TvJA/T 094^4^ 


1— T/TTV* / A C OT\1 IT C 1 It \ / IT / A It 1 1 / » *,1 1 lAVrtlpI "IT pT f 1 9 7 /^l 1 ( l-H T f 1 9 7 /^l 1 \ TV* T? ~^F A 

nomo sapiens nypotneticai protein rLj iz / oi ^pt^j iz/oi miviN/\ 


TvJIVT 09 A ^ J. J. 


1 — 1 / a itt r\ c o it i r^- it c It \ /■ it /\I It aFi r* c* 1 it i"*/ a t i it pT | 1 O Q ^7 ^ / p 1 119ft 7 ^ \ tv* T? ^VJ A 

nomo sapiens nypotneticai protein p_lj izo / d lj izo id j, mrviN/\ 


TvJA/T 09 A ^41 
IN IVI UZ^tjHl 


1— T/ttv*/"\ cotMPnc It \ / it / a "I It T i / * *.i 1 iAi"/At /™* i it p T 11^1 1 A f Ih T | 1 ^2 1 1 /i \ tv*T?~^F A 

nomo sapiens nypotneticai protein pi_^j iji ih- ^p_lj iji ih- j, miviN/\ 


TsJA/T 09 A 

IN IVI UZH- D J y 


1 — 1 { A ITT /~\ c OT\1 f^- IT C P \ /■ IT /\I P aFi / » O 1 IT f*^\fr^1 IT T7T T9 ^2^1 /-\ ( p 1 T9 ^2^1 /-x \ TV*T? A 

nomo sapiens nypotneticai protein rpjzo j 10 ^pi^jzoz> ioj, mrviN/\ 


TvJA/T 094^7 


1 — 1 / A ITT / "\ CQf\1 A11C 111 7T* /A"fFl PT1 Q 1 t\1*A^111 l-i T f 1 9 1 1 Q / 1— < I I 1 9 1 1 ft ^\ TV* 1-^ "1S\T A 

nomo sapiens nypotneticai protein rLj izi 10 ^rpj izi 10 j, mivFN.rv 


TsJA/T 09 zL^/^ 
IN IVI UZH-J J) O 


U nnin cQnipnc TiTn^r\+Ti^+ir»Ql nivAtr'i n PI T99/ : \7ft F P 1 1 9 9 A 7 ft F rv*PXT A 

nomo sapiens nypotneticai protein rLjzzo/o ^rpjzzo iv)? miviN/\ 


TvJA/T 09zl^^ 
IN FV1 UZ'+j D J 


U nniM ccmipnc 1t\/it^ aFIt r»Fi 1 nr/ifr>in PT T9909 1 F PI T9909^ tv»PXT A 

nomo sapiens nypotneticai protein rpjzzuzi ^rpjzzuzi mivFN/\ 


TvJA/T 09 A 

IN IVI UZH-Jj J 


1 — 1 / a itt / a cQiiipmc" P a j it /\i It I - i ^ * o 1 it f^/\f \ \-\ L" 1 T7 9 1 ^\7 F FF 1 T9 9 1 tv*T?^vT A 

nomo sapiens nypotneticai protein rLjzzio / ^rLjzzio/ j, mrviN/\ 


TvJTv/T 094^7 1 


1 — 1 / a i->*i / \ t_ ' r i it i it l ' It t / it / \ I" It t" i / * * 1 1 m^Aloin 1— < T 4 | 1 ft ^ F tF I i f 1 ft^^x^ tv*T?"^T A 

nomo sapiens nypotneticai protein rLj 1 1 oz)o ^rpj 1 1 oz)o mrvLN/\ 


TvJIVT 09zL^0 


1 — 1 / A ITT / A CQH1311C It \ 7 IT / \ I" It T~ 1 ^ * T 1 IT r/\t 1 IT pT T9'2'20^\ { PT T9 ^2 0^\ ^\ TV»T?^VJ A 

nomo sapiens nypotneticai protein rpjzj juo ^pr^jzjjjooj, miviN/\ 


TvJIVT 094^98 

1 N 1 VI UZ/tJAO 


l— I ( \ itt / \ c^nipnc ii\/f~w~\Flir*Fw!,i 1 i^t'^~\Fr»i n PT T99/^9^ n-7T T99^a9A^ tt»T?^JA 
jnvjiiivj &ciijiC/ii?) iiy ijvj iiic LiL/di ijivjlciii i jL/jZ/Z,uz,u ^ ljaaUau p 111 I v 1 N 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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(400/104) 



TvTA/T 09 A 


nomo sapiens nypoineiicai pioiem ri^j id / zj (ti^j i j / zj j, ltikjn/\ 


IN 1 VI U Z 4 D u y 


nomo sapiens nypoineiicai protein ivivjL^ztoo ^ivlol^zojoj, mrviN/Y 


NM 024506 


Homo sapiens hypothetical protein MGC 10771 (MGC 10771), mRNA 


JN1VL KJZZoyj 


riomo sapiens rs-ceii LLi^/iympnoma 1 1/\ (zmc tmger protein) (dLLI ia), 


TvTA/T O 1 < 1 1 ^ 
IN 1V1 U L D L 1J 


riomo sapiens js^iPU\y)j>yy piotem y^ij\j\\jjyy) 9 mrviN/\ 


JN1V1 U1jj4j 


Homo sapiens ivi/\y\uoj)Z protein (rvi/\A.uojZ), m k in a 


tvta/t noniQQ 
in ivi uzuzyy 


nomo sapiens aido-Keto reQuctase iamny i, memoer r>LU ^aicose reQuctasej 

^A^^P1R10^ tyiT?TsJA 
^ /A rvix 1 D 1 UJ, ill is. In /a 


MAI 007 7 08 
1M 1VL yJVJJ jUo 


iioLTLo sapiens lesns specniL pioiein, i -iiiiKeci ^ i or i LTirviN/\ 


TsJA/T 094T7Q 
IN 1V1 UZ*+ d j y 


nomo sapiens iiypoTLieiicai pioxem ivlvj^zojz) ^ivlvj^zodz) mLviN/\ 


TsJA/T 094774 
1M IVL UZHO.JT- 


U M m n cQniPTic iTx/n^thr'ti^'i 1 nm+pin A/TOr^^999 ^A/fOr^^999^ i-nPTsJ A 

rromo sapiens nypoineiiL/41 protein ivlo^ozzz ^ivlov^ozzzj, mLviN/\ 


TsJA/T 094798 
IN ivl kjZ^dZo 


nomo sapiens iiypoiiieiiL/ai proxem ivlo^zojz ^ivlvj^zoz)zj, mrvLN/\ 


TsJA/T 094797 
IN IVL UZHOZ / 


rromo sapiens nypoinexiL/ai protem ivloi^zjuo ^ivlov^zjuoj, in is. in i\ 


TsJl\/T 094797 


riomo sapiens nypoineiiL/ai proiem ivlov^i iz / i ^ivlov^l iz / i miviN/\ 


TsJA/T 094799 
IN IVL UZ^jZZ 


nomo sapiens nypoineiicai pioiem ivlov^l izoo ^rvio^L izooj, mLviN/\ 


TsJlVT 094790 

IN IVL UZH-jZU 


T-Jrvmn canipnc U\n^t\iUr>i\(*<A 1 r\ rntnin \/I 1 1949 ^ M 1 1949^ mPTsJA 

nomo sapiens iiypoineiiL/ai pioiem ivlov^l izh-z ^ivlvj^, l izh-z j, ltilvin/\ 


TsJl\/T 0947 1Q 
1M IVL UZ^tj L !7 


nomo sapiens nypotnexiL/ai proiem ivlov^^l /h- ^ivlo^h-l /t-j, miviN/\ 


TsJA/T 094714 

IN IVL UZ4J L 


nomo sapiens nypoineiiL/ai pioiem ivlo^t-zvh- ^ivLVji^H-zyn-j, LrrrviN/\ 


TsJA/T 094717 
1M IVL UZ^J L 


nomo sapiens nypotnexiL/ai proiem ivlo^j / ji ^ivlo^.? / jij, mLviN/\ 


TsJlVT 094710 
IN IVL UZH-j L U 


TJnmn c'lnipnc ViT7r\rt+Vir»tir»Ql it r^tr»i n A/rOr^40Q0 ^A/TO^ >, 40QO^ rviPXT A 

nomo sapiens nyp omental proiem ivLo^H-uyw ^ivLo^H-uyuj, nrLviN/\ 


TsJA/T 094707 
In IVL \JZH-J\JD 


nomo sapiens nypotneiiL/ai proiem ivlov^h-lol ^ivlo^h-lol j, LTLLviN/\ 


TsJlVT 0949Q7 
In IVL UZH-Z7 / 


TJntnA ctinipnc X\^Tr\c\\X\(±\ ir»Ql nrn+pin \/I C\C^~) 04 1 rA/TOr^9Q41^ rv»PXT A 

nomo sapiens nypoineiiL/ai proiem ivLo^zyn-L ^ivlvj^zvh- l j, in ivi n /\ 


TsJA/T 0949Q7 


1— Ti^m/r caniptic It \ / it / a f It f i / » -T 1 it i~/ a +/~» i n A/T^^t^^ 1 ^ O'? ^ ^A/T/^tt^^ 1 ^ O'? itt F? NI A 

nomo sapiens nypotneiLL/ai protein ivlov^j)u.jZ) ^ivlo^jujz) in ivi n /a 


TsJlVT 097007 
In IVL UZjULO 


I — I { ~\ \-\~\ { -\ c\ Ol^l f^- IT t? "^"T*Ci "IT L!' ITT r** ITT 1tT*01T CI 1 IT I - * "fY-l ITT "1 1 "\ T "ITT ^ ITT Vt 1"* 1 / 1 jV /^k I— < 1 \ "ITT T? ^AT A 

nomo sapiens iransmemuiane o supenamiiy memDer i ^iivioor l j, mLviN/\ 


TsJA/T 01^9^4 
iNlVL Ul JZj4 


I — I / A ITT / \ C O "KT"I IT C 1 "IT /^C "1 "IT "fo "tTT 1 1 \ / "ITT /^k ITT It 1" 1 ^2 T-} / 1^" T L/ 1 ^2 11} \ -|TT T? A 

nomo sapiens Kinesm LaniLLy memoei i jd ^ivir i j»jz> mLviN/\ 


XT 1\/T 01^197 
1M IVL \J L .J 1 Z / 


I — I / x ITT /~\ C O IT 1 IT C \ /T | / 1 1 T*<^*1 O "1" ^ / 1 /^1t 1 / A 1"* 1 / I / > 1~\ 0"IT"IT ^ 1 i I T A A 07A 1 ^ ITT L? ^AT A 

nomo sapiens iviLci-L-reLaieci L/moricie cnaimei l / o l iiiin. in /a 


TsJA/T 094077 
1>J IVL UZ'+U D D 


U nTnn c 'i it i r» n c lT\/iT^f It r»ti ^»'i 1 tTr^tr»i it A/TOf^949 ^A/THP ^949^ mRATA 

nomo sapiens nypoineiiL/ai proiem ivlo^jzh-z ^ivlv_j^z>zh-zj, mixiN/A 


TsJA/T 09 AMI 
IN IVL UZ4 L ZZ 


T-lr\m/T c 'i it i r» n c 1t\ /iT^Af It r»t i 1 iTj-rrr+^itT \ /T {^^ 4^9^ ^A/T^~^^4S9 itt L? NI A 

nomo sapiens nyp omental proiem ivlo^h-oz^) ^ivlo^h-ozz) j, rQLviN/\ 


TsJlVT 094191 

In IVL UZH- 1Z L 


Urtmrv citniptic lT\/iT^tlT r»ti 1 nrntni it P T T90Q7Q ^ PT T90Q7Q^ mPTsJA 

nomo sapiens LiypomeiLL/ai proiem rLjzu" / " ^ri^jzu" / "j, iiiiviN.rv 


TsJlVT 0941 1 Q 

1M IVL UZ4 1 17 


I — I / x itt /a c o it i it c Itt ^ it / "\ "i - It \ i />q 1 it i"v a "i - i it Ih T 1 1 /| / I— < I | x ^ /I \ -itt L? ^vT A 

nomo sapiens nypoinexiL/4i protem flj 1 1 j ^rLj i ±z>j l t j, LniviN/\ 


TsJA/T 094 117 
In IVL UZ^t LI/ 


1-4 / a itt i \ cqmiphc It \ / it / a + It i ^ » 'i 1 it i it A/f nr^074^ / IV /f C\ ~) 7 A ^ ^ "ittTJTsJ A 

nomo sapiens nypoineiicai pioiem ivlvjt^z /h-j ^ivlo^z /h-d miviN/\ 


TsJlVT 0941 1 ^ 
In IVL UZH- 1 1 J 


1-4 1 ~\ itt i \ c 'i it i r» n c lTTn^r\t1rp»tir»Ql tTrrAtr»i n \/I HQ / \ /I ^t^47 OQ\ rr»T?TsJ A 

nomo sapiens nypoinexiL/ai proiem ivLVj^Howy ^ivio^H-juy^, in is. in /a 


TsJA/T 09 A 1 1 1 
In IVL UZ^t L 1 L 


]—\ , -\ t-VT / x C '1 IT 1 IT C ll \ / 1-\ / X + ll ^»+ 1 / » • | 1 111*; A + r>! IT \ A A ^ O/l ^A/Tr~rf'~ 1 4 , ^04^ ITT F? Tvl A 

nomo sapiens nypoineiLcai pioiem ivio^^+ju^t ^ivlo^houh-j, miviN/\ 


TsJA/T 094 10Q 
In IVL UZH- lU" 


1-4 1 \ itt t\ canipiic It \ ? it ^ a ■<" It r> t i ^ » ' 1 1 iTrvA+rM n A>Tr~r^~ 1 9 A ^4 / I\ 4 9 A ^ /I \ ml? AT A 

nomo sapiens nypoineiiL/41 proiem ivlvj^zoz)h- ^ivlvj^zo^h-^, mLviN/\ 


TsJA/T 094 10£ 
In IVL UZ^t L U 0 


L4 1 ~\ itt ( \ c'HTir'iTC lT\/iT^tlTr»ti^'j 1 iTr^tr»i it A/TnP9^^n ^/[P.P^A^ O \ mPAT A 

nomo sapiens nypoineiiL/ai pioiem ivlvjt^zodu ^ivlvjti^zojuj, mrviN/A 


TsJTVT 094107 
In IVL UZH- 1U / 


|_| nmn c 'l it i r» n c lTxrr\r\tlT^tir»Ql rwc\\f*\~n \AC\C^~k 1 9 7 ^A/TOf^ 1 9 7A mT?TsJA 

nomo sapiens nypoineiiL/ai proiem ivloi^o yzd \jy\\j\^<z> izd rnLvr\i/\ 


TsJA/T 09410£» 
In IVL UZ^t L UO 


T-Tr\m/r c 'i it i r»iT c 1t\ /iT^f It r»t i 1 iTr^f r»i it 1\ 4 9 A A 7 ^A/fnP9 AA7^ mT?TsJ A 

nomo sapiens irypoineiicai proiem ivlvj^zooj) ^ivlo^zooj) mrviN/\ 


MA/f 094104 

1M IVL UZH- L UH- 


1-4 nm i\ cc»nipiic 1rAmr\+1rp>tir»Ql iTr^Atr»i n A4 ^^9 747 f A/1C~1^9747^ mT?TsJA 

nomo sapiens nypoineiiL/ai proiem ivlo^z /h- / ^ivlo^z /h- / mLviN/\ 


TsJA/T 094109 
In IVL UZH- L UZ 


tr^iYin c 'i it i r»n c It \ / it ^ t It r»t i ^» 'i 1 it r^tr»i it A/TO^~ 1 9799 ^A/TO^~ 1 9799A mPAT A 

nomo sapiens nypoineiiL/ai proiem wlkjk^z / zz ywixjy^z / zz), mrviN/A 


TsJlVT 0940Q7 
In IVL UZH-U" / 


14nmr\ cqiiiphc lT\/iT^AtlTr»tw»'i 1 nrvT+p»in I\ 4 ^ O ^ ^ / 1\ 4 (~t Q ^ ^ rviT?TsJA 

nomo sapiens iiypoiiieiiL/ai pioLein ivLo^yj j yLvi\j\^y d j lilxvin/a 


TsJA/T 0940Q4 
In IVL UZ'tUV't 


L4 1 a itt i \ c'lnipnc lT\/iT^tlTr»ti^'i 1 iTr^toi n A/THP^^OS N/inP^^O mPAT A 

nomo sapiens nypoineiicai proiem ivlvj^Zjjzo ^ivloi^o jzo), mrviN/\ 


TsJA/T 0940Q7 
In IVL UZH-U" J) 


L4 / 1 itt ft cQnipnc It \ / it ^ a f It r> t w » ' 1 1 niv\tr»i n A/Tr^P^^nQ ^^^^^^00^ itt NI A 

nomo sapiens nypoineiiL/ai proiem ivlo^jju" ^ivlo^jjuvj, iniviN/A 


TsJA/T 0940Q0 


L4 t A ITT / A CQ1T1 /=k"ITt> It \ 7 IT / A ^It + 1 / » ' 1 1 ni'/\tr»l IT A A(~X(~* ^ /I Q 7 ( I Th ^ "ITT I? AT A 

nomo sapiens iiypomeTicai proiem ivloi^oh-o / ^-Lv^jj/J, mrviN/\ 


TsJl\/T 09408/r 
In IVL UZ^tUOO 


y niTm n Q «; pri n lT\/tT^tlTr»ti^'i 1 iTi^Atr»i n 1\4 7 9 Q ^A/Tr^r^779Q^ itt P XT A 

nomo sapiens nypoineiiL/ai proiem ivio^jjzy ^ivLo^^^zyj, LniviN/A 


TsJlVT 09408^ 
In IVL UZH-UOJ 


I — I f\ "tTT / a c o it i it t? Itt /■ it / a f- It \ i 1 it i"*/ a "f - i -it I— < I 1 / / 1 /-» O 1 1— < 1 I / / 1 i itt L? ^vl A 

nomo sapiens irypoineiicai pioiem rLjzziov ^rLjzzioyj, miviN/\ 


TsJlVT 094080 




NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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TSJA/T 0940^8 
In 1 VI UZH-UOO 


nomo sapiens nypotneiicai proiem ivioi^z / ji ^ivioi^z / ji j, mi\j>i/\ 


tsja/t 0940/^ 

InIVI UZ^+UOj 


T-Tr\TYir\ CQnipnc tiArr\r\+h^fir»c»1 nn-itfi n MnP^fi^9 ^A/T0f^0^9\ ml?AT A 

nomo sapiens nypotneticai protein ivio^ouoz ^ivioi^ouozj, inixiNy-v 


mm 0940M 

1M1V1 UZH-VJO 1 


nomo sapiens nypotneticai proiem ivio^jjzi ^ivivji^jzjzi ^, mi\jNi/\ 


TSJA/T 0940^ £ 
IN IVl U Z U Z) O 


nomo Sapiens nypotneticai protein ivivjr^o^yu ^ivivjt^j^vuj, miviNy-v 


TSJA/T 0940^7 
1M1VL kJZH-kJD 1 


nomo Sapiens nypotneticai proiem ivio^z)Z)oZ) ^iviui^jjoz) ini\j\i/\ 


TSJA/T 0940^ 
In 1V1 UZ^t U D D 


nomo Sapiens nypoineiicai pioiem ivivjr^ooi ^ivio^ooi ), miviNi-v 


TSJA/T 0940^0 
IN ivl UZH-U J U 


numu Sapiens nypuineiieai pruiem ivio^zjvh- ^ivio^zz)yH-j, miviN/\ 


TSJA/T 09404Q 
In 1V1 \)Z L r\j L \y 


nomo Sapiens nypoinetit/ai proiem ivivj^jdoo ^ivi\j^z)jooj, miviN/\ 


In 1 VI UZH-UH-o 


U nmn CQT ,; pnc U\n^i\tUr-t'u^'A 1 nrntfin A/Tr^r^7090 ^ N/irTr^709n^ mRTSJA 

numu Sapiens nypuineiieai pruiem wlkjk^dvzkj ^ivio^juzuj, miviN/\ 


TSJA/T 09404A 


nomu Sapiens nypoineiit/ai proiem ivivj^oh-u / ^ivio^oh-u / miviN/\ 


TSJA/T 09404^ 
In IVl UZt'U i J 


numu sapiens iiueieuiar pruiem kjkjz ^uuzj, miviN.rv 


TSJA/T 094041 
In ivl UZ4U41 


nomu Sapiens nypuiiieiicai piutem ivivj^j) 1 ou ^ivivj^ d i ou mivisi/\ 


TSJA/T 09407 Q 
In ivl UZ^tU J) " 


U n m n n Q «; pri n Tixrr\r\+lip>+ir»ci1 nr/Upi n A/TOr~ 1 94SS ^A/TOr^94S mPTST A 

numu Sapiens nypumeiieai pruiem ivio^zh-oo ^ivio^zh-ooj, in is in /\ 


NM 024038 


Humu sapiens hypothetical prutein MGC2803 (MGC2803), mRNA 


TSJA/T 094077 
IN IVl UZ4UO / 


numu sapiens nypuiiieiicai pruiem iviol^zouj ^iviol. zouj j, iiiivLn/v 


TSTA/T 09/1079 
In ivl \)Z^\\)dZ 


numu sapiens iiypuiiieticai pruiem iviol^i j\j ^ivivjl^jijuj, miviN/v 


TSTA/T 09/1 07 1 
IN IVl UZ4UJ) 1 


nomo sapiens iiypuiiieticai piuiem iviol^o izi (iviol^ j izi j, mKJN/v 


TSTA/T 09/109Q 
In ivl U Z U Z O 


numu sapiens nyputneiicai piutem iviolozco ^ivioL^^zor) j, miviN/v 


TSTA/T 09/1097 
In ivl UZ4UZ / 


numu sapiens nyputneiicai prutein iviOLoz/y simnai tu cunectms ^iviol^jz /yj, 

1 1 1 IS IN r\ 


TSJA/T 09409^ 
i M iVl UZH-UZJ 


numu sapiens nypuinencai pruiem ivivjr^ i i jo ^ivivjrv^i ij>oj, iniviN.rv 


TSJA/T 09400^» 
iMiVl UZH-UUO 


U ATYin c ., n ; pnc U\r\^i\tUf^t\<*<A 1 nrntfin TA/T A OF74^^900 ^TA/T A 01774^^900^ mRTSJA 

numu sapiens iiypuineiicai pruiem iivrr\oj_OHoz)zuu ^iivi/\vjj-/J)h-^jzuuj, miviM/\ 


TSJA/T 0 1 
rNlVl U 1 Z>OZ) 0 


nomo sapiens uis.rz/r joorujT-o pioiem ^i^jSw-Tz^jl joor woh-oj, in is in /\ 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


TSJA/T O 1 fiASl 1 
INIVI UlO^tol 


nomo sapiens nypotneticai piotein (noruziyj, miviN/\ 


TSTA/T 09 7 0/10 
iNivl VZjy^KJ 


nomo sapiens nypotneticai protem iviol^zoz / ^iviol^zoz / itikin/v 


TSTA/T 09 7Q7Q 
In IVL UZj7jo 


nomo sapiens nypotneticai piotein ivioL^z/^fz ^iviol^z/^zj, miviN/v 


TSTA/T 09 7 07 1 
In ivl \JZs>ys> 1 


nomo sapiens nypotneticai protem ivioi^z^ / ^ ^ivioL^z^f /^fj, miviN/\ 


NM015517 


Homo sapiens MBD2 (methyl- CpG-binding protein) -interacting zinc finger 
protem ^iviiz^rj, mKJ\i/\ 


tsta>t o 1 ^^/i o 
IN IVl U1J04U 


LI,, m co «ia«c TT\lk^T7 r 7r)797A/T 1 1 1 Mrn+oin /HI/ R7P7')7N/I 1 1 1 \ DMA 

nomo sapiens iJJvrz,r /z /ivii 1 1 protem ^i>ijvrz>r /z /ivii 1 1 j, mtviN y-v 


TSTA/T O 1 ^O/l 7 
IN IVl U10U4.3 


nomo sapiens Jvi/\/-\uo /o protem (js.i/-v/-vuo /oj, miciN y-v 


TSTA/T 09 7 07/1 
In IVl UZoV^4 


nomo sapiens nypotneticai protem iviol^z^vd ^ivioL^z^yD j, mivrs 1 y-v 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 

c x / ntlir.t'1 c n fTIT T19'?QQ^ m-»1?TSTA 

syiitnetase ^r-LJ izjoy mtviN/v 


TSTA/T 09 709^ 
In IVl \JZjyZ0 


nomo sapiens nypotneticai piotem ilj izoyD (^ilj izoyj j, mKJN/\ 


TSTA/T 09 7 09/1 
IN IVl UZJVZ4 


nomo sapiens nypotneticai piotem rLjn44i ^ri^jij44i j, misTM/v 


TSTA/T 090970 

In IVl yJZVZjy 


nomo sapiens sman protein etiector i ot L.QC4Z ^ori^L.1 j, misiN/v 


tstaa mon^o 
IN IVl UlZUoV 


nomo sapiens /ViFase, (iNa+j/ivi- transporting, Deta 4 polypeptide (/YiFir>4j, 

11 1 IS IN /A 


TSJA/T 097 119 
In Ivl UZJ> 1 1Z 


nomo sapiens nypotneticai piotem rLjzivio ^ri^jzivioj, miviN/\ 


TsJA/T 01 ^794 
In IVl KJ 1 J) ZH- 


T-Trvm^ cuniPTic \<C I A A 040Q nrntf in ^l^TA A 0400^ ml?TSIA 

nomo sapiens iviy-^rvUH-u^/ protem ^iviy-vy-vUH-uy in is in /a 


TSJA/T 09707Q 
In ivl \JZD\J /¥ 


nomo sapiens nypotneticai protem ri^j i jojj ^r;i^j ij>oz)j j, miviN/\ 


TSJA/T 097077 
IMiVl UZjU / / 


nomo sapiens nypotneticai protem flj iz^tjy ^rLj iz^-tDy miviN/\ 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


TSJA/T 09 7 074 
IN IVl UZ.jU/4 


nomo sapiens nypotneticai protein ri^jizo44 ^ilj izo44j, miviN/\ 


TSJA/T 097077 

iMiVl UZjU/J) 


U nrnn oQnipnc U\/t^i^ihr>i\(*<A 1 nrntfin PI 11^9^1 /pi T1^9^1^ mT?TSJA 

nomo Sapiens iiypoiiieiicai pioiem i/i^jij>zj)i ^tlj 1 jzoi j, iniviN/A. 


NM 023071 


Homo sapiens hypothetical protein FLJ13 1 17 (FLJ13 1 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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TsJIVT 09^007 
IN IVL VZDW I 


nUILLU Sapiens nypoineiicai piOiein rLJ 1 ZD L / ^rLJ L ZD L / J, LLLLviM/\ 


IN 1V1 UZZ7I0 


I — I / \ i->t / "v cqi^i otic It \ / *~\ It 1 / * * 1 1 r\-rAToiti I— T T9 9 1 O/l / L « T T9 9 1 O/l ^ wil?~M A 
nOTT10 SdpLCLlS LLypOLLlCXLL/dL piOtCLLl rLJZZlU4 LJZZ L UH-J, LLLLvLN/\ 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


TsJA/T 099Q 1 9 
IN IVL UZZ y 1 Z 


nomo sapiens nypoineiicai pioiem rLj i j i iu ^ri^j id i iuj, itil\jn/\ 


1NJV1 KJZZyyJ 1 


riomo sapiens nypotneTicaL pLotem r l^jzdvdd \r l^j zdKjdd j, ltlkjn/\ 


AJA/T 099QO-N 
IN IVL \JZZy\Jj 


riomo sapiens nypoineiicai pioiein ru lzd /z (rLj izd i z j, miviN/\ 


JNJVL KJZZyvi 


riomo sapiens nypotneticai protein rLJZUUZ (ri^jz i juzj, mKJN/\ 


K\AA 099QQQ 
JNJVL UZZ070 


riomo sapiens rs-ceiL L^i^i^/Lympnoma i ir> (zmc linger protemj ^jdl^i^l ir5j, 

111 Iv 1>J /a 


1SJA/T 099RA1 


rromo sapiens nypoineiiLaL proiem rLj izyy-r lj izyy^r j, itllx_l>/\ 


TsJA/T 099 840 
1M1V1 UZZOHU 


rromo sapiens nypoineiicai proiem rpjzjui / ^rpjzjui / j, mivi>j/\ 


MTV/T 099 8^4 

1N1VL UZZOOH- 


nuiiitj jsdpiciis iiypuTiicTiC/cii pruTcm r l^jz,z,z, id yr l^j z,z,z, id )*> iiirviN 


TsJA/T 09 9 £^9 
IN IVL UZZOOZ 


raoiiiu Sapiens nypoineiiL/ai proiem rLj iz,dz)z, ^tlj izz)Z)^ mivi>i/\ 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


XTA/T 099S9A 
IN IVL UZZoZO 


nomo sapiens axotropnm i miviN/v 


IN IVL UZZoZd 


riomo sapiens nypotneticai protein rLJZZJoz {r l^jzzdoZ), miviN/\ 


A.TA/T 0997Q1 
IN IVL UZZ / O L 


nomo sapiens ny]30inencai pioiem tljzi j4j (tljzi j4j j, mrsJN/\ 


ATA/T 09 9 7Q0 
IN IVL UZZ /oU 


nomo sapiens nypoineiicai pioiein ri^juyiu (rLj i Dy luj, iTiLviN/\ 


AJA/T 09977Q 
IN IVL UZZ / / 0 


1-4 / a tTT / \ conionc It a / »t / a + It ^ f i / » ' 1 1 tAr/\fr«i it P\"f T77«/| Q /I T 01 17 r>/1 "2/11 01 1 7\ 

nomo sapiens nypoineiicai pioiein uivrz^p'^-o^+i^ui i / (i^ivrz.r^-o^fi^ui i / ), 

111 IV IN r\ 


TsJA/f 099777 
IN IVL UZZ / / / 


IJnmn c ' 1 1-\ i r» n t: V»T7~r\r\+ltP'+ir»'a1 r\r , r\+<=»i-n PT 11/11 17 /'PI 11/11 ^ H\ rv»T?AT A 

nomo sapiens nypoineiicai proiem ri^j 1411/ ^tlj lh-l l / j, Lnrvi>/\ 


TsJA/T 099771 
1M1VL UZZ / / L 


nomo sapiens nypoineiicai proiem rLj izuoj ^rr^j izuoj ), mivi>j/\ 


TsJA/f 099770 
IN IVL UZZ / / U 


Unmn CQnipnc V\\rr\{^+V\p>t \n<x\ it rntfin PT 1 1 7 Q 1 0 / PI I 1 "2 Q 1 0 \ m D KI A 

nomo sapiens nypoineiicai proiem rLji jyiz ^flj loyizj, mivi>i/\ 


TsJA/T 0997/^Q 


nomo sapiens nypoineiicai proiem rLjziooo ^rLjziooo j, mivi>j/\ 


MA/f 0997^7 
In IVL UZZ / O / 


T-Tr\rvir\ CQnipnc U\mt\iUr>t\{*<A 1 »t m tr>in PT T1 OASZA ^ PI T19zLft4^ m R KI A 

nomo sapiens nypoineiicai proiem rLjizH-o^ ^tlj lzh-oh-j, mivrN/A 


TsJA/f 0997^ A 
IN IVL UZZ / OO 


U AtYm c'inir>nc ViTrr\r\+li/=»+ir»ci1 nrntfin PT 1 0 7 0 7 Q ^ PT 1 0 7 0 7 C) \ niDM A 

nomo sapiens nypoineiicai proiem rLjzjZjy ^rr^jzozo^/j, mrvi>j/A 


TsJA/T 0997^^ 
1M IVL UZZ / Oj 


1 — 1 / x itt / a i - <•> it i it l.' It \ j it / a It r** ^ i /■ * o 1 it t"*/ a r** i it Ih T TO^^QQ / Pi TO^^QQ^ itt 1~? "^.1 A 

nomo sapiens nypoineiicai pioiein rLjzjjy" \ri-,jzDDyy)^ mrvi>/\ 


TsJA/T 0997^9 
IN IVL UZZ / OZ 


U nniA cqiiiphc lT\/i-»ntlTr»tin'i 1 nrnfr>in PT T99^1£ / PI 100 7 1 <sM mPXT A 

nomo sapiens nypoineiicai proiem rLjzzjio ^rLjzzjio Lrrrvi>i/\ 


TsJA/T 0997^0 
1M IVL UZZ / 3 " 


1 — 1 / x |TT / A i ' o IT 1 IT L."' It \ 7 IT / A I" It ^ 1 * O 1 IT 1"V A "f" 1 IT Ih T TO 1 ^2 ^ / PT TO 1 S ^ ^\ ITT 1~? "^.1 A 

nomo sapiens nypoineiicai proiem rLjziooj ^rLjzi odj j, mrvi>/\ 


AJA/T 0997^4 
1M IVL UZZ / D H- 


T4 nTY1A cQnipnc ta\/rw Atta r»ti 1 nrntni n PT I 1 0 S2 7 A / PI T1987A^ mPTsJA 

nomo sapiens LiypoiiLeiicai proiem rLj izo / o ^rrj izo /o iniviN.rv 


TsJA/T 0997^9 
1M IVL UZZ / Z 


1 — 1 / x |TT / A It "\ [ IT / A "i" It f** 1 * O 1 IT \~ t \ t 1 IT l-H T TO 0 O ^ Q / PT TOOO^Q^ 1TtI?^^.T A 

nomo sapiens nypoineiicai proiem rLjzzuj" ^rijjzzwjy j, miviM/\ 


TsJA/T 0997^1 
IN IVL UZZ / D L 


I — 1 / \ |TT / \ C ^ 1 »T 1 /"> IT C It \ 7 »T / A 4" It 4 1 / » r | 1 |T t"V A 4" /"^ 1 1T 1—7 I TO 1 /^v 1 O ( Ih T TO 1 1 ^ V\ "ITT I? "^V 1 j\ 

nomo sapiens nypoineiicai pi oiem r i^j z i o i u yr r^j z i o i u ) , mrviN /\ 


MA/T 0997^0 
IN IVL UZZ / J U 


1 — 1 / a iTT / a o o t*\ i o It a j it / A'f"lTf*!"irf' w ^ 1 nfAlpm p I T00^\Q7 / p I 1 0 0 A CI \ itt L? K.I /\ 
nOLlLO SapLdLS ILypOLLLeiLCaL pLOLeLLL rPJZZOyJ ^rLJZZOyj ^, LlllviM/\ 


TsJA/T 0997zL7 
IN IVL UZZ /H- / 


U n m n c'inir>nc 1t\/i-\^ Af 1-» r»ti 1 nrn+pin PT T99^^S / PT 1 0 0 ^ ^ ^ ^ mT?XT A 

nomo sapiens nypoineiicai pioiem r l^jzzddo \r l^j zzddo j, mrviN/\ 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


TsJA/T 0997zL^ 
IN IVL UZZ / J 


IT / a itt / a coniPiic lT\/tT/AtlTr»tw*'i 1 i-*^/T+^iiT PT T0 1OQO ^PT TO 1 OSO^ r^-»T?XTA 

nomo sapiens nypoineiicai pioiem r l^jz iuou ^ri^jziuouj, mivi>/\ 


A.TAyT 09 9 7/1 1 
IN IVL UZZ/4L 


nomo sapiens nypoineiicai pioiem ru 1 1 oou (rLj 1 1 oouj, mrviN/\ 


NM 022736 


Homo sapiens hypothetical piotem FLJ14153 (FLJ14153), mRNA 


JNM UZZ ■ /J4 


Homo sapiens nypotneticai protein rLJzUojy (rLJZUojy), mKJNA 


JNJVL UZZ/JL 


nomo sapiens similar to rat nuclear ubiquitous casein Kinase z (JN uurvoj, 

*v, T? AT A 

mrsJN/\ 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


JNJVL uiziy/ 


Homo sapiens rab6 GTPase activating protein (GAP and centro some -associated) 
(GAPCENA), mRNA 


TvTA /f O 1 < 1 ^2 A 

JN IVL U L j L d O 


nomo sapiens rvi/\/\uz4o piotem (staDi), mr<JN/\ 


JNJVL UZZcOV 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 


XTA/T 099^71 
IN IVL KjZZd / L 


nomo sapiens puianve leuKOcyie piaieiei-acnvaimg lacior recepior 
(HUMNPII Y20) , mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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III Iv In f\ 


1>J1V1 UZZH-HO 


nomo Sapiens iniaiiiin pyropnospiiOKiiiase i ^ir rvi mrviN.rY 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


TsJA/T HOOzlQA 

rNivi uzz^y^t 


nomo sapiens nypotnetical protein rLjziyjz ^ri^jziyDzj, mrvi\i/\ 


AJAyr noo/ioo 

1NIV1 KjZZ^yZ 


riomo sapiens nypotnetical piotem ilj iz / oo (ilj iz / oo j, mKJN/v 


iMlVL UZZ40 0 


riomo sapiens rLj-vo piotem (rL^o-yoj, mrviN/\ 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


JN1V1 UZZ4/4 


riomo sapiens nypotnetical protein J^LJ izoi d similar to memorane protein, 
paimitoyiatec J ^ivi/\ourv pjD suoiamiiy memoer j ) (ilj izoid mKJNi\ 


NM 022455 


Homo sapiens androgen receptor- associated coregulator 267 (ARA267), mRNA 


JNJVL UZz4jZ 


Homo sapiens hypothetical protein FLJ1 1618 (FLJ1 1618), mRNA 


JNJVL Uzz44o 


riomo sapiens nypotnetical protein rLJzlol / similar to Knoipz (rLJzlol /), 

w»T? AJ A 
ITT. l\ IN A 


AJA/T H00^7Q 
1NIV1 KjZZd Id 


riomo sapiens nypotnetical protein r l^jzzd id {r l^jzzd id ), mrviN/\ 


1N1V1 KjZZd /U 


riomo sapiens nypotnetical protein ri^jziu^-4 similar to rvoigi ^ri^jziu^+^j, 

111 Iv 1>J /a 


InIyI UZZjOO 


n (jiiio sapiens praja i ^rj.rvi ) 9 iiiixin /a 


1>J1V1 uzzo oo 


rromo sapiens nypotnetical pioiein rLjzj ioz ^ri^jzj i ozj, iiirvi>j J rv 


IN IV1 WZZJO 1 


nomo sapiens popeye protein d ^rurj mrvi>j/\ 


NM 022360 


Homo sapiens human epididymis -specific 3 beta (HE3-BETA), mRNA 


AJA/T HOO^/lO 

inivi uzz:>4z 


nomo sapiens Kinesm iamuy memoei y ^rviryj, mrviN/\ 


AJA/T 

INIVL KjZZd /Z 


riomo sapiens vj piotem oeta suDunit-LiKe (vjrsi^j, mtviN/v 


AJA/T HOO 1 
IN JVL UZZ 1 jo 


nomo sapiens iructosamme-j? -Kinase ^riNjjvj, mrviN/\ 


AJA./T fi9 9 1 77 
IN JVL UZZ Yd 1 


nomo sapiens secreted moQuiai caicium-uiiiQing piotem i (oivivJv^i j, mrviN/v 


AJA/T noo 1 1 Q 

JNIVL UZZ1 1 o 


nomo sapiens cutaneous i-ceii lympnoma tumor antigen se/u-z (oii/u-zj, 
mRNA 


AJA/T flOO 1 1 A 
INIVI UZZ 1 1 O 


nomo sapiens iiGgetin-iiKe i ^rivjiNi^i j, mrviN/v 


AJA/T MOO 1 CM. 
1NIV1 \JZZY\JD 


nomo sapiens nypotnetical zinc imgei piotem rLj i4ui i (flj i-^-ui i j, mrviN/\ 


INIVL UZZU/V 


nomo sapiens nypotnetical protein rLJzzuo / ^ri^jzzuo / j, mr<jN/\ 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


XTA>T MO 1 Q*7C\ 

JN 1VL UZ 1 y 1 U 


nomo sapiens mitogen- activateQ protein Kinase Kinase i interacting protein i 

/ 1\/T A HO T<^ 1 IP1 \ t-»T DMA 
(^Vl/VrZJS. 1 lr^ 1 j, mrvIN/\ 


inivi uivuoi 


nomo sapiens j^i/v/iLU^JU gene piociuct ^Jvi/\/vu^f-jUj, mrviN/\ 


AJA/T HO 1QQ1 
INIVL UZlVol 


nomo sapiens pie- i/injx. ceil associated piotem ( iuiz/vj, mrviN/v 


aja/t nom o 1 

1NIV1 UZU1Z1 


nomo sapiens uur-grucose ceramice giucosyLtransierase-LiKe z ^uOv^vji^zj, 

mPTxT A 
111 Ivl N r\ 


NM 006683 


Homo sapiens human epididymis-speciflc 3 alpha (HE3 -ALPHA), mRNA 


aja 4" nnAH'7'7 

INIVL UUOU / / 


nomo sapiens caicium umuing atopy-reiateu autoantigen i ^v^r>/\rv/\i mrviN/\ 


AJA/T HO 1 O^/l 
INIVL UZl>o4 


nomo sapiens nypotnetical piotem rLj 1 1 / / d ^ri^j 1 1 / / d), mr\JN/\ 


AJA/T no 1 

IN JVL UZ 1 y J d 


nomo sapiens nypotnetical piotem ri^jiz^f ^o ^ri^j iz^fjo j, mrviN/\ 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


a.ta 4" no 1 non 
JNJVL UzlVzy 


Homo sapiens nypotnetical protein rLJzlol J similar to rat corneal wound 
neanng related protein (rLjzioi j ), mrviN/v 


AJA/f nnTOTO 
INIVL \J\J / Z / Z 


nomo sapiens cnymotrypsm ^caidecimj ^v^irvL^j, mKJN/\ 


aja/t nn/io^T 

INIVL UU4ZJ / 


nomo sapiens tnyioid norm one leceptor mteiactoi id { irvir^i d j, mrviN/\ 


aja/t nn^ Q/iQ 

INIVL UUjo4V 


nomo sapiens succmate-v->o/\ ngase, uur-iorming, aipna suounit ^oULLui j, 

mRAJ A 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


JN 1V1 UZ 1 / J U 


nomo sapiens nypotneticai piotem ri^iu44 ^rr^iu44j, mrviN/\ 


JN1V1 UZ 104 J) 


nomo sapiens Oojyro protein (uojVjj j, mKJN/v 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


JN1VL UZlOJJ 


riomo sapiens Keicn-iike protein Loir i (L oiK i), mKJN/Y 


NM 02 1 629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mKJNA 


JNJVL UZloZ/ 


riomo sapiens sentnn-specitic piotease (oliJNFZj, mKJNA 


JNJVL UZloZo 


Homo sapiens HReiy nomolog ot rat and mouse retinoid-inauciDie serine 
cai do xy peptidase (rvioL j, m k in /\ 


TvTA/T HO 1 AOO 
IN 1V1 UZ 1 OZZ 


riomo sapiens piecKstim Homology domain- containing, tamuy j\ 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


IN 1V1 U 1 Z*4U O 


nomo sapiens piotem Kinase \^ omding protein i ^rivrv^-t>r i mrviN/\ 


A.TA/T HO 10^0 
IN IVL \JZiZjZ 


riomo sapiens k/a ts i o, memoer iv/\o oncogene iamiiy ( k/\ ts i o j, m k in a. 


1NJV1 UZUoUO 


nomo sapiens gepnyrm ^urriJN in iv in ja 


TvTA/T HO 1 0 
IN IVL UZlZDo 


nomo sapiens lnteiieuKin zz leceptoi (ii^zzrvj, mrviN/\ 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 

mi\JN/\ 


NM 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


TvTAyf no 1 1 Q1 

JN IVL UZ 1 1 y 1 


nomo sapiens neuiogenic ditteientiation 4 (JNiiUKUiJ4j, mKJN/v 


TvTA/T nO 1 1 7Q 

JN IVL UZ 1 1 / o 


nomo sapiens ennancer ot invasion iu (ntiiiuj, mKJNA 


NM021127 


Homo sapiens phorbol-12-myristate- 13- acetate- induced protein 1 (PMAIP1), 

mKJN/V 


TvTA A no 111/1 

JNM UZ1114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (aero sin-try p sin inhibitor) 

(^orllNrvZJ, mrvlN/\ 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


JNJVL UUo4Jj 


nomo sapiens mterteron induced transmemorane protein z (i-oDj (iriiivizj, 

m KIN A 


1SJA/T nO 1 

JN 1V1 UZ 1 U / J 


nomo sapiens Done moipnogenetic piotem r> (rsivir jj, mrviNA 


TvTA/T nn^X 1/10 
JNiVl UU.314Z 


nomo sapiens ojogien syiidiome antigen r> (autoantigen i^aj (oodj, iiikjn/\ 


TvTA/T nn^QQQ 
IN IVL UUjOOO 


nomo sapiens aidenyde denydrogenase i tamuy, memoer/vz ^/\i^uni/\zj, 
mRNA 


IN IVL U1JZJ4 


nomo sapiens muscie specmc gene ^iviyj, mrviN/\ 


AJAyT no 1 HA7 
IN IVL UZ1UO/ 


nomo sapiens ini/vauioo gene pioduct (rvi/\>\uiooj, mrviN/\ 


tvta/t no 1 non 

IN IVL UZ1UZU 


nomo sapiens leucine zipper, putative tumoi suppressoi i (i^Zyi oij, itikjn/\ 


NM 021025 


Homo sapiens homeo box 1 1-like 2 (HOX1 1L2), mRNA 


TvTA/f nO 1 AAI 

JNM UZ1UU3 


riomo sapiens protein phosphatase 1 A (lormerly zCj, magnesium- dependent, 
aipna isoiorm yr r^ivii/vj, rrirviN/v 


JNJVL UZUO/4 


nomo sapiens cytocniome r^ju monooxygenase {k^ ir-ivi^, mKJN/\ 


IN IVL UIVOIZ 


nomo sapiens nypotneticai protein rou>o ^ i ^rvjuyDJ i j, mKiN/\ 


xta/t nononzi 

JNJV1 UZU^U4 


nomo sapiens piecKstrm nomoiogy domain- containing, iamuy j\ 
^piiospiioiiiositicie Dinumg specmc j memuei i^Jcivn/A^t j, miviN/\ 


IN 1VL UZUOOO 


nomo sapiens rsr uwy protein \rsrijv\jy), iiiin.i n /\ 


1N1V1 \JZ,\JOC) L T 


nomo sapiens iNrjJuu / protein ^i>riyiuu/ j, mrviN/A 


IN 1V1 UZUOOj 


nomo sapiens auuzo protein ^ajjuzo j, in in. in /a 


1N1V1 uzuo / y 


nomo sapiens /\ lj uz j) protein ^/\r^uzj) in is. in /a 


TsjA/r 090677 


±±VJ111VJ odlJlC'll& 1 IkJV / AlvVJ IJlVJLC'lll \ i / AIvVJ 1, 111 IN. 1 N / \ 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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TvTA/T O 1 Q/l 


nomo sapiens gonatn piotem (Or mtviNJ/A 


1M1V1 UZU4.3 / 


riomo sapiens sininai to aspartate oeta nycroxyiase ^/Vorrij ^lulj /looj, 

11 1 IV IN /A 


TNTlVf 090^9zl 


JLIUITIU SdpiCllS llCllldTUpUlCTlL JT Jl>y^-1I1TC1 dLTlll^ piOIClIl ^ilr li J, IllIviN.rV 


1M 1V1 UIOOjO 


11UIIIU SdpiCIlS CindllOlallllllC KlUdSC ^ J_-VJV1 1 J ? IllrvlN r\ 


iNivi u i oj)Zo 


riomo sapiens ciiemoKiiie-iiKe idctoi i ^^Jvi^r i j, nirviN/\ 


TvTA/f 01£»CK1 

INIVI uio:oi 


riomo sapiens cnemoKme-iiKe iacioi i ^ rvi^r i j, mrviN/\ 


TNTlVf 0901 zl^ 


nomo sapiens puiaiaiive zo klvci protein (lul j ovuz ^, m in in t\ 


TsJA/T 0901A1 
1N1V1 UZU141 


nomo sapiens piotem x uij \i\lj-\jz.\j ), iiiin in /\ 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


TNTA/T O 1 7 


nomo sapiens mitocnonQnai earner iamny protein ^iviL^r_r j, mrvrN/v 


1N1V1 Uloo^U 


nomo sapiens putative tvaoo -interacting piotem ^rvir r> j, mrvr>/\ 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


JNJVL U lo jvv 


Homo sapiens cyclic AiviF-reguiatea pnospnoprotem, zi ku (AtNrr-zi), mKJNA 


JNM Ulozyy 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 

^LvJLO 1 1 oZj, mrviN/\ 


TvTA/T O 1 ^9^Q 
INIVI UIjZjV 


nomo sapiens neuionai piotem (^rNrZj j, mrvrN/\ 


xta/t oo^o^a 

iNlVL UUDUO^t 


nomo sapiens sman mQuciDie cytoKine suDiamny /\ ^L^ys-L^ys memoer zj 

I AZ j J, 111 IN IN /A 


tsja/t 01^9^0 

1N1V1 Ul jZOU 


nomo sapiens tianscrrptionai reguiatoi piotem ^rn^iNurj, mrviN/A 


TvJA/T 090zlT^ 
1>I 1V1 UZUH-j J) 


nomo sapiens nypotneticai protein l \j j / 1 jo ^ j / 1 joj, 11 1 in in /\ 


MTv/r 090ziio 
in ivi uzu4 1 u 


nomo sapiens uui-i jz protem ^ nji- ijzj, 111 in in /a 


xta/t 090zioi 

IN 1V1 UZUt 1 U 1 


riuiiio isdpiciis nuL/icdr pore L-oiiipiex proxeiii i ixi ljx^iu / l iiirvi\i/\ 


xTA/r 090zioo 

1N1V1 UZUH-UU 


nomo sapiens 0 piotem-coupieci leceptoi ^z yKjrtsjyZ), mrvTN/\ 


TsJA/T 090^07 


nomo sapiens ^amrvi-iiKe piotem Kinase ^.lui^d / 1 loj, mrviN/\ 


XTA/T 090^RR 
In 1V1 UZ U J) o o 


nomo sapiens n /a 1 y\- 1 ^ protein 1 a- 1 d j, 111 in in /a 


TsJA/T 090^£A 
1M 1V1 UZUjOU 


nomo sapiens nrw-vo-iiKe suppiessor ^nivAoLo j, mrviN/\ 


xr\/T 090^^1 

IN IVI UZUjOI 


nomo sapiens carooxypeptiQase o precursor ^Lr Anj, mrviN/\ 


TsJA/T 090^7 
1N1V1 UZUJ) D 1 


nomo sapiens i co i -containing nuciear protein ^penp in in in /a 


TsJA/T 090^zl^ 
IN 1V1 UZUjt-j 


nomo sapiens i-Kappa-r>-mtei acting rvas-iiKe protem i ^ ind iv/a o i in in in r\ 


TsJA/T 090^0 
IN 1V1 UZUjOU 


nomo sapiens pirospironpio scramuiase d ^rr^o^iNj) mrNiN/\ 


TsJA/T 090^zl& 
IN 1V1 UZUjt-o 


nomo sapiens eyenn ivn ^^iNiNivri mrNiNi-v 


TsJA/T ooorr£ 


I — I / i \ cQt\iaiifi mtpfti*iii l^^»*fo /"i / I 1 ( » 1—^ /--V \ t? ^VT A 

nomo sapiens mtegrm, ueta o ^rioijoj, in in in r\ 


TNTlVf 0901 8 1 
rN ivi uzu loi 


nomo sapiens myemr pioieonpici piotem-iiKe protem \r l^l ), itiinin/a 


TsJA/T 090144 
IN 1V1 UZU 1 H-t- 


nomo sapiens poiy^/\j poiymeiase ueta ^testis specincj vji^Jj^, itiinin/a 


TsJlVT 090909 


nomo sapiens in it piotem z ^ini i zj, mrNiN/\ 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


TsJA/T 0909^7 
1N1V1 UZUZJ / 


nomo sapiens iviwo i - 1 protein ^iviuo i - 1 j, mrviN/\ 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


JN1VL UZUIZo 


homo sapiens nuclear protein double minute i (iviiJivii), mKJNA 


JNIVI UZU loV 


nomo sapiens latexm protein (I^njn J, mKJNA 


TvTA A AO Alii 

JNM UZU1JJ 


homo sapiens lysopnospnatiaic acia acyltranslerase-aelta (LrAAl-aeltaj, 

13 N! A 
m K IN A 


TvTA/T 0909/1 1 

inivl KJZKJZm 


nomo sapiens sema domain, transm em Diane ciomam ( iivij, anc cytoplasmic 
oomain, ^semap normal o d ^ o el i vi aod j , in in in /a 


TsJA/T 09 01^^ 
1N1V1 UZU 1 CO 


nomo sapiens semapnorm semz ^r^^i^oovzuj, mrNiN/A 


TsJM 0901 QQ 


Homo «sanipn<i HTOTSI9Q nrntHn rHTnT\T9Q > i mRMA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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JNJVL uzuiiy 


Homo sapiens Lrypotnetical protein rU3o4Zl (rU3o4Zl), mKJNA 


JNJVL UZUloz 


Homo sapiens LmAD/hL (Asp-Olu-Ala-Asp/riis) box poLypeptiae J i (DL>X33), 

ITlrvJN A 


JNJVL VJZKJZiJ 


nomo sapiens nypotnetical protein ujs.rz.p/oirzui^ ^ujvrz>p/oirzui4j, 
mRNA 


JNJVL UZUZZ1 


rionio sapiens nypoineiicaL protein iJJvrz,pz)H- /izz4 ^ijjvrz>jjr)4/izz4j, mrviNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


JNJVL UZU 101 


rlomo sa]3iens LiypotLieticaL protein JJJs.rZ,pj4 /HUZj (JJJvrZ>]3j4 /rlUZo;, mKJNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


JNJVL UzUzUj 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


JNJVL (Jiyoo/ 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM 019892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5 -phosphatase homolog; 
pnospliatiaylmositol polypnospnate j-pnospLiatase type IV (rrl^rl V J, mKJNA 


JNJVL U19ooj 


rlomo sapiens cytocnrome r4M) letmoici metabolizing protein (r4jUKAl-Zj, 
m in. in 7\ 


JNJVL U1Vo4j 


riomo sapiens canciiciate mediator ot tne pro -dependent uz arrest (rviir rviiviL^^, 

11 1 IS. IN f\ 


IN IVl UI7OJJ 


nomo sapiens protein pnospiiatase t- reguiatoiy suoumt z ^rrr^ivz rnrvrN/\ 


1M IVl Ul jjUI 


nomo sapiens piotem piedicteu oy cione zoooz ^nou lyDyJD mrvi>j/\ 


In IVl Ul jjUU 


nomo sapiens piotem piedicteo uy cione zj idd (nou /^z/h-j, mrvi>j/\ 


In IVl W 1 JZ7O 


nomo sapiens i^vjin protein ^noujH-yyyj, mrvi>/\ 


IMIVI \) 1 JZ7J 


nomo sapiens transiorrner-z aipna ^ntra-z aipnaj ^noujjzuyj, iiiivi > /\ 


1M IVl Ul JJlU 


1 — 1 / -v / a c * j »t i n c 1 It \ 7 it / \ I - It I - 1 / » o 1 it / \ I - in ( A T7 0^2 S 1 AQ^\ »tt t? ^VT A 

nomo sapiens nypotnetical protein ^Arujoioyj, mrvi>/\ 


IN IVl U 1 0" / D 


1 1 / A ITT / \ c 1 ^.1 *T 1 ^ IT 4? 1 T) Li' O -| -|T "I" A1*Q tT <T I" ^ 1 / ^ tTT aw / » T) A 1 IT 1 "* / A I" f~** 1 IT / A 1 \ "ITT t? A 

nomo sapiens iivrz-iiitei acting teiomenc i\/\r i protein ^ivAr i j, mrviN/\ 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


aja/T c\ 1 onon 

JN1VL \)iy\)Z\) 


nomo sa]3iens nypotneticaL ]3iotem (ri^jzu/4oj, mrviNA 


JNJVL UlVlOo 


nomo sa]3iens nir-i ies]3onsive Kiroui (ri^jzuDUUj, mrvrsA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7.3), mRNA 


JN1V1 U1VU4Z 


Homo sapiens nypotnetical protein (rLJZU4ojj, mKJNA 


JN1V1 UlVUul 


nomo sapiens pnospnatidyimositoi-J pnospnate o-pnospnatase adaptor suoumt 

C\ PAP^ rv-it?TvTA 
(j-rArj, ITUKInA 


JNJVL UI070O 


nomo sa]3iens nypotLieticaL piotem \r l^jzxjjdo), mrviNA 


NMO 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 

m t? TsJ A 

m kin /a 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


JN1V1 U lyloo 


H 1 v ^ — < -fl^^k j - "V-fl'^ * — ( 1-^ -w t^4^*i 4- 1^. «-~v4r-* 1 -fly^ -4<% 4r /^V -4 -4-^ / 1 J 1 11 III /I \ -4'^'^ 1 J I^L 1 f\ 

rlomo sapiens nypotneticaL ]3iotem (ri^j i iU4jj, mrviNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ10996), mRNA 


"N.TA A f\ 1 O 1 O A 

NM U1818U 


Homo sapiens DbAD/h (Asp-olu- Ala- Asp/His) box polypeptide 51 (UUXiz), 
mKJNA 


NJVL U19UZO 


i 1 -fl>^ -fl -fl^h l>^ -W ~r-fl>^ fl l>^ fl _fl ^-w j^-* 1 -fl>^. -fl.H* 4~ -fl -4^^ j- - *■ -fl -fl.y& >^ -fl 1 fl -F-w a^^X -fl.^* 1 w W T fl -fl^-fc ^ r « -fl>«k 4~ ^ ^ ^-w ^ 4~ . 'v -fl |-\ -fl -d j -fl>^ flrf* fl jr-X 4~ -fl -fl^K 

Homo sapiens nypotnetical protein similar to ankynn repeat-containing pnotem 

AJvrvl (rLJ 1 UoDZJ, nirvlN A 


JNJVL U1VU14 


nomo sapiens simiLar to uiNA-directed kjna polymerase i ^ i j>d Kuaj ^rvpoi-zj, 

m DAT A 

mrvi>/\ 


1M1V1 U 1 yUZj 


1 — 1 / X |TT / A DQVMPtlO Itt 7"f\ /T^It £±~t"t f~* O 1 IT l~/ A 1 IT ( 1-4 t 1 1 O/^x/lO^ "tTT t? A 

nomo sapiens nypotiieticai protein ^flj iuoh-uj, miviM/\ 


NM 01816? 


l— 1 1 \ itt / a cQnipnc lT\/tT^^flTr*ti^*^ 1 xwc\\f % ~\t\ T^T i 1 0^^^ ^T^T I 1 0^^^^ tnT?^T A 

±±VJ111VJ odlJlt/ll& 11V IJVJ Lllt/LlV^dl IJlVJtt/lll 1 LiJIvUJJ l J- 1— . J 1, 111 IN. 1 ^ / v 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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mc A 9zl^QM mT?TsJA 

^no/\ZHO J7U J, III IN. IN /A 


1>J 1V1 UlO / uu 


n on 10 sapiens tripartite Hiotii-containing JO \ 1 lxriVl.jO,J, 111 iv IN /a 


IN IVl W 1 Oj^t / 


T-lr\rv»r\ ccinipnc hArr\r\+h^»+ir»c»1 nrn+pin PR09QAzl ^ P R fA 9 Q A A A mPTAJA 
nomo SapieilS liypoilieticai proiem rsSXJAyyj^ \r ssAJ Ay OH- mixlN/A 


intvi uioj^o 


nomo Sapiens nypotiieticai piotem rrvwzyjo yr isxj z,yj o j, itiivtsi/a 


rN IVl \j 1 OJtt 


ri (j in (J Sapiens nypuineiiL/ai pruiem ljsxj Ay ^-ry yr ss\j z,yn-y in ix in /a 


1NTV1 U1oOj4 


Jrioiiio Sapiens nypoinencai proiem ri\uzo7j ^rivuzoyj j, iiuvin/a 


IN IVl UlOJ^j 


numo sapiens iiypuiiieiieai pruiem rssxjAojy yr s\Ajz,ojy niiviN/\ 


Tsja/t n 1 si^ai 
inivi u i ojhz 


U nnin c'lnipnc /i-\^+1t r»tw» 'i 1 nrnffin PR O 9 8 7 4 f PP 09 8^4^ mPTsJA 

riomo Sapiens nypoiiieneai proiem ri\uzoj4 ruzoj^ inrviNZ-v 


1M IVl UlOJJO 


n oiiio sapiens eryimoDiasi ineiiiDrane-assoeiaieu proiem ^ ELixivi/Ar ^, miviNz-v 


IN IVl UloJj i t 


U ntYin CQ «; P11 n V»Trr\r\+V»P'+ir»ci1 r^T*r\+<=»in PP09714 ^PR 097 1 A\ mPTsJA 

numu Sapiens iiypoiiieiioai proiem ljwja / ih- yr jsxj z / ih-j, rnivLN/\ 


IN 1V1 UIOJjU 


numo sapiens iiypoiiieiioai proiem r ivuzjzi ^rivuzjzi miviN/A 


XTA/T n 1 8^97 
IN IVl Ulo OZ / 


nonio Sapiens nypoineiicai pioiem r ts\jz^t\jD yrrsxjz^fKjD j, miviN/\. 


TsJA/T 0 1 8^9^ 
1M1V1 KJ LoDAD 


I — I / x f>-% / "\ * ' * 1 1~\ i n i ' It x nK\ / a l - It rx l - 1 /» *i 1 t"/ a l'/^* i t~i TPTR ^ \ 9^9^ / 1^ ( \ O ^ O ^ \ iaa 1? TNT A 

n oiiio Sapiens nypoineiioai proiem r isajad zz) v i^ivv^zj)zz) in iv in /\ 


In IVl UIOjI" 


LJ nnin c'li^ir'nc ViTrr\r\+Vi^+ir»c»1 nrn+pin PR O 9 9 A A fPP099AA^ rviPTsJA 

riomo Sapiens nypoineiioai proiem rivuzzoo ^ri\uzzoo miviNZ-v 


1M IVl UlOJl / 


LJ nmn c 'i nir>n c hA^r\r\+h/^+i^ci1 nrn+pin PP09914 ^ PR fY99 1 A\ mPXTA 

nomo Sapiens iiypoiiieiioai proiem r ivuzzi^t yr ss\j z. a miviN/A 


tnja/t n 1 &^9 1 

In 1V1 Ulo OZ 1 


LJ n m n c'li^ir'nc ViTrr\r\+Vi^+ir»c»1 »-\r^tr' i n PR 09 1 Q8 fPP 09 108^1 mPTsJA 

riomo Sapiens iiypoiiieiieai proiem ri\uzi70 ^ri\uzi70 miviNZ-v 


In 1V1 UloOl" 


n oiiio Sapiens nypoineiioai proiem rjs\jA\.jj> yr rs\j zi j j in ivi n /\ 


In 1V1 UlOOlO 


U nnin c-ininnc lix/n^tlT r»t ir» 1 it iv^tr» i n PR 09 1 9 1 fPP09191^ mPXTA 

nonio sapiens nypoineiioai proiem ri\uzizi ^rivuzizi 111 rviN s\ 


In IVl UloOlO 


L[ nmn cQnipnc h\/r»^thr»ti^'i 1 nrn+pin PP09077 ^ PR 09077^ mPTsJA 

nomo Sapiens nypoineiicai proiem rrsAjA\js> / ^rivuzuj / j, miviN.rv 


XT A/T 018^19 
In 1V1 UlOJlZ 


U nnin c'lnifnc U\mt\iUr*t'u* <a 1 rvrri+^in PR O 9 H 1 ^ fPP09H1 ^ ^ mPXTA 

jnomo Sapiens nypoineiieai proiem rivuzui j yr kuzui j )^ miviN/\ 


In 1V1 KJ 1 0 0 1 KJ 


LJ / Am { \ canipnc It \ / 1"\ / a t It r» f i / » ' 1 1 lArntr' ! n PP f^ 1 QA9 /PR fA 1 O/l O \ mPT\TA 

n oiiio Sapiens nypoineiioai proiem _r iv^ i Vt-z yrrsxjvy^A)^ in iv i n /\ 


IN IVl UlOJlU 


I I / A »-»T / A CQ1T1 AUC It \ ^ IT / A 1" It ^» 1" 1 / » O 1 ITfA'lAI'n PP01 8 /"X ^PP O 1 8 /"X ^\ \ ITT R N. I A 

rromo sapiens nypoineiieai proiem rivvjiooo ivu i ooo j, hijvin/a 


In 1V1 UIojU / 


U nrnn c 'i it i it c lT\/tT^tlTr»ti^'i 1 nr/^tn i n PP O 1 8A7 ^PR H 1 ^A'x'i tyiPTsTA 

nomo Sapiens nypoineiioai proiem ri\vjio i tj ivu i o^t j j, miviN/A 


In 1V1 KJ 1 oOUO 


I I / a itt / a campnc It \ f it / x 1" It 1" i / » o 1 it t"/ x l - ^ i it P R (~\ 1787 ( P R (~\ 1 7 8 7 \ itt R IS. I A 

nomo Sapiens nypoineiioai proiem ri\ui /of ^ri\ui /o / miviN/A 


In IVl UIOJO7 


I— I ( ~\ m i \ c 'i it i r» n c It \/ it It r»t i ^» 'i 1 tTr^tr» i n PR O 1 A 7 ^ ^PRHI ittPTsJA 

nomo Sapiens nypoineiioai proiem rivv^io.5Z) yr isajio.jZ) miviN/A 


IN 1V1 KJ 1 O O / 


T-T^tv»/t c ',i it i p-no l»A7T^/T+lrP''l"ir»c»1 nrnifiri PP 1 A 1 7 /PR 1 A 1 7^\ itt R TsJ A 

nomo Sapiens iiypoiiieLioai pioiem jrivv_/ioi / ^ri\uioi / )^ iiiivln/a 


IN IVl UIOjUj 


I— I / x itt / x cor\iAiic Itt rrx/r+lr alip o 1 it i^/ x-fr^ i it PP M 1 ^QQ /PP (~\ 1 ^QQ\ -ittPTNTA 

nomo Sapiens irypoiiieiioai proiem rivVJiz)"o ^ri\uij70 j, miviN/v 


NM 018586 


Homo sapiens hypothetical protein PRO 1584 (PRO 1584), mRNA 


IN IVl UloDUZ 


TLJv~V-t-YT * X C r 1 *-\ -I /-^ -|T CI It "I 7 #T / X + It S~* r» 1 *-\ *~ / X + 1 IT TOTD \ 1 ^ Q /TOT? ^ \ 1 ^ Q / V\ -ITT TVT A 

nomo sapiens nypotneticai protein r kui jou ^rivv\ji jouj, mivrsi/A 


In IVl UloOUo 


nomo sapiens nypoineiicai pioiem rVKLM^yo yr\s\j i^yo), nirviN/\ 


IN IVl UloZ>o4 


I I , ,TT 1 X flOITIOnCt lTW»T/\ + lTr^+I/wll »T t'/X+n I IT PP H 1 /ICQ /PP H 1 /I Q OA ITT P NI A 

nomo sapiens nypotneticai protein rKUHoV (rKU i4oy j, itikin/a 


TSJAyT H1 Q^OO 
In IVl UI0D0Z 


nomo sapiens nypotneticai piotem rivL^i^oJ ^rivL^i^oj mrviN/\ 


TSJA/T fl 1 Q/^fl9 
IN IVl UloOUZ 


nomo sapiens unaj ^nsp^-u j nomoiog, suDiamiiy /v, meiriDer ^ ^ursi/vj/\^f 

ittPTSJ A 

miviN/A 


In 1V1 UlOJ / 0 


LJ ,x,tt/x coiTir»nc li wiT/rt h r»t 'T 1 it r^tr»in PP 019^7 ^PPO!9^7^ itt R Kl A 

nomo sapiens nypoineiicai pioiem ri\uizj / ^iruizj / )^ iiiivin/a 


NM 018576 


Homo sapiens hypothetical protein PRO 1 163 (PRO 1 163), mRNA 


inivi uio^ty/ 


I I , x itt / x cor\icmc Itt rf»/T+ It r* o 1 »t t-/ x i it PP (~\ 1 M/1 8 ^PP O 1 fl/l itt D M A 

nomo sapiens nypotneticai piotem rivvjiu^fo y\r isajilh-oj, mtviN/A 


TSJA/T fi1 Q 
InIVL U 1 ojOj 


LJ xx^»t /x cQMionc 1t^ /»T/xf It nf i/» •! 1 nrnfr. i it PPOH8QQ /PD O H Q OO \ itt DMA 

nomo sapiens nypotneticai protein r\\^\jy)oyy y\r Kuusyy j, m i v in /\ 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


TSJAA H1 Q^QH 


nomo sapiens nypotneticai piotem rKUUUoz (rKAJUUoZ mKJNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
spningoniyeiinase iij (biviriJj), ihkina 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


"XT A If C\ 1 O A f O 

NM 018468 


Homo sapiens uncharactenzed hematopoietic stem/progenitor cells protein 

AyTrACM77 A J flACn / J / 3\ *mD\T A 

IVllJoUJj (IVLDbOo 5 J, mKJNA 


TSJA/f A1 0/l/:7 

JNM Ulo4o/ 


nomo sapiens uncnaractenzed nematopoietic stem/progenitor cells protein 


NMO 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransf erase AD-017 (AD-017), mRNA 



297 



(400/104) 



In 1V1 U 1 o4 1 0 


1— I / -v itt / a c 0 it 1 it 0 P/^K^T9 -fv a r»P It 0 /I fa/^+nr / p I— I X/ \ m O XT A 

numu sapiens ruAjz iuiKnedci idciur yv nA mix in /a 


In 1V1 U 1 Q^tV I 


nuniu Sapiens puiaiive integral meniDraiie iraiisporrei ^i^v^ z / miviN.rv 


In TV1 V 1 OH- / Z 


numu sapiens uiieiiaiaexerizeLi nypuiiiaiamus pruiem niui i ^niui i niiviN.rv 


1>J 1V1 U 1 o4 / 1 


I — I / -\ fTT / \ C ^.1 IT 1 f^t IT C 1 1 IT / * It O t"*'.l { * 4"/~* 1"1 ~~7 / \ It \ / »T / X + It o 1 OtMl 1 C 1 »T f* / A "i" 1 1T I — I 1 (\ 1 ^\ / t — I 1 1 V\ ITT T? ^VT A 

nuinu Sapiens unC/naiaL/ienzeci iiypoiiiaiamus proxem niuiu ^niuiuj, miviN/\ 


rN IVI U 1 OH- / U 


T— T / -v ITT / A COtM 1 ITT /"»1t O T*0 /^*I"/^T*1 TP*{\ Itt 7~I^/T^"1t O 1 QtMll C IT f* / A "t" 1 IT T— T 1 O fl Q / T— T' 1 flflQ\ t\lT? AT A 

numu Sapiens uncnaraC/ierizeLi nypuinaianiLis pruiem n i vvy ^n i vvy juivina 


In 1V1 U 1 O^tO" 


I — I / -\ itt / "\ comioi^c i i it / * It *i / "* \~ t"i ~~r /\ InmA+liolomnc it i** / a "4 i it 1— T' 1 'f^f^8 f T— TT^f^f^ 8 ^\ itt 1? Avl A 

numu Sapiens uncnaiaL/ierizeci nypuiiiaiamus pruiem niuuo ^niuuo miviN/\ 


iNlvl U 1 / jZj 


nUlllU Sapiens yv l/\ l aSSUL/laieQ IaL/tUr- 1 ^rloAlAl AT 1 llllx IN r\ 


In 1V1 U 1 1 D 1 *+ 


numu Sapiens o c-yv gene ^noocAuciN c, j , mivi>/\ 


In 1 VI U 1 / D 1 Z 


l-l /titt/a canipnc rTQ Kr>ta iTrrAtr»i it f T-TQT? TQRThT A "\ mDAT A 

numu Sapiens 1 io oeid piuiein ^norvi o-dj_/1/\j, miviN/\ 


IN1V1 UIOjjO 


numu sdpiens norLUjy pruiem ^norLUj7j, mix in r\ 


NM 018553 


Humo sapiens ELG prutein (HSA277841), mRNA 


iMlvl Ulo4UJ 


numu sapiens transcnption iactui (oiviir genej (n£>/\z /DVooj, hiktma 


NM 018404 


Humu sapiens centaurin, alpha 2 (CENTA2), mRNA 


JNJY1 Ulo4Ul 


homo sapiens gene lor seiiiie/tnreonine protein Kinase (noAzjUojyj, mKJN/v 


JNJVL Ul / joz 


Homo sapiens JNICi^-j protein (nbAz4Jooo), mKJNA 


JNM UloOo4 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 

itt 1? XT A 
1Y1 K IN /a 


KTN/f H 1 8/1 77 
IN IVI U 1 o^f / / 


nomo sapiens uncnaracterizeci nypomaiamus protein nAKr 1 1 ^n/\ix_r 1 1 j, 

111 IV IN r\ 


In 1V1 UIoOjZ 


I — I / A ITT / A CQtM AtlC /-v/a1|T1 IT 1 1 \s f^x |T 1"*/ A "I 1 IT / (~^w 1 \ ITT 1~? "^.1 A 

nomo sapiens goigm-iiKe pioiem \vj l^i ) , iniv in /a 


in ivi u i / yoz. 


nomo sdpiens nypoineiicdi proiem rLjzuozj ^rLjzuozj j, mivi>/\ 


In 1V1 VI/ 7U 1 


U n m n c'iiTir»nc 1t\/i-w Atta r»t w»'i 1 iTr/Atr»i n ThT T9Hft17 / PT T9^ft1^^ rnRXI A 

numu sdpiens nypumeiicdi pruiem rLjzuoi j ^rLjzuoij j, mixiN/\ 


TxTA/T 0 1 7QA0 
In 1V1 VI/ yOV 


numu sdpiens nypuineiicdi pruiem rLjzuouo ^ri^jzuouo j, mixiN/\ 


In ivi VI/ 7J y 


numu sdpiens nypumeiicdi pruiem rLjzuouz yr i_^j zu ouz j , mix_LN/\ 


In 1V1 VI/ yj o 


numu sdpiens nypuineiicdi pruiem rLjzu /oj ^rLjzu/oj j, miviN/\ 


In IVI V 1 1 yD 1 


I — I / A ITT / *\ AMC ^» |T L' 1 IT ^2 / p" T T9 C\ T *7 Q ^ "tTT T? ~M A 

numu sdpiens epsm j ^tpjzu / /oj? miviN/\ 


TsJA/T 01 70s! A 
In IVI V 1 / V O 


1 — I / a itt / a cQnif»nc It \ j it / a It r** ^ i * o 1 it i"v a r** i it Ih T T90TT9 / PT T90T'79^\ itt T? "^.1 A 

numu sdpiens nypuineiicdi piuiem rLjzu / /z ^rLjzu/ /z^i, miviN/\ 


In IVI Ul / "J U 


numu sdpiens nypuineiicdi pruiem rpjzu / jj ^rpjzu/ jj mixiN/\ 


TxTA/T 0 1 7QzLQ 

in ivi vi/ y^y 


1 — I / A ITT / A CQtM p \ J IT / A "i" It \ \ i ^ ' ^ 1 IT 1"*/ A "f" 1 IT p" T T90T^Q / PT T90T'50^ ITT T? "^.1 A 

numu sdpiens nypuineiicdi pruiem rpjzu / j" ^rpjzu / Dy)? inixiN/\ 


In IVI VI/ y^+O 


numu sdpiens nypuineiicdi pruiem rLjzu / j i ^rpjzu / ji iniviN/A- 


TsJA/T 01 70s" ^ 

in ivi vi/ yj D 


T — I / A ITT / A CQtM AUC It "\ [ IT / A "i" It f** 1 * O 1 IT l"V \ 1 IT T-7T T90T9Q PT T9 0*790^ "1TtT?^VT A 

numu sdpiens nypuineiicdi pruiem rLjzu / zy ^rpjzu /z^/j, inix_LN/\ 


TsJA/T 017Qzl^ 


I — I / A |TT / \ COMIOtlC It \ / IT / A ^" It ^ 1 / * r 1 1 IT 1"*/ A I" 111 17 1 T9 C\ ^7 9 ^ / Lh T T O (\ 1 O ^ \ |TT F? A 

numu sdpiens nypuineiicdi piuiem rpjzu / zj ^rpjzu/zj j, mixiN/\ 


mivt o 1 7QJ. 1 
in ivi ui / y^r i 


T — I / a itt / A com auc Itt jrwT'flT/^'f'Wcil iTT*/T'f /^iit PT T9099 1 i PT T90T9 1 ^\ "1TtT?^^T A 

numu sdpiens nypuineiicdi pruiem rLjzu/zi ^rLjzu/zi j, miviN/\ 


In IVI ui / y J o 


PI ( \ itt ( a ccinipiio 1t\/it^ Af lTr»tw»'i 1 iTr/Atr»i it PT T 9 H T 1 A PT T9H'71/t N \ itt P KI A 

numu sdpiens nypuineiicdi piuiem rLjzu / 10 ^tljzu / ioj, miviN/\ 


XTA/T 0170^7 

in ivi ui / y D 1 


I — I / \ ITT / A C O IT 1 IT C 1 It "\ J IT { \ \~ It \~ 1 / » ' I 1 |T l"V \ 1 "IT PT T9 (\ 9 1 9 ( PT T9 O 9 1 O \ "ITT T? ^vT A 

numu sdpiens nypuineiicdi pruiem rLjzu / iz ^rpjzu / iz j, miviN/\ 


In IVI U 1 / yD Z 


numu sapiens nypuineiicdi pruiem rpjzu /uu ^rpjzu /uuj, miviN/\ 


1M1V1 Ul / 7Z7 


t — I / \ ITT / A t ' r | it 1 IT U It \ J IT / A "f" It 1 ^ * O 1 IT 1"*/ A "f" ^ 1 IT PT T90^>QX" f PT I O (\ /-x ^ ^\ "ITtT?^VT A 

numu sdpiens nypuineiicdi pruiem rpjzuoyj ^rpjzuoyj j, iniviM/\ 


XTA/T 017Q98 
In IVI Ul / y£ 0 


PI i a itt * a conlpiic TiimA+npliAQl nrn+piTi PT 19 n AQzl PT I O n AQA ^ ITT P KI A 

numu sdpiens nypuineiicdi pruiem rpjzuo74 \r i^j zuo"^ ) , miviN/\ 


TsJA/T 01709 s" 

inivi u 1 / yzj 


numu sdpiens nypuineiicdi pruiem rLjzuooo ^rpjzuooo j, mivi\i/\ 


tnja/t 017090 
in ivi u 1 / yz.v 


numu sdpiens nypuineiicdi pruiein rpjzuoj^t ^rpjzuojf j, miviN/\ 


KTIVT 017Q1Q 

in ivi u 1 / y 1 y 


I — I / A ITT i A CCmiPnC Tl^mA^TlP+IAQl |T 1-/ A ^ 1 IT p T T90A^1 / p T T90A^1 ^ fvlT?M A 

numu sdpiens iiypuineiicdi piuiein rLjzuoj i ^rpjzuoji iniviNjrv 


TsJlVT 01 70 18 
In IVI U 1 / 7I0 


PT t a m t \ CQnipnc P\ /rw AtP r»+i 1 nr«r\+pin PT T9HAzL9 ^ PT T9^^^Zt'7^ itt P KI A 

numu sdpiens nypuineiicdi pruiem rpjzuo^ / ^rpjzuo4/ j, mixiN/\ 


TsJA/f 01 70 17 
In IVI u 1 / y 1 / 


I — I / -v l"IT / \ L' 'Si IT 1 IT L' lll7T\A'fTlP'flAQl IT 1"/ A 1 IT PT T90/^xZlZl PT I O ^ ^ /-x /\ /\ \ TV* T? ^VT A 

numu sdpiens nypuineiicdi pruiem rpjzuoH-^ ^fi^jzuoh-h-^i, miviN/\ 


T\TA/T 01701^ 
In IVI U 1 / y 1 0 


P P a itt / \ CQnipnc nimn+Tipli^Ql nr«r\+pin PT TO H A/1 ^ / PT I O M A/1 "5 ^ itt P KI A 

numu sdpiens nypuineiicdi piuiem rLjzuo^j ^rLjzuo'+j j, miviN/\ 


TsJA/T 01701s! 
In IVI u 1 / y 1 


I — I / a i^t / a covxipnc Tit rT\ /ttIt PT1 i~* Q 1 "ntVTTPm PT T90A/11 f PT T9AA/11 A TV*T?~M A 

numu sdpiens nypuineiicdi pruiem rpjzuo^i ^rpjzuo^i mixi>j/\ 


TxTlVT 01 70 19 
IN IVI U 1 / 7IZ 


I — I / A ITT / A CQ"niPnC nimA^ nP+1 aqI it 1"*/ A "f" r** 1 IT PT T90A^9 / |hT T90A^9^\ ITT T? "^.1 A 

numu sapiens nypuineiicdi piuiem rLjzuoj / ^rLjzuoj / j, mix_LN/\ 


TxTlVT 017Q0Q 


TTnmn c^nif nc n\/noltiplir»Ql nrntpi n PT T90^i9'7 ^PT T90A99^ mPKJA 

J_±VJ111L> f>aUlCll& llypVJ LllC/LlL/dl U1VJLC/111 1 L/JZ-UUZ. / 11 ijjAvUz,/ l ? 111 IX 1 > / V 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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JNJVL Ul toy 1 


nomo sapiens nypotnetical protein pLJzUoU4 (rLJzUoU4), mKJN A 


A.TA A filTQO/l 

JNJVL Ul /oV4 


rlomo sapiens nypotnetical protein pLJzUjbo (pl^Jzu:>yj), mKJN A 


AJ A Ji C\ 1 H Q 0 1 

JNJVL Ul /oyJ 


Homo sapiens sema domain, immunoglobulin domain (igj, transmembrane 
Gomam ^iivij ana snon cytoplasmic Qomam, ^semapnonnj 4u ^oJri/iviA^oj, 

11 1 IN. IN /A 


Ml\/T 0178Q1 

1N1V1 Wl / 07 1 


nomo sapiens nypoineiicai proiem rLjzujo i t ^rLjzujo'i-j, mrviN/\ 


tsjivt 01788^ 

IN 1V1 Ul / OOJ 


nomo sapiens nypoineiicai proiem rbjzujoo ^rLjzujoo mrviN/\ 


1M TV1 Ul / OOl 


nomo sapiens nypoineiicai proiem r i^j AVDDy \r i^j z,\jDjy j, mrviN/\ 


TsJA/T 01 787 A 
IN 1V1 Ul / o / O 


nomo sapiens nypoineiicai proiem rbjzujjz ^fi^jzujjzj, mrviN/\ 


TsJA/L 017877 
1M 1V1 Ul / O / S> 


M"r\mr\ OQnipnc ViTrr\r\+Vip»+ir»Ql nrntoi n PI T90^ZL8 ^ P 1 T90^48^ mRN A 

nomo sapiens nypoineiicai proiem rLjzuj4o ^rLjzuj i to j, mrviN/\ 


1N1V1 Ul / OOo 


nomo sapiens nypoineiicai proiem rbjzuj jj ^Jrr^j zuz)j)j j, mixiN/\ 


TsJA/T 01 78 A A 
1M1V1 U 1 / OOO 


U nrnn c ' 1 nir>n c ViTrr\r\+Vip>+ir»ci1 nmlpin PT T90^77 ^ P 1 1 9 O ^ 7 7 \ tviRXT A 

nomo sapiens nypoineiicai proiem vl^jakjjdd yr i^j zuj dd miviN/\ 


XTA/T 0178A7 
IN iVl U 1 / OOJ 


nomo sapiens nypoineiicai proiem rLjzujz/ ^rLjzujz/ j, miviN/\ 


TsJA/T 01 78 AO 
1M1V1 U 1 / OOU 


nomo sapiens nypoineiicai proiem rLjzuj 17 yr l^j a\)j> ±y ) , miviN/\ 


XTA/T 0 178^8 

IN 1V1 U 1 / OZ) O 


nomo sapiens nypoineiicai proiem rbjzuj 10 ^rLjzuj ioj, miviN/\ 


TsJA/T 0178^A 
1N1V1 U 1 / OJO 


nomo sapiens nypoineiicai proiem rLjzuj 14 ^.ri^jzu^ i^+j, rntviN/\ 


MIVT 0178^4 
iNlVl U 1 / OJ'-t 


nomo sapiens nypoineiicai pioiem r l^javd i z ^rLjzuj izj, miviN/\ 


TsJIVL 0178^7 
1M1V1 Ul / ODD 


PTr\Tnr\ c ' 1 1-» i r» n c V»T^^+V»^+ir»ci1 nr/Atr«i n PT T90^1 1 i^PT T90^1 1^ tyiRXT A 

nomo sapiens nypoineiicai proiem r i i ^rLjzuj -*■-*■/? miviN/\ 


TsJA/T 0178^1 
IN 1V1 U 1 / QD 1 


nomo sapiens nypoineiicai pioiem rLjzujUy ^pi^jzuz>U!7j, miviN/\ 


TsJA/T 0178ZL8 
1M1V1 Ul / 040 


PTr\Tnr» ecinipnc V»T^^+Vi/^+ir»'a1 nr/AtAi n PT T90^0/^ i^PT 190^0/^^ tnRM A 

nomo sapiens nypoineiicai proiem r l^jzsVDkjo ^fi^jzuz)uoj, miviN/\ 


TsJlVf 0178A7 
IN 1V1 Ul /04j 


nomo sapiens Dieasi carcinoma ampimeo seu 1 uence h- ^id^/\oh-j, itii\jn/\ 


INlvl U 1 / 0J)0 


nomo sapiens nypoineiicai proiem rLjzu^/ j ^rLjzu^ / j j, miviN/\ 


TsJlVf 01787A 
IN 1V1 U 1 /OJ i T 


Wnmn ccinipnc LiTrr\r\+T»P'f ir»c»1 »-\ a tr» i n PT T90zLp\ZL ^ PI T904p\4^ rv»T?T^J A 

nomo sapiens nypoineiicai proiem fi^jzuh-oh- ^.ti^jzuh-oh-j, miviN/\ 


TsJA/T 017871 
1M1V1 U 1 / Oj 1 


nomo sapiens nypoineiicai proiem rLjzu^jo ^fi_^jzuh-z)oj, miviN/\ 


M1VT 017898 
1N1V1 U 1 / ozo 


U Mm n c'lniAnc P\/n^-^tP r»t i 1 n r^^tr'i n PT T904^9 ^ PI 1 9 Ozl ^9 ^ rr»T?XTA 

nomo sapiens nypoineiicai proiem r l^j zuh-j z ^fi^jzuh-jzj, miviN/\ 


XTA/f 01789^ 
1N1V1 U 1 / OZj 


PI / a m ^ a cQniPiic K^/iaaI li Ati/>o 1 f-\ i-/ A+r» i n PT 1 9 O/l /I A / P I 1 0 O/l /I A ^ mUM A 

nomo sapiens nypoineiicai proiem rLjzu^^to ^pi^jzuh-h-oj, miviN/\ 


XTA/T 017894 
1M 1V1 U 1 / OZH 


nomo sapiens nypoineiicai pioiem rpjzuH-^j ^rLjzu^H-j ^, miviN/\ 


TsJA/T 01 781 Q 
IN 1V1 U 1 / Ol7 


U MmM conipnc P\/i-»^ AtPr»tw»'i 1 r»i^Atr»i n PT T90479 ^ PT I90A79 ^ mDXT A 

nomo sapiens nypoineiicai proiem rpjzu'+jz yrL^jz.v^tDZ,), miviN/\ 


TsJA/f 017817 
IN 1V1 U 1 / O 1 / 


I — I / A 1"\^ / A C O P\ 1 /^"Pl C PIT 7~PA / A P 1^ i^* P 1 AO 1 IT t"/\t 1 -|-\ p I 1 / | | /l / (j / p I I j 1 l/L / O 1 tYl t? A\.l A 

nomo sapiens nypoineiicai proiem rLjzu^zy ^pi^jzuT-zy^i, miviN/\ 


TsJA/T 01 781 A 
IN 1V1 U 1 / o 1 O 


U aty1 a cQnipnc hx/t^^tP r»ti 1 nrntni n PT 19 0A9 ^ / PT 1 9 049 ^ mPTsJA 

nomo sapiens nypoineiicai pioiem rpjzu'+zj ^rLjzu^zj ^, miviN.rv 


TvJIVT 01781J. 
IN 1V1 U 1 / O 1 t- 


nomo sapiens nypoineiicai proiem r l^j £\j l t££ ^pi^jzuh-zzj, miviN/\ 


TsJA/T 017817 
IN 1V1 U 1 / O 1 D 


1 — 1 / A ITT / \ i 0"t^1 O l^T 7T\ APn ^p 1 /in 1 t"* / A P 1 IT I— < I l/ll/l/l 1 P^ I l/ll/l/l \ *Y1 1? A\.I A 

nomo sapiens nypoineiicai pioiem pi^jzu^tzi ^rpjzu4zi j, mivLN/\ 


MlVt 017819 
IN 1V1 U 1 / OlZ 


PP mt~w a c 'A it i r» n c T»Tn^r\+Tip»+ir»Ql tTr^^tr'i n PT T90A90 fPT T90zl90^ rr»T?7sJ A 

nomo sapiens nypoineiicai proiem rLjzuH-zu ^pi^jzuh-zu^i, miviN/\ 


TsJA/T 017808 
1N1V1 U 1 / OUo 


T-f ntnr v cQtriPTic Iix/nntlTAtiA'i 1 p\r^ Atr»i pi PT T90A17 ^ PT 1 9 OA 1 7 ^ mT?\I A 

nomo sapiens nypoineiicai pioiem rpjzu^i j ^rpjzu^i j j, itiivln/\ 


TvJIVL 01780^ 
1N1V1 Ul / OUZ) 


1— r/T~PYT/"T CQt\i auc |t \ 7 fx / a P It P i ^ * o 1 it i*v \ P i it PT l/ii/T I 1 1 / l—< I I/il/T 1 I 1 \ itt Is [\.\ A 

nomo sapiens nypoineiicai proiem rpjzuH-ui ^rpjzu4UT miviN/\ 


TsJA/T 017807 
1N1V1 U 1 / OUj 


y ATYin cdrri^no lT\/rwAtlTr»tw»'i 1 iti^ Atr»i it PT T907QQ ^ PT T907QQ^ mT?XTA 

nomo sapiens nypoineiicai proiem rpjzujyy ^pi^jzuj)""j, miviN/\ 


TsJA/T 017801 
1N1V1 U 1 / OU 1 


I — I / \ ITT / A CQ1T1 \~\ \ T IT / A P It f 1 A O 1 IT P/ \ P 1 IT P I PJ 1 1 7 OA 1 I-H T I /I l70A l ITT \J A 

nomo sapiens nypoineiicai proiem r l^j zujyo ^pi^jzuj>yoj, miviN/\ 


TsJA/T 0 1 77QQ 
1N1V1 Ul / / "V 


T4ntnA c'miAnc 1t\ /p\^ Af It r»ti 1 nrn+piTi PT T907Q9 APT IOM7QO \ itt F? AJ A 

nomo sapiens nypoineiicai proiem rpjzujyz ^pi^jzu^yzj, miviN/\ 


TsJA/L 0177Q7 
1N1V1 U 1 / / :0 


U nnin c 'A it i r» it c P\/iT^tlTr'ti^Ql iTr^tr'i n PT T907T4 / p I 19077/1^ itt F? Kl A 

nomo sapiens nypoineiicai proiem r l^javd /h- ^rpjzuj 1^)1 miviN/\ 


XTA/T 0 1 77Q 1 
IN 1V1 U 1 / / y i 


nomo sapiens nypoineiicai proiem rpjzuj / 1 ^rpjzuj / 1 j, miviN/\ 


MAyf 017787 
IN 1V1 U 1 / / O / 


PI i a m i\ canipnc V»TrpTrT+lT^+ir»'a1 rwvAtr»i n PT T901 ^4 ^PT T901 ^ZL^ tyiT?7sJ A 

nomo sapiens nypoineiicai proiem r l^jav ld^-y ^rpjzui j^+j, miviN/\ 


TsJA/f 017789 
1N1V1 U 1 / / OZ 


PT t a itt t \ c'lniAnc 1t\/it/ AtPr»ti^'i 1 itp/ Af r»i n PT T907AO ^ P T T907AO^ itt P NI A 

nomo sapiens nypoineiicai proiem rpjzujou ^pi^jzujouj, miviN/\ 


TsJA/T 0 1 778 1 
IN 1V1 U 1 / / o 1 


nomo sapiens nypoineiicai proiem rpjzujj" ^rpjzuj Dy), miviN/\ 


XTIV/T 0 1 777Q 
IN IV1 U 1 / / / y 


PT 1 A ITT / \ t 'JIAIAnt P\ MT/AtlTr»f 1 ITP/^APr'i IT PT 1907^/1 /'PT I907 ^T/T ^ ITT D KI A 

nomo sapiens nypoineiicai pioiem pi^jzu^dh- ^p i^j zvjj d^t) , miviN/\ 


TsJA/T 0 1 7777 
IN 1V1 U 1 / / / / 


I — I / \ ITT / *\ CQtMPtlC Tit Atn /^"Pl f~* O 1 IT 1~/ A P 1 IT PT 1 / 1 V7 /I ^ / Pi I /I 1^/1^1 TTT T? ^Vl A 

nomo sapiens nypoineiicai proiem r l^jz,\js> l tj> yr i_^j zuj)h-z? j, rntvLN/\ 


TsJlVf 0 1 lllf\ 
IN 1V1 U 1 / / / O 


PT i a itt i a c 'i it i r» it c 1t\ /iT^AtP r«t i 1 iTr^Atr»l n PT T907zLzL ^ PT T907zLzL^ itt 1? AvI A 

nomo sapiens nypoineiicai pioiem rLjzuj i t'+ ^p_ljzu.dhhj, miviN/\ 


TsJIVL 017777 

IN 1V1 ul / / / J 


TTnmn c«rnpn«i h\mntVipfir»5i1 nrntfin FT T90740 TFT T?0740^ mRTvJA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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TsJA/T 0 1 11 f\ 1 
In IVl U 1 / 1 0 1 


UAmn c'lnifnc PwrwAtPr'ti 1 r\ ivAtrM n PT 1907 1 9 /pi T907 1 9A mPXTA 

numo sapiens nypoineiicai pioiein rLjzujiz ^rLjzuj izj, miviN/\ 


IN1V1 U 1 / / OU 


nomo Sapiens nypotneticai proiem rLjzuj 1 1 ^ri^jzuj 1 1 j, inivLNi-v 


1>J IVl HI / /Z>D 


I—I / x / \ * - r *-\ i /-> n i ■ P \ 7 »^\ /• x -f- 1^ "tf - 1 ^ * o 1 TM , A'f phi Ih I 190707 ( PT 190^07^ "tY»T?^^T A 

numu sapiens nypoineiicai proiem rLjzujUj ^ri^jzujuj j, miviN/\ 


TsJA/T 0177^9 
In 1V1 U 1 / /DZ 


numu Sapiens iiypuinexicai piuiem rLjzuzyo yr i^j z,\jzyo miviN/\ 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


XT\/T O 1 11 
IN1V1 U 1 / /H-O 


Pl^m/-v coniptic Vnrr^/-\+Vi^+ir»c»1 r^TVA+^in PT T909Q7 / P T T909S7^ ml? XT A 

nomo sapiens nyjjOTiiexicai pioiem rLjzuzo / (iljzuzo / j, miviN/A 


XTA/T H 1 77/1 < 

IN IVl U 1 / /4j 


nomo sapiens nypotneticai protein rLJZUZoj (ri^jzuzojj, mKJN/\ 


XTA/T O 1 77/1 7 
IN1V1 Ul / /4Z 


PP -v / \ canine Pa 7»-\/\+P ^.+1 1 »^,-/A+^i PT T909Q1 / P T 1 7 M9 Q 1 \ m D XI A 

nomo sapiens nypotneTicai piotem ri^jzuzoi ^ri^jzuzoi j, miviN/\ 


XTA/T O 1 77/1 1 
IN IVl Ul / /41 


nomo s ap 1 ens nyp otneTic ai pi otem r \^jz\jzc>\J (ri^jzuzouj, miviN z\ 


XTA/T H177^Q 
IN IVl U 1 / / J7 


nomo sapiens u-nnKea mannose Detai,z-iN-aceTyigiucosaminymansierase 
(FLJ20277), mRNA 


XTA/T O 1 77^7 
IN 1V1 V) 1 / / J / 


nomo sapiens nypoiiieiicai protein iljzuz /z> ^ilj zuz /dj, miviN/A 


XTA/T O 1 777 Q 

in ivi ui / /zy 


nomo sapiens nypoiiieiicai protein ri^jzuzoo (ri^jzuzDo j, miviN/\ 


xta/t o 1 777 ft 

IN IVL U 1 / /Zo 


nomo sapiens nypotneTicai piotem ri^jzuzo j yr i^jzuzjj j, miviN/\ 


XTA/T O 1 7777 
IN IVl U 1 / /Z / 


nomo sapiens nypotneticai protein ri^jzuzj^ ^ri^jzuzj4j, mKTM/\ 


XTA/T O 1 777/1 
JN1V1 U 1 / /Z4 


nomo sapiens leucine ncn repeat (m rLiij interacting protein z (^KKrirZj, 

I I I In. IN 


XTA/T 017791 
IN IVI U 1 / / Z 1 


U nmn c 'i t-» i r» n c V»^m^+Vi^+ir»ci1 nmfpin PT T90941 ^PT T909zL1^ tyiPXT A 

nomo sapiens nypoineiicai protein rLjzuzH-i ^rpjzuz^i ^, miviN/\ 


TsJA/T 01771^ 
IN IVI U 1 / / IS> 


numu sapiens iiyputiieticai piutem iljzuzi i ^rLjzuzi i j, miviN/\ 


XTA/T 017719 
IN IVI U 1 / / 1 Z 


U nnin conipnc V»^^^+V»^+ir»'a1 nr/Atr'i n PT T9090S ^PT T9090S^ tnRM A 

numu sapiens nypoiiieiicai protein rLjzuzuo ^rpjzuzuo j, miviN/\ 


TnJA/T 017710 
IN IVI U 1 / / 1U 


numu sapiens nypotneticai protein rpjzuzuj \rL^jz,\jz,\)S) j, miviN/\ 


XTA/T 01770ft 
IN IVI U 1 / / U O 


U nrnn c 'i t-» i r» n c V»^rr\r\+Vip»lir»ci1 nr'ri+P'in PT T90900 ^ PT T90900^ mD\I A 

numu sapiens nypotneticai protein iljzuzuu yrL^jz\jzv\j), miviN/\ 


TsJA/T 0 1 7707 
IN IVI U 1 / fx) I 


TJ nnir v t-'inifnc P\/rw>»tP r»t i ^ 1 »-\ r^tr'i n PT T901QQ fPT T901QQ^ mDM A 

numu sapiens nypotneticai protein rLjzui77 ^rpjzuiy" j, miviN/\ 


XTA/T 0 1 770A 
IN IVI U 1 / / UO 


numu sapiens nypotneticai protein rLjzuiyj ^rpjzuiyj j, miviN/\ 


MA/T 01770^ 
IN IVI U 1 / / UJ 


T-Tr\rvir\ CQnipnc P\/n^tP r»t i 1 r\ r^tr»i n PT T901Q0 ^ PT T901QO^ mT?\TA 

numu sapiens nyputneticai prutem rLjzuiyu ^rpjzuiyu j, miviN/\ 


1SIA/L 01770^ 
IN IVI U 1 / / UJ) 


U nnin cinifnc ViTrr\r\+Vi/=»+ir»ci1 nrMtfin PT T901 ft Q / PT T901 \ i^DXI A 

numu sapiens nypoineiicai protein rLjzuioo ^rLjzuioo miviNzv 


TsJA/T 0 1 7709 
IN IVI U 1 / / UZ 


numu sapiens nypotneticai piotem rLjzuioo ^rpjzuiooj, miviN/\ 


XTA/T 0 1 7700 
IN IVI U 1 / / UU 


U ntrin cqiiiphc ViTrr\r\+Li^+ir»c»1 nr/-\fr>in PT T901 ft/1 ^ PT T901 ftA^ *nDMA 

numo sapiens nypotneticai protein rLjzuioo ^rpjzuioij, iiiivin/\ 


TsJA/T 0 1 lf\Qf\ 
IN IVI U 1 / 0"0 


numo sapiens nypotneticai protein ipjzui /u ^rpjzui /Uj, miviN/\ 


XJA/T n 1 lf\QA 
in ivi ui / oy-t 


U nrnn cQnipnc lT\/i^^th r»ti 1 nrntni n PT 19 0 1 AO / PT T901AO^ mPTsJA 

nomo sapiens nypoineiicai proiem rpjzuiou ^tpjzuiou j, iiiivlnz-v 


TvJA/L 017^0^ 
IN IVl Ul /O^O 


I — I / -v \*\~\ / \ c\ r"j *-\ i /^ %-\ c\ p-i 1 1"\ /"\+P /^ + 1 /»q 1 i ~\ t"*/ a "i - i n I—* I | / ill ^ O i P T 17 1 1 1 ^ O i "t^i t? ^vl A 

numo sapiens nyputneticai prutem pi^jzuij>!7 ^pi^jzui^^j, miviN/\ 


XTA/T 017AQ1 

in ivi u 1 / oy 1 


numo sapiens nypotneticai piotem ipjzui jo ^ipjzui jo j, miviN/\ 


TSJA/T 017^&Q 
IN IVl Ul / DO/ 


I — I / A / A C 1 d 1 <^T1 O n^TI^A^n A+IPqI ttfA'I'Pltl p I T9 O 1 ^1 / p I T9 O 1 A 1 1 1? X.I A 

nomo sapiens nypoiiieiicai pioiein rpjzui j i ^pi^jzwij>i iiiisj_n/\ 


ATM 017f^ftft 
IN IVl U 1 / OOO 


U AtYm l 'inir>nc P\/i-\^ Af l-»r»tw»'i 1 nrn+pin PT T901 ^ O PT T901 ^(W mT?M A 

numo sapiens nypotneticai piotem r pjzu idkj ^ipjzut ju j, itiivln/\ 


XTA/T 017Aft^ 
IN IVl U 1 /OOJ 


I — I / X t'\~\ / A 0"l^1 £*T1 C 1 It "\ 7f\ / A 1a /^ 1 /»ol fx f 1 / A "f" /^ 1 n p I | / | | 1 -< (j / I— < T | / | | 1 \ O \ -fVl I? ^vT A 

numo sapiens nypoineiicai proiem rpjzui j" ^rpjzui J7 j, miviN/\ 


XTA/T 0 1 7/^ftzL 
IN IVl Ul /00'+ 


PI i a m i \ c'inir>nc P\ Ath r»ti 1 nmlpin PT 1 9 O 1 7 A PT 19 O 1 7^ m P XI A 

nomo sapiens nypotneticai protein rpjzui jo ^pi^jzuijoj, miviNZ-v 


XTA/T 017^89 
IN IVl Ul /OOZ 


I — I / \ s\ o Q1A1 /^ ia c 1 1a \ 7~k% / \ "f - 1a /x 4 1 /»q 1 i"/ \ "f - /x i »a P I 17 ill -v / / Ih I I7lll a9i m I? ^vT A 

numo sapiens nypoineiicai protein iljzui jz ^rpjzui jzj, miviN/\ 


XTA/T 0 1 7Aft 1 
IN IVl U 1 / DO 1 


U nTYin c'lnipnc P\ Af h r»ti 1 i-»r^ Af r»i n PT 19 O 1 7 O PT 19 O 1 m P XI A 

numo sapiens nypotneticai protein rpjzui ju ^pi^jzuijuj, miviN/\ 


TsJA/T 0 1 lf\lQ 
IN IVl U 1 / O ly 


U/xmn cQnipnc Ath r»t i 1 nr/Ur>i n PT 1 9 O P9 ft ^PT T9019ft^ mPXT A 

numo sapiens nypotneticai protein iljzuizo ^iljzuizo j, miviN/\ 


XTA/T 0 1 IfHA 
IN IVl U 1 / O / £ r 


nomo sapiens nypotneticai proiem rpjzuizj ^iljzuizj j, miviN/A 


mm 017/^zl 
IN IVl Ul / OOt 


U M m M cQnipnc hxmr\lhp'Pir»£i1 ntvAtoi n PT T900Q^ ^PT T900Q^^ mRTsJA 

nomo sapiens nypoineiicai pioiein rpjzuuyj ^rpjzuu"j iiiivlnz-v 


TsJA/L 0 1 lf\f\ 1 
IN IVl U 1 / OO 1 


U Mnin c'inir>nc P\/i-\/ AtPr»ti^»'i 1 nrnfni n PT 19 O O ft A /^PT I900ftA^ m P XI A 

nomo sapiens nypotneticai protein rpjzuuoo ^pi^jzuuooj, miviN/A 


XTA/T 0 1 lf\f\C\ 
IN IVl Ul / OOU 


I — I / -v / \ nxnAA^nA+lfCll "f\TV\"d"£^1 f\ PT 19 1 II ift^ 1 l-T T I9l ll ift^ 1 1AA T? M A 

numo sapiens nypoineiicai proiem iljzuuoj ^rpjzuuoj ^, miviN/\ 


XTA/T 0 1 7A^ft 
IN IVl U 1 / OZ> 0 


P P a \ t 'iiAir>ni.' P\ /i-\/Atl-»r»f 1 r^r«r\+/=»in PT 19 HO ft 1 / P T I900ft 1 ^ m P XI A 

nomo sapiens nypoineiicai piotem rLjzuuoi ^rLjzuuoi j, mtviN/\ 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


XTA/T O 1 7^^^ 
IN IVl U 1 / CO D 


II / a i-»A / a coniAnc pTn^/^+P/=»+ir»o1 nm+Pin PT 1 9 O O 7 ^ / P T 19007^ ^ mPXT A 

nomo sapiens nypotneTicai pioiem ri^jzuu/D ^rLjzuu/D j, miviN/\ 


IN IVl Ul / O J> H- 


U MmM c'ir»ir»nc Ath r»t i 1 nr^Atr»i n PT 19 0077 ^ PT T9007^^ mPXTA 

nomo sapiens nypoineiicai pioiein rpjzuu / j ^rpjzuu / j iniviN.rv 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NMO 17650 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 9A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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IN IVL U L / O l + <l t 


T-Trvmn c^nifnc liwix^ttar'ti ^ 1 ix rntfin PT T900^Q fPT 1900^0"* ml? XT A 
nUILlO Sapiens LiypUILieilCcLl piUlCILL r L^jZ,\J\JD¥ ^rLJZUUJ j/J, LLlLvIN/\ 


TsJA/T 017^49 
IN 1V1 U 1 / OH- J) 


I — I / \ / \ l ' q it i it l ' It t / »t / a ^ It ^~ i / * * i 1 it i~/ \ "f" in 1— <" 1 I90fl , Xi^ / Lh T T9flO , Ni^ S \ wiT?"M A 

nomo SdpLCLlS LiypOLLlCXLL/dL proiem F1^JZUUJ)J) ^rl^JZUUjJ J, LLlLxlN/V 


TvJA/T 017^90 
IN IVl Ul / O J) ¥ 


I— J / a / -\ * - r ^ *-\ i /-> it i ■ It \ j s\4- It ^ 1~ i ^ * o 1 it i*v \ f" in Ih I T900/17 Ih T 1900/17^ ml? \T A 

nOILIU Sapiens LiypUlLlCllL/al proiem rLJZUU4 / ^rLJZUU4/ J, LTLLvIN/\ 


NM 017638 


Homo sapiens hy]3othetical protein FLJ20045 (FLJ20045), mRNA 


ATA/T O 1 7^9 9 
IN IVl U 1 / O J) J) 


riomo sapiens nypoxneiicai pLoiein fljzuuj / (rLjzuuj / niLviN/v 


ATA/T O 1 7/x9 1 
IN IVL U 1 / 0 J) 1 


1-4 / A ITT / \ < ^ J IT 1 ^> IT L 1t^ / »T/A + 1t ^.+ 1 1 ITI'/A + ^I IT T7T I 9 H M ^ ^ / CT1 T9^^'J<^ ITT D XI A 

rionio sapiens ny]3oineTicai pLoieLn r ljzuuj)j) (ri^jzuuj)j) j, niLviN/\ 


JN1V1 UL /oj)U 


rionio sapiens nypotiietLcaL protein rLJZUUj)4 (ri^jzuuj)4j, niKJN/\ 


ATA,T O 1 7/x97 
IN IVL U L / OZ / 


1— I / a itt / \ co«iotic< It a /»t/\+1t ^.+1 / wi 1 »Ti-/\+r^i it T7T 19 (\ /CI I O 9 n \ itt D XI A 

rionio sapiens nypoTiiencai pioiein ri^jzuuju ^ri^jzuu^uj, niKJN/\ 


ATA1 O 1 

IN IVL UL /OZO 


rionio sapiens unaj (risp^uj nomoiog, suuianiLLy t>, memoer iz ^uiN/vjr> lzj, 

ml? XT A 
III fx IN /A 


AJA/T 0 1 7^9 1 
IN IVL U 1 / OZ L 


I — I / \ f>T / "\ *1 IT 1 IT L ' It t / IT / A "f^ It / » * 1 1 IT 1"*/ A 1 IT \—* 1 T9 ^ ^1 1 9 / Lh I T9 f\ C\ 19^ ITT T? "^.1 A 

nunii) sapiens nypotnexicai proiein rLjzuui j ^rLjzuui j j, niLviN/\ 


TsJA/f 017MR 
IN IVL Ul / O L o 


I — I / \ ITT / A i ' O IT 1 f~\ IT L' l^T 7iA ll A4l Ool IT 1"*/ A "i" 1 IT 1—7 T 19 ^1 ^1 ^1 ^\ / Lh 1 19/1^1^1^^\ ITT 1~? "^vl A 

n oiiio sapiens nypoxneiicai proiein ri^jzuuuo ^ri-fjzuuuoj, in rxi> r\ 


AJA/T 017^*17 
IN IVL Ul / 0 1 / 


I — I / a f>T / "\ coi^ionc Itt 7~tx /xtIt o^i o 1 it i'*/ a ^ 1 n 1-71 19^1^"^^!^ C Ih^I 19^1^1^1^^\ iat F? "^vl A 

nomo sapiens nypoineiiL/ai proiein rLjzuuuj ^ri^jzuuuj j, niLviN/\ 


AJA/T n 1 lf\\ ^ 
IN IVL Ul / Ol J 


lTr\TYi/x t'lninnc U\mt\thr>t\(*<A 1 nrntfi n PI 190009 ^ PI T90009^ ml? AT A 

nomo sapiens nypoineiiL/ai proiein ri^jzuuuj) ^rLjzuuuj j, mrxiN/\ 


TsJA/T 01 R9QA 
IN IVL UlOJ 74 


U ntnr4 c 'i i r» n c hx/i^^tlT r»ti 1 nr/Ufin PI T1 1919 / PI T1 1 919 ^ rviP AT A 

nomo sapiens nypoineiiL/ai proiem rLj 1 1 j)h-z ^tlj l l j)h-z miviN.rv 


AJA/f fl 1 89Q9 
IN IVL U10J7J 


nomo sapiens nypoinencai proiem rLj l l j)j)o i^rLj 1 1 j)j)oj, mixiN/\ 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


ATA/T O 1 29 SO 
INIVL U10J07 


nomo sapiens our-iucose iiansporrei i ^r-LJ l ij)zu y i, miviN/\ 


ATA/T O 1 Q^QQ 
IN IVL UlOJOO 


nomo sapiens nypoineiicai pioiem ru 1 1 j) 10 (ri^j l i j) lo j, itllvin/\ 


ATA1 H1 Q9Q/x 
IN IVL U L o J) o O 


nomo sapiens nypoineiicai proiem ri^j 1 1 j)ud ^r-LJ l i j)ud j, miviN/v 


ATA A OQQQ 
IN IVL ULoj)oj) 


nomo sapiens nypotiieiLcai pLotem ri^j i izv4 (rLj i izy4j, iiirviN/\ 


ATA/T H1 Q^QH 
INIVL UlojoU 


nomo sapiens l)iij\d/ ti (/\sp-Ljiu-/\ia-/\sp/riis j dox poiypeptice Zo ( ljljazo j, 

ml? XT A 
III rvlN /\ 


AJA/T 0 1 R97Q 
IN iVL UlOJ) / ¥ 


I — I / \ i->t / *\ cot\i3tic It ^ / »t / a It ^ i / * * 1 1 f \ i"/ a f i it I—/ T 1 1 O Q A / L" T f j 1 7Q^1^\ itt l~? "^.1 A 

nomo sapiens nypoineiicai proiem rLj i izou ^ri_^j i izou j, miviN/\ 


MA/T 01R97/x 
IN IVL ULOJ) / O 


I — I { \ ITT / A CQM1 PT1C It \ I IT / \ "i" It "1" 1 / * O 1 MfAlAITI |h'I f 1 1 97^ f PT 1 1 1 9 7 ^ ^\ "fY^U^VT A 

nomo sapiens nypoineiicai proiem rLj l lz / j ^tlj l lz /jj, mixiN/\ 


TsJA/T 01 897^ 
IN IVL UlOJ) / D 


nomo sapieiis nypoineiicai proiem rLj nz/^t ^tlj i iz /ij, iiLLviN/\ 


TsJA/T 0 1 8974 
IN IVL UlOJ) / i 


1 — I / -V ITT /X C 0"IX1 IT C It \ J IX / A It O 1 IT 1"V A "f" r** 1 IT Ih T 1119 7 9 / Ih I 1(19 79 \ "1X1 T? ^VT A 

nomo sapiens nypoinencaL pioiem flj i iz / j) ^rLj i iz / j>j, mrviN/\ 


AJA/T fl 1 8979 
IN IVl UlOJ) / Z 


I— I / a m i \ cqiiiphc ViTnxr\+Li^+ir»c»1 nr/-\fr>in PT T1 1 9 A O ( V>\ 11 1 9AO\ mP AT A 

nomo sapiens nypoineiicai proiem rLj i izo" ^tlj i izov miviN/\ 


TsJA/T 0 1 8970 
IN IVL UlOJ) / U 


1 — I / x itt / a cqimphc It \ i ix / a "i - It ^ i ^ *o 1 it i"*/ a "f - i it Ih'T f 1 1 9^Q / PT I I 1 9^Q^\ txiT9^VT A 

nomo sapiens nypoineiicai proiem r_Lj i iz^jy ^rLj i iz,jy j, miviN/\ 


1N1V1 U 1 OJ)00 


T— T/xtvi/x CQmpnc 1t \ / it/a^It "i - 1 / * * 1 1 ht*a1" phi Ih I i I 1 990 ( Ih I I ! 1 990^ TnT?~^T A 

nomo sapiens nypoineiicai pioLein rLj i izou ^rr^j i izju iiilvinz-y 


1N1V1 U 1 OJ)OJ) 


I — I / A ITT / A CQ1MAHC It "\ I IT / \ "i" It f** 1 * O 1 IT 1"V \ 1 IT Ih I 1 1 19 99 Ih I ! ( 1 999 \ ITT T? ^vl A 

nomo sapiens nypoineiicai proiem flj i izzz ^rLj i iaaz. j, mrviN/\ 


AJA/T fl 1 89AO 
1N1V1 U10J)OU 


I — I / a itt / \ cotxiouc It \ / it / \ ^" It ^ ^ i / * r 1 1 it i~/ \ 4~ 1 1 a Ih 1 I 1 fi 1 900 /'T-7I 111 90C^ S \ i-\t F? "^vl A 

nomo sapiens nypoineiicai pioiem flj i izuy ^flj i izuv j, mLviN/\ 


AJA/T 0 1 89^Q 

in ivi u i o j) j> y 


I — I / A ITT / A CQfMPnC Ixi 7~IX /X+Ll Z^+l l~* d 1 IT 1"*/ \ + (C» 1 IT 171 f 1 1 900 ^171 ! 1 1 900^\ "tXlT?AT A 

nomo sapiens nypoineLLcai pioLeiii rLj i izuu ^tlj l lzuuj, lillxj_n/\ 


TsJA/T fl 1 89^7 
IN IVl U 1 0 J) D / 


I — I / a itt / \ com^tic It \ / it / a+It r^~i~ i / 1 it I'/A'f^i it 171 T1 1 1 Q/-% / T 11 1 1 O /^i A ixiT?AT A 

nomo sapiens nypoineiicai pioiem rLj 1 1 170 ^rLj 1 1 ivo j, niLviN/\ 


AJA/T 0 1 8 9 ^ A 
IN IVL U 1 0 J) J) O 


1— T/XTYl/X CQ111 PT1C 1t"\ 7~IX /X*^1t C* O 1 IT 1"»/ x f- 1 IT |h I 1111 Q9 ( Ih I 1111 Q9 \ "IXtI?^VT A 

nomo sapiens nypoineiicai proiem flj i i iyj) ^rLj 1 1 lyj) ^, mrviN/\ 


AJA/T fl 1 89^ 
IN IVl U 1 0 J) J) J) 


I 1 1 a itt /x com it f It \ nx/x+li p+ir»o1 nrnf r»i -it PI T 1 1 1 Q 1 / P 1 I 1 1 1 Q 1 \ itt r? AT A 

nomo sapiens nypoineiicai proiem rLj 1 1 171 ^rbj 1 1 171 j, miviN/\ 


AJA/T 0189^1 
IN IVl U 1 O J) J) 1 


I— T/xixi/t com pnc Itt t~ix /x+It r* o 1 t~\ i*/ \i~ ^ i it Ih I S 1 1 1 S9 f Ih I SI 11 Q 9 A txrI?^VT A 

nomo sapiens nypoineiicai proiem flj i i ioj ^rLj ill oj) j, mrviN/\ 


AJA/T fl 1 89 ^O 
IN IVl U 1 0 J) J) U 


I — I / \ ITT / \ CQtMOTIC It \ / t~\ / \4~ It ^ 1 / * r 1 1 tM*A"f 01 "IT IhI II ii 1 Q 1 / PI II I 1 Q 1 \ f\T 1"? "^vl A 

nomo sapiens nypoineiicai proiem flj 1 1 101 ^plj 1 1 1 o i j, miviN/\ 


MA/T 0189J.Q 
IN IVl UlOJ)47 


I — I / A 1">T / A C> O IX 1 £*"IT C 1 1t"\ 7~IX /X^"1t l~* Ct 1 1^\ 1"V A "t" 1 IT Ih I fill 7^ Ih I i I ! 1 7 ^ \ TV>T?^^T A 

nomo sapiens nypoineiicai proiem flj i i i / j ^rLj ill /J)J, mrviN/\ 


AJA/T fl 1 89 A8 
IN IVl Ul OJ^O 


nomo sapiens nypoineiicai proiem jti^j 1 i i / i ^rLj 1 1 1 / 1 j, mr\iN/\ 


AJA/T 0 1 89zL/^ 
IN IVl UlOJOO 


Tl/xfxiiX com pno Itx rtx /x^"1r /^'fi o o 1 it i*v a 1 it Ih I [ 1 i 1 (~\A f Ih I I t ! 1 ^xZl^ tv*T?^VT A 

nomo sapiens nypoineiicai proiem flj i 1 104 ^rLj 1 1 loh- misJN/\ 


TsJA/f 0189zLzL 
1N1V1 U 1 OJ)^-^- 


I I / A ITT / \ CQtM/^MC 1t"\ rtX /X+1t C* O 1 IT 1"* / A £^ 1 IT Ih'T 11 11 AH / Ih T i I 1 1 "tXl T? ^VT A 

nomo sapiens nypoineiicai proiem rLj l i iou ^rLj 1 1 iou j, mr\iN/\ 


AJA/T 0 1 89zL9 
IN IVl U10J)tO 


nomo sapiens nypoineiicai proiem flj l l l j)y ^rLj 1 1 1 j)!7 mrviN/\ 


AJA/T H 1 89zL9 
INIVL UloOH-Z 


nomo sapiens nypoineiicai pioiem rLj 1 1 1 do ^rLj 1 1 1 oj j, miviN/\ 


AJA/T 018998 
IN IVl U 1 O J) J) 0 


I— T/xtx^/"\ CQtMfTic Itt t~ix /x^"1t £±~i"t i~* o 1 TAT'/A'f f»m Ih T I I I 1 /19 Ih'T 1111 /l 9 ^ "ixrT?~^T A 

nomo sapiens nypoineiicai proiem flj i i ihz ^rLj 1 1 ih-zj, mrvLN/\ 


TsJA/f 01899^ 
IN IVl U 1 O J) J) J) 


I — I / a itt / a com ptic It \ j ix /X "f - It r** ^ i / * o 1 ix i"*/ a "f - r** i it Ih'T \ \ 1 1 99 C Ih T SI 11 9 9 ^ -txiT?^VT A 

nomo sapieLis nypoineiicai pioiem rLj l l l j)z ^tlj l l l j)z j, hiivl>/\ 


TnJIVT 01899Q 


Hnmn c^nif nc lT\/t"\^ , \tlTr'tir*^i 1 nrntr 1 ! n PT 11 1 f 1 7 ^PT 1 ( 1 i 1 7^ TnT?^J A 

±±VJ111VJ f>aUlCll& llypVJ LllC/LlL/dl UlVJLC/111 1 J— ij 1111/ 11 LJ 1111/ l ? 111 IV 1 > / A 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1 1 13), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1110 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJ1 1 100 (FLJ1 1 100), mRNA 



(400/104) 



TsJA/r 018^1 f\ 
IN 1VT UIOjIO 


T-TAmn c'lnifnc U\m{\thr>t\(*<A 1 rvrr\+^ir» PT T 1 1 078 ^ PT I 1 1078^ mPXTA 

nomo sapTens nypoinencaF pioiem flj i iw/o ^rLj i lu/oj, inrviNz-v 


TsJA/r o 1 8^ 1 zi 

IN 1V1 U10J14 


I — I / \ itt / \ l ' 0 it 1 it l ' It t / »t / a 1~ It T 1 / * ci 1 it i~/ a 1~ 1 it 1—7 T 111 / Lh" T j! f 1 (\ /--» ^ \ tyiT?"^T A 

riuiiiu Sapiens nypoLneiiL/d.1 proteiii flj i iwoo ^rLj i luoo j, iiirvLNi-v 


tvja/t n 1 8^oq 

1N1VT UIOjU" 


riuiiiu sapieiis nypuiiiCTiL/ai pruiem flj i lu^o ^rLj i iuh-o j, iniviNz-v 


TsJA/T fl 1 8^08 
IN 1VT UIOjUO 


nuino Sapiens nypoTiiexicai pioiem flj i lu^tz ^tlj i iu^z niiviN/\ 


xta/t o 1 8^07 

IN 1V1 Ul O jU / 


nunii) sapiens nypuinexieai pruiem flj i iu^u ^rLj i iuh-u ^i, miviN/\ 


TsJA/T fl 1 8^0 A 


I — I / A ITT / A COMIOtlC It \ / tT / A It ^ "1" 1 / * r 1 1 tM*/A"f Oltl l-i T" f ^ 1 C\'^. ^\ ( I— < T I i 1 ^ /--v \ tTT l~? "^vl A 

nomo Sapiens nypotneiiL/ai proiem flj i iuju ^flj i iujo j, miviN/\ 


TvJA/T 0 1 8^04 
IN 1VT WlOJ KJ^-r 


T-r ntY1 n cqhiphc ViTrr\r\+Vip»+ir»Ql nrn+pin PT T1 1 H9Q ^ PT [ 1 1 H9QA mDAT A 

numu sapiens nypuiiieiieai pruiem flj i luzy ^rLj i luzy j, niivrN/-v 


TsJA/r n 1 8^09 

IN 1V1 UlOJ UZ 


nomo Sapiens nypomeiicai proiem vl^j i iui / ^r;i^j 1 iui / j, miviN/\ 


MA/f 0189QQ 
1N1VT UIOZ77 


I— I / a itt / a car\i auc Itx i t~\ t r^ki 1 tT \ f - ^ 5 n PT T1 1 fl 1 1 / P T I 1 1 M 1 1 \ rnT? \T A 

nomo sapiens nypomeiieai proiem rpj 1 101 1 ^rLj i iui i j, miviNz-v 


TsJA/T 018907 

in tvt u 1 oz.y / 


nomo Sapiens pepiiQe.iN-giycdnase similar to yeaST iInui ^ilj i iuuz) miviNz-v 


TsJA/T 01890/^ 


I — I / A ITT / A CQTM It "\ 7 IT / A "f" It f 1 ^ * O 1 IT f 1 / A "f" ^ 1 IT PT T 1 1 ^OZl f PT S f 1 OOZl^ "tnT?^VT A 

nomo sapiens nypomeiieai proiem rLj i iuuh ^rLj i iuoh- j, miviNz-v 


TsJA/T O 1 89QA 
IN TVT U 1 oZy^f 


Lr ntnn cQniptic ViT/r\r*+Vi^+ir»ci1 nrn+pin PT 110008 ^Pl T1flOQ8^ mRM A 

nomo Sapiens nypoTiieTiCai pioiem rLj tuwo ^ri^j TU770 j, miviN/\ 


TsJA/T 0 1 8909 
1N1VT U 1 0Z7Z 


nomo sapiens nypoineiiL/ai proiem rLjiuyov ^rLj iuvo^/J, miviN/\ 


XTA/T fl 1 8980 
iNivi u 1 0Z07 


I_J , a itt ^ c'ii-\ir'nc lT\/rwAflTr»f if 'i 1 i-\r^ tr»i n PT T1 HQ7Q ^ PT I 1 ^070^ itt P KI A 

nomo Sapiens nypomeTiedi pioiem rLj i\jy /¥ ^ri^j tu" /vj, miviN/\ 


1N1V1 UlOZOO 


nomo Sapiens nypoineiicai proiem rLj ivy / d ^flj \.Kjy / j miviNz-v 


TsJA/T 0 1 897Q 

in ivi u 1 oz / y 


nomo Sapiens nypoineTit/ai proiem rLj tu7ju ^r;i^j iKjyjo j, miviN/\ 


TsJA/T 0 1 897^ 


T— 1 1 \ itt i \ c 'i it i r» n c 1t\/it^ tlT^ti ^ 'i 1 nrntfi n PT I 1 H09 ^ ^ PT I 1 H09 ^ mD\I A 

nomo Sapiens nypoineiiL/ai proiem rLjTuyzj ^rLj tuvzj miviNz-v 


mm fl 1 8971 

1N1V1 KJ 1 OZ / T 


T — T { A ITT / A C V.! IT 1 IT t? Tt \ /" IT / A f" It r»o1 IT 1"* / A "f" 1 IT PT 1 1 O Q 1 / p" T i 1 f\ Q 1 /r \ fTT T? A 

nomo Sapiens iiypoiiieiieai pioiem rpjiUyTo ^-ti^j luyioj, nrrviNz-v 


TsJA/T 0 1 89/^zl 
IN 1VT U 1 0Z04 


I — I / A ITT / X Itt T~t~\ /T"^"1t t~* C1 1 IT l~/ A ^ 1 IT Ih T 1 1 0000 C Ih T il 1 OQOO^ TV* 1? A 

nomo sapiens nypoineiicai proiem r l^j ivyw ^rLj luyuuj, miviNz-v 


TsJlVT 0189^1 
IN IVI U 1 OZO 1 


T T / A ITT / A C QUI IT C 01 "* ^ 1 1 \s- p*. ( C! Th ^ \ -|TT T? ^vT A 

nomo Sapiens oeej-iiKe ^ o ca^ j mi\jN/\ 


TsJA/T 0 1 89£»0 
1N1V1 U T OZOU 


I — I / "v ITT / "\ i ' * 1 »T 1 f^L IT L ' It \ / IT / A ^ It f 1 / > * 1 1 tTT*n'f 01TI I— <" T | 1 08 01 / 1—7 T 1 T 08 01 A ITT A 

nomo Sapiens nypoineiiL/ai proiem rLjTuoyi ^rLj tuovt ^i, miviN/\ 


TvJA/f n 1 89^0 

in tvt u 1 ozj y 


T-Tnmn ciinipnc h\/t~\(\thr*t\(*'A\ r^ro+^iri PT T 1 0800 f PT T1 0800^ m R NI A 

nomo sapiens nypoiiieiieai proiem rLjiuoyu ^rLj luoyuj, miviNz-v 


MA/r n 1 89 ^0 

IN IVI U 1 OZZ) KJ 


T-Trvmrv cQnipnc 1t\/it^ tlTr»ti ^ -i 1 tTr^ tr»i n PT T10871 ^ PT T1087^ mDAI A 

nomo Sapiens nypoineiiL/di proiem rLj iuo / 1 ^rLj tuo / 1 j, miviN/\ 


TsJA/T 0189J.8 
1N1V1 KJ T OZtO 


I — T / A ITT / A C CI IT 1 IT C It \ J IT / A + Tt AT1 Pol IT 1"*/ A "f" r** 1 IT Ih T 1 1 O 8^8 / 1— ( T 1 1 O 8 ^\ 8 ^\ fTT T? A 

nomo Sapiens nypoiiiencai proiem rLj tuojo ^rLj tuojo j, miviNz-v 


XFA/T 01 8947 
IN 1VT KJ T OZ4 / 


T-Tr\Tnn cqiiiptic 1t\/i^^ tlTr»ti ^ ci 1 tTr^ tr»i n PT T 1 O 8 ^ A ^ P T T1 08^/r^ mRM A 

nomo Sapiens nypoineiicdi proiem rLj tuojo ^fi_^j tuojo j, miviN/\ 


TsjA/f f) 1 89 A.f\ 
IN IVI U 1 OZHO 


T— I ( A ITT / A C CI IT 1 r» IT C It A TT\ C\\\\ C±\\ r» Ct 1 IT rV"\t~P» 1 IT PT T1 O 8 ^ ^ ( PT T1 08"^^^ ITT T? A 

nomo Sapiens nypoiiieiieai pioteiii rpj tuojj pj tuojj j, iiii\j_n/\ 


TsJA/T fl 1 894^ 
IN IVI KJ T OZ4j 


I— I / a itt / a conipnc T»-\ tt^/^tP a+i r»o 1 r\rn+pin PT T1 08/10 P T T1 O 8 /I O \ itt T? ^.1 A 

nomo Sapiens nypoineiiL/ai proiem rpj tuom-" ^rpj tuo^v ), miviN/\ 


TsJA/T 0 1 89^8 
IN IVI KJ T OZj 0 


PT ^ a itt / a c ci i-\ i r»n c T»Tn^r\+Tt<=»+ir»Ql r\^r\+<^ir» PT T1 0849 fPT T10849^ m 17 NI A 

nomo Sapiens nypoinencai proiem rpj tuoh-z ^rpj tuoh-z liirviN /\ 


TsJA/T fl 1 89^^ 


I — I / a itt / \ co"niotic It ^ / it /at It ^t i / * r i 1 »t I - */ at i it P^T 1 1 O 8 ^ O / 1-7 T \ 1 ^"^8^0^ itt F? "^vl A 

nomo Sapiens nypoineiiL/di proiem rpj tuoju ^rpj tuoju j, miviN/\ 


TsJA/T 0 1 89^4 
IN 1VT KJ T OZj H- 


U n m n t'lnipnc h\mt\ihr>t\(*<A 1 nrntpi n PT T1 0890 ^ PT T1089Q^ tyiDAT A 

nomo Sapiens nypoineiieai proiem rLjTuozy ^rLj iwozyj, miviNz-v 


TsJA/r n 1 89^ 1 

IN IVI U 1 OZj 1 


Uninn ccinipnc K\/i-»f r»t i ^ ci 1 n tr»i n PT T1 08 1 ^ ^PT T1081^^ m F? Kl A 

nomo Sapiens nypoineneai proiem rLJTUOT j ^rpj tuotj iinviN.rv 


TsJA/T 01 899 Q 
IN 1VT U 1 0ZZ7 


I — T / A ITT /A C CI IT 1 i^t IT C It \ J IT / A It \~ 1 / » O 1 IT 1"/ A 1 TT 1—7 T I 1 O 8 1^ / Ih T I 1 O 8 1^^ "ITT T? A 

nomo Sapiens nypoiiieiieai proiem flj tuot j ^rLj tuoij j, miviNz-v 


TsJTV/T fl 1 899 8 
IN IVI U 1 OZZ 0 


T4nmn cinipnc 1t\ /i-»^f It r»t w»ci 1 rrr^f r»i it PT T1 08 1 1 ^ PT T1081 \ \ tttT?AJ A 

nomo Sapiens nypoineut/ai proiem riuj tuot i ^rLj tuot t mTviN/\ 


TsJA/T O 1 8997 
IN TVT U 1 OZZ / 


T-lnmn c ci it i r» n c ViTrr*r\+Vi^»+ir»c»1 ♦Tr/Atr'i n PT T1 0808 ^PT T10808 ^ tviT?XT A 

nomo Sapiens nypoineiicai pioiem rLj tuouo ^ft^j tuouo mTviN/\ 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


TsTA/T H 1 8999 
IN TVT U 1 OZZZ 


nomo sapiens paivm, aipna \r akv aj, mrviN/v 


XTA/T O 1 899 1 
IN1V1 UloZZT 


nomo sapiens enromosome z open leaamg name o v^zoiioj, miviN/\ 


AJA/F O 1 89 1 A 
INiVT UloZTO 


I_J / \ itt / \ coniatic It a 7 it / \ ^ It r-»T i c» o 1 nrA+ain PT T10T89 / P T T 1 Q O \ »tt DMA 

nomo sapiens nypoineticai proiem ri^jiu/oz (rLj iu / ozj, mKJN/\ 


TvTA/F O 1 89 1 < 
IN1V1 UloZlj 


PT/^ttt/t conifmc It w it / a + It 1 / » ci 1 »Ti-/Af it PT T1078 1 / P T T1078^ itt F? XI A 

nomo sapiens nypoineTicai pioiem r l^j i u / o i ^ri^j 1 u / o i j, itttvlna 


ATA /F O 1 Q 9 1 A 
TNJV1 UloZ14 


nomo sapiens L/vr (leucme-ncn repeats ana ruz,) ana no rL)Zj protein (t^/ajnuj, 

rviT?XT A 
III Iv In f\ 


xTA/r 01 89 1 0 

IN 1VT KJ T OZ 1 KJ 


T-Tr\TYirv c'inipnc ViTrr\r\+Vi/=»+ir»ci1 nrMfpin PT T 1 07A0 PT I 1 07A0^ itt P NI A 

nomo sapTens nypoTneTTCaT proTem rpj tu /oy ^rpj tu /o" mTviN/\ 


TsJA/T 0 1 8908 
IN TVT KJ T OZUO 


T — T / A ITT / A CQ111P>MC" Tt A J IT / A "i" It 1 * CI 1 |T 1*/ A "f" 1 IT PT 1 1 07^x1 / 1—7 T 1 1 07^x1 \ TVlT?^VT A 

nomo sapTens nypoineiiC/ai proiem f l^j t u / o t yr t^j t u / o t j, mTviN z-v 


TsJA/r fl 1 890^ 
IN IVI KJ T OZUj 


1 — 1 / A ITT / \ i r J »-\ -1 /-> -|T O It \ 7 »T / A 4" It "d" 1 C* O 1 »T 1"*/ A 1 TT F-7 1 1 1 O 7/1 8 / F-7 I | 1 (\ 1 /I Q \ tTT 1? V»I A 

nomo sapiens nypoineiicai proiem rLj tu /h-o ^rpj tu /h-o mTviN/\ 


TvJA/T 0 1 890 1 
IN TVT KJ T OZU 1 


I — T / a itt / a com ptic It \ j it / \ "f - It ^ i ^ * ci 1 it \i~ i it PT 1 1 07/1^ / F-7 T 1 1 07/1^^ tv*T?^VT A 

nomo sapTens nypoineiiL/di proiem rLj tu /h-j) ^rLj tu / ho j, mTviN/\ 


IN IVI U10 177 


Hmmn Qanipn«i h \rt^nthptira1 nrnfpin FT T107^8 fFT T107^8 i mT?T\TA 

J77LVJ111VJ &aU!C711?) 11 y UVJ L11C LlCai piVJLClll 1 1_/J 1W / J)0 \± LJ 1\J / JO 1, 111 I v 1 N 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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TsJA/r 01818^ 
In 1 VI UlOlOJ 


T-TAmn c'lnifnc U\mt\thr>t\(*<A 1 r% rt\tr*\ n PT T10701 ^ PT T10701^ mDMA 

nuniu sapiens nypuineiic <xv piuiem flj iu/ui ^rLj iu / ui j, miviN/\ 


ATA/L 0181 89 
IN 1V1 UlOl OZ 


I — I / \ / a l ' q it i it l ' It t / »t / \ -f- It r-\ ^~ i / * * i 1 c\ t"/ a f in 1— <" 1 1 1 0700 ( \—* T l{ 1 f"^700^\ wiT?~^T A 

numu sapiens nypuinencai pruiem flj iu / uu ^tlj iu /uu rniviNi-v 


TvJA/L 018181 

IN 1V1 UlOlOl 


T— T/^TYl /A C Ct 1 £±~t*\ C 1 P \ J IT / A "f~ 1^ ^ i~ 1 ^ * O 1 IT 1*V A f" in PT 1 1 0^\Q7 i PT I 1 0^x07^ "1TtI?^VT A 

nuniu sapiens nypuiiieiic di pruiem flj iuoy / ^rLj luov/ j, miviN/\ 


ATA/L 0181 7 A 
IN 1V1 UlOl / O 


I — I / a itt / \ com amc \\~\ ty\ r\\\\ r* o 1 it i~/ a in P" T 1 1 0^x7^ / p" T \ 1 0^7^^ fv^T?~^T A 

nuniu Sapiens nypoineiicdi pioiem flj iuo /d ^tlj iuo /zjJ, iiiiviN/\ 


TvJA/L 0181 7zt 
IN 1V1 UlOl / H- 


T — I / -v I-*"* / -\ o r"j i^\ i n o ^ * P 1"» / \ 1AT /A C / \ ITT Z3i 1 Q / A it it T*£*0 / 1 1 IT ( T Pl"*0 ITT ( 1 Q / \ 1"*P ^ \ ITT T? A 

nuniu sapiens l iiruiiiusunie iy upen reading irame j ^ i yurij mix in /a 


ATA/L 0181 7^ 
IN 1V1 UlOl / J 


nuniu Sapiens nypuinencai piuiem flj iuooj ^rpj iuooj j, miviN/\ 


MA/t 0181 79 
IN 1V1 UlOl / Z 


1 — I / x itt r\ c o it i it c It a ^ it / a "i - It /~*ct 1 it i"*/ a "f - i it P T 11 f\ 1 / p T I 1 (\ 1 \ itt ^vT A 

nuniu sapiens nypuineiieaL pruiem rLjiuooi ^rLj luooi j, miviN/\ 


ATA/L 0181 70 
IN 1V1 UlOl / U 


nuniu Sapiens nypuinencai pruiem pi^jiuozjo ^rpj iuojoj, mixiN/\ 


TsJA/L 0181^8 
IN 1V1 U 1 0 1 0 0 


U n m i\ canipnc Vixrr\r\+liP»+ir»Ql ntv^tr»i n P T 11 OA^O ^ P T TIO^t^O^ mPTsJ A 

nuniu sapiens nypuineiieaL pruiem rLjiuoju ^rpj iuozju^i, miviN/\ 


ATA/L 0181 f\l 
IN 1V1 U 1 0 1 0 / 


PI i a itt i \ conipnc lT\/rwA+lTr»tw»'i 1 nm+pin PT T1 OAzl8 ^ PT T1 0^»ZL8^ tnT?\T A 

numu Sapiens nypuineiicai pruiem flj iuoh-o ^plj iuoh-o j, mixiN/\ 


TsJA/L 0181 f\f\ 
1N1V1 U101OO 


I — I / A ITT / A It a 7 IT / A "f" It ^ 1 ^ * ' 1 1 IT 1"/ A "f" ^ 1 IT f7T ] 1 0/^\/17 ( PT i 1 0^x^17^ "1Tt1?^VT A 

numu sapiens nypuinetiedi pruiem r;i^j iuoh / ^rLj iuoh-/ j, miviN/\ 


ATA/L O 1 8 1 fJX 


I — I / \ ITT / A i ' ^1 IT 1 IT L ' P A / IT / \ + \'\ i~ft- 1 / 1 IT 1"/ A "f ^ 1 IT p T I 1 f\ ^2 A ( p T T 1 C\ ^2 yi \ ITT F? N.1 A 

nomo Sapiens nypuinexiC/ai piuiem rLj luoj't ^rLj iuo-j^j, mixiN/\ 


ATA/L 0181 ^7 
IN 1V1 UlOl J / 


I — I / a itt / a comonc 1 It a i it / a It i / * r i 1 it i~/ a i it 1— <" T i 1 0^x90 / \—i T S 1 0^x90^\ itt A 

numu Sapiens nypuineneai pruiem flj iuozu ^rpj iuo^cu j, miviN/\ 


ATA/L 0181 ^£ 
IN 1V1 U 1 0 1 J O 


I I s a itt / a L' '1 it i it f It \ r it / a It a-fir»n1 t"\r/\tr>i it P T I 1 HA 1 Q ( P^ T T 1 O/^ 1 Q\ itt r? A 

numu Sapiens nypuinencai pruiem rpjiuoi" ^flj iuoivj, mixiN/\ 


TsJA/L 0181^ 
IN 1V1 UlOl JJ 


T-r nTYm c 'i it i r» it c V»A^r\^+Vi^+ir»ci1 nrn+pin PT T10A18 ^PT T10^r18^ mT?TsJ A 

numu Sapiens nypuineiicaL pruiem rLjiuoio ^rpj iuoio miviNjrv 


ATA/L 0181 ^zL 
IN ivl U 1 0 1 J *t 


nomo Sapiens nypoxneiit/ai proiem flj iuouh- ^flj iuouh- j, miviN/\ 


ATA/L 0181 ^O 
IN 1V1 UlOlJU 


PPa,tt/a c 'i it i r» n c 1t\/it^ AtlT^ti 1 tTr/Afoi n P T T1 O^Q7 ^ PT I 1 O^^Q7^ mD\I A 

numu Sapiens nypuineiiL/ai pruiem r;i^j tuj" / ^r;i^j iujy / miviN/\ 


AJA/L 0181J.Q 
IN 1V1 U 1 O 1 


I — 1 1 A ITT / A C '1 IT 1 ^ IT C P \ f IT / A f~ P /"» 1~ 1 / » T 1 IT I""/ A f" 1 IT PT f 1 0^87 ( P T ! 1 0^87^ ITT T? AiT A 

numu Sapiens nypuineiieaL piuiem flj iujo / ^tlj iuz>o / j, miviN/\ 


ATA/L 0181 zl8 
IN 1V1 U10140 


I — I / A I^T / A CQtMATIC Itt T~t~\ /T^"1t t~* C1 1 IT 1~/ A 1 IT T7T I 1 O ^ 8 ^ C Ih T ii 1 O ^ 8 ^ \ -|TT T? AT A 

numu Sapiens nypuineiiCaL pruiem fi^jiuzjoj) ^r;i^j iuzjOj) mivLN/\ 


AJA/t 0181 zl^i 
IN 1V1 U 1 O 1 t-O 


I — I { A ITT / A CQtMPtlC P \ [ IT / A "f" It 1 / * O 1 IT 1"V A "i" 1 IT p" T i 1 0^8 1 f PT 1 1 0^8 1 \ in T? AT A 

numu Sapiens nypuineiieaL piuiem pi^jiuzjoi ^-ti^j iujoi j, iniviN/\ 


ATA/L 01 8 1 zl ^ 
IN 1V1 UlOl J 


I — I / A 1">T / A i ' * 1 »T 1 IT L ' It A / IT / A ^ It ^ 1 / * r 1 1 "ITTTl'f 01 "IT I— < T f 1 0^70 / Lh T 1 1 0^70\ V\T 1? "^T A 

numu Sapiens nypuineneai pruiem flj iuj /y yVL^j i\jd /y )^ rntvLN/\ 


AJA/t 0181 zl^ 
1N1V1 U101HO 


PJ/AiTT/A cQnipnc U\mt\thr>t\{*<A 1 it rt\tr*\ n PT T1 0^79 ^ PT T10^79^ mPATA 

numu sapiens nypuineiieaL pruiem flj iuj /z ^flj lkjd / zj, mixiN/\ 


TsJA/L 0181 zLO 
IN 1V1 U 1 O 1 H-U 


I — I / A 1~>T / A CQtMf»MC It \ / IT / A'^lT/^'fl/*'^ 1 IT 1"/ A ^ ^ 1 IT p T T 1 f\ ^ ^ / p T T 1 ^ ^ ^ \ -|TT T? AT A 

numu Sapiens nypuineiicai pruiem flj iujoj ^tlj iujOj in is. in t\ 


TsJlVT 0181^0 
IN 1V1 UlOl J7 


I — I / A ITT / A CQ1MPHC P \ j it / A "i" It r** "1" 1 / * O 1 IT 1"*/ A "f" r** 1 IT p T f 1 O^^x^ / 1— ( T 1 1 0^/~v ^^\ ITT T? "^.1 A 

numu sapiens nypuineneaL pruiem flj iujoj ^flj iujoj j, miviN/\ 


AJA/L 01 81^8 
IN 1V1 UlOlJO 


PI i ~\ itt i \ c 'i it i r» n c 1t\/it^ AtlTr»ti 1 tTr/Atr»i n PT T1 O^^O ^ PT I 1 O^^A^^ rWQ AT A 

nomo Sapiens nypoineiicai proiem flj iujou ^rpj iujou j, miviN/\ 


TsJ A/t 0181^9 

IN 1V1 UlOl JZ 


I — T { A ITT / A CQt\1PHC P \ / IT / A "f" It ^ "t" 1 ^ * O 1 IT VI \\ IT p T I 1 O ^ Zl ^ / p T ( 1 O^ZLx^ ITT T? "^.1 A 

numu sapiens iiypoiiieueai pioLeni rpj iujhj pj iujh-j j, iiiiviN/x 


ATA/L 01 8 1 7 O 
IN 1V1 UlOl jU 


I — I / A ITT / A CQMIOnC It A / IT / A ^" It 1 / * r 1 1 »T 1"*/ A 1 IT 1— < T 1 1 O ^ ^2 O / 1— < T [ 1 ^^^^O^ m A 

numu Sapiens nypuinexiL/ai pruiem flj iuj jy ^rpj iuj j>y miviN/\ 


XT A/t 01 8 1 9 Q 
IN 1V1 UlOl Z7 


nuiiiu isdpiciis nypuiiictiL/ai pruiem r l^j iuddj yrL^j jd )^ iiirvi\ i\ 


ATA/L 01 8198 
IN 1V1 UIOIZO 


numu Sapiens nypuinexiL/di pruiem flj iuj jh- ^tpj iuj jh- itiivin/\ 


TsJA/T 01 8 1 9 f\ 
IN 1V1 UlOl ZO 


PT / a itt / a innipnc h\mt\ihr>t\(*<A 1 nrntfi n PT T10^9^ / PT T10^9^A rv»P AT A 

numu Sapiens nypuineiiedi pruiem rLjiujzj ^rLj iujzj j, miviN/\ 


AJA/L 01819^ 
IN ivl UIOIZJ 


Uninn c'lnifnc ta\/r»^tlT r»t i 1 it r^tr»i n PT T1 0^9 1 ^ PT T10^91^ mPATA 

numu sdpiens nypumenedi pruiem rpjiujzi ^rpj iujzi j, miviN/x 


TvJA/T 018191 
IN ivl UIOIZI 


I — I / a itt / A com atic It \ j it / a "f - It \~ \ i * *^ 1 it i"/ a "f" i it Ih T f 1 O^ 1 9 PT ! 1 O^ 1 J \ -ittT?^VT A 

numu Sapiens nypuiiieiiedi pruiem flj iuj iz ^rLj iuj izj, miviN/\ 


ATA/L 0181 18 
IN 1V1 U 1 0 1 1 0 


PT^m^ CQnipnc \wwc\\\\e±\\n'x\ nrnTpin PT T1 0^08 ^PT T10x08^ tnPAT A 

numu sdpiens nypuinexit/ai pruiem jtjL/J iujuo ^rpj iujuo j, miviN/\ 


TvJA/T 0181 1 ^ 
IN 1V1 U 1 O 1 1 J 


T—T /a itt / a cani auc It a ^it ^ a It ^> + i ^ » o 1 it w a i it PT T1 OZLQ8 ^PT T1 OZtQ8^\ rnD AT A 

numu Sapiens nypuineneai pruiem flj iut-vo ^rLj lu^yo ^i, miviN/\ 


ATA/L 0181 1 ^ 
IN 1V1 UlOl 1 J) 


I — I / A ITT / A L ' '1 IT 1 £^ IT L ' 1 1 »T / A / "* r 1 1 1 IT 1 IT "f" 1" r l/*^"1 IT (T ITT f~*L ITT l^A 1"^ 1 IT / » f~\ »T / A 1" / T J \ /T \ "ITT 1? AT A 

numu sdpiens iipuL/dim-mierdL/img meniDidiie recepiur ^i^iiviivj, miviN.rv 


TsJA/T 018111 
IN 1V1 U 1 O 1 1 1 


T-Tr\Tnr\ CQnipnc 1t\/it^ aFIt r»t i 1 tTr^toi n PT T1 OzLQO ^ P T T1 OzlQO^ mT? AT A 

numu sdpiens nypuineneai pruiem rLj lu^tyu i rpj iut-"u j, miviN/\ 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


ATA/L O 1 8 1 OQ 
IN IVL UlOlUy 


PT/aitt/a coniAMC It a mt / a t It r-»f i o 1 iTi-^Af r»i it PT I 1 O/l ^ A / P T T 1 (\A S2A^ rv»T?ATA 

nomo sapiens nypoineticaL pioiem ru lu^oo (tlj lu^ooj, inrviN/\ 


TvTA/T O 1 8 1 08 
1N1VL U 1 O lUO 


PP A ITT / A CO«i^HC P A / »T / A + K I / »0 1 »T1-/A + /^I IT PT T1 O/l 8^2 / P T T 1 C\A Q1\ ITT D AI A 

nomo sapiens Liypotneticai pioiem ri^jiu^oj ^ri^j iuh-oj j, mixiN/\ 


ATA A O 1 Q 1 O ^ 
IN IVL ULoLUJ 


nomo sapiens nypoineticaL protein rLJ 1U4 / / ^rLJ 1U4 / / j, mKJNA 


ATA/L O 1 8 1 O/l 
IN IVL UlOlUH- 


T-J^^TT/T CQM1011C P A ^»T/A + P ^.+ 1 1 IT PT T1 O/l 7/1 / PT T 1 O/l 7/1 ^ ITT D AI A 

nomo sapiens LiypotLieTicaL pioiem ru iu^ /4 (rLJ iu^ /^j, miviN/v 


ATA/T O 1 80GA 
IN IVL ULoUyO 


nomo sapiens nypoineticaL protein similar to d eta-trans Qucm tamiiy ^lj lu^jo ), 

rviR AT A 
111 IV IN /\ 


TsJA/T 0 1 80Q^ 

in ivi u i o vyj> 


I — I / A I^T / A CQMIOtlC It A / IT / A "f" It ^" 1 / * * 1 1 lAI^/A'f 01 "IT I— < T i 1 O/l ^ O ( 1— < T 1 1 ^"^/l ^O^ ITT T"? A 

numu sapiens nypuinencai pruiem flj iuh-ju ^rpj iuh-ju miviNi-v 


TvJA/T 01808Q 
1N1V1 UIOUO" 


I — I / A ITT f\ O QtM r** IT C It \ 7 IT / A It \~ 1 / » O 1 IT 1"/ A "f" 1 IT PT i 1 O/L 1 ^ PT 1 1 O/L 1^1 ITT T? ^VT A 

numu sapiens nypoinencaL proiem flj iuh-i j ^rLj iuh-i j j, miviN/\ 


TsJlVT 01R08& 
1N1V1 wiowoo 


TTmmn Qanipn<i h\n"»nthptira1 nrntpin FT T1 0zL08 TFT T10zL08^ mRTvJA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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TvT\/T O 1 QH77 
1N1V1 U 1 OU / / 


T- T / \ , A ,, o it i r^iT l Itt nT./T+1r^+i/-»o1 iTi-/\ + /-»i it PT 110177 / PT T10'}77^ m D\T A 

nomo sapiens nypotnetical piotem ru iuj / / (^rLj iuj / / j, mKJN a 


O 1 QH7 1 
JNIVL U 1 oU / 1 


nomo sapiens nypotnetical protein rLj iuo.j / (r-LJ iu.j.j / j, mKJN a 


TvTN/T O 1 QHAQ 
1N1V1 UloUOo 


riomo sapiens iiKeiy onnoiog 01 mouse piwi iiKe nomoiog i (urosopnna j-iiKe 

rFT T101^1^ tyiRTsJA 


TsJA/T m 80^»7 

1M IVI UlO UD / 


nomo sapiens nypoinetiL/ai proiem rLjiujju ^-ti^j iu^du^i, mivLN/\ 


1N1V1 U 1 oUOO 


nomo sapiens nypoineiicai pioiem rLJiuj'tv ^tlj luj^yj, miviN/\ 


xta/T o 1 80/^ 

1N1V1 UloUOI) 


nomo sapiens nypoiiieticai pioiem rLj iuj4o ^tlj iuj^o j, mrviN/\ 


TsJA/t 0180^1 
in ivi uio uo i 


I — I / a itt / a coiTii/^iTC It \ j it / a "i - It r** ^ 1 / * 0 1 it t"*/ a "f - 1 it Ih T I 1 OI^H C f7X 1 1 OHO 1 itt I? "^.1 A 

nomo sapiens nypomeiieai proiem rL^j iuj ju ^tlj iuj?j>u j, miviN/\ 


tsja/t n 1 80^a 

IN 1V1 UlO KJD O 


P1/t-itt/^ l' »t I r^n c Itt rr^/r+lr r»o 1 it n \t f^* \ it PT T1 O 1 1 ^ / p I T1 (\ 1 -C\ tttT?~\J A 

nomo sapiens nypoineiicai proiem rLj iuj iz) ^-ri^j ij miviN/\ 


TsJlVT 0180^ 
in ivi uioujj 


|_[ nmn c'lnifnc lT\/i^i^tPr»tii»'i 1 it ri^tr^i n PT T1 01 1 A /PI TIOIIzL^ mT?l\T A 

nomo sapiens nypoineiieai proiem p.lj iuj) 14 ^rLj iuj) A4j, miviN/\ 


IN IVI UlO U^+ 0 


1 — I / A ITT / *\ DQIMAT1C It \ / IT / A It ^ 1 / * '.1 1 IT I - */ A 1 IT p" I I 1 O0Q0 / p" I f 1 OOQO^ TTT T? 'A\T A 

nomo sapiens nypoineiicai proiem rLj iuzvz ^pi_^j iuzvz miviN/\ 


TsJA/t 0 1 804^ 
IN IVI UlO U^tJ 


1 — I / \ ITT / A CQtM It \ 7 IT / \ "i" It "d" 1 /" * O 1 IT 1"*/ A "i" 1 IT \—* I 1 1 O 0 7 ^\ / 1— I |[ 1 AO ITT I~? "^vl A 

nomo sapiens nypoxnencai proiem rLj iuz /o ^rLj iuz /o^, iiirviN /\ 


TsJA/T fl 1 8OA0 
IN IVI UlO UH-Z 


1 — I / A ITT / "\ COMIOnC It ^ / IT / A ^" It 1 / * * 1 1 »T I'*/ A "f" 1 IT P^T 1 1 O 0 O / 1-7 I | 1 AO Afl^ ITT F? "^vl i\ 

nomo sapiens nypoxnexiL/ai proiem rLj iuzou ^rpj iuzou j, nriviN/\ 


TsJlVT 0 1 80^7 
1N1V1 U 1 OUj / 


nomo sapiens nypoineiieai proiem rLjiuz^^ ^rLj iuzh-h-j, miviN/\ 


IN IVI UlO U J) o 


y nTYin c 'i it i r» n c Itt/it^/It r»ti ^»'i 1 nrnlpin PT I 1 OO AO /PI I 1 O0A0^ mPXT A 

nomo sapiens nypoineiiL/ai proiem rpj iuzh-z ^p_lj iuzh-z miviN.rv 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA 


TsJA/f o 1 8 no 7 
IN IVI UlO UZ / 


T-T/rrvi/^ CQnipnc It\ /iT/Af i^»'i 1 iTi-/-v+^i it PT T1 OO 1 O /PI I 1 /VO 1 (\ \ itt D\l A 

nomo sapiens nypoinencai pi oiem r l^j i uz i u \ r i_^j i uz i uj , mrviN /\ 


\TAyr n 1 8 H7 /I 
JNIVI UloUz^f 


PI /a itt /\ coniatic Itt rtr>^v+1r r»o 1 »ti-/a^ r^i it PT I 1 MOM/1 /PT T1MOO/I\ itt T? NI A 

nomo sapiens nypoineticai pioiem ru iuzU4 (rLj iuzu4 j, mKJN/v 


XTA/T O 1 8 no 0 
1N1V1 UloUZZ 


1— T/^v-itt * x ' i »t i -»t in P-i / »t / x + It a~i"t /-»o1 / x 4- i -it T7 1 T 1 O 1 Q Q / T7T T 1 O 1 QQ\ -itt 1? ^vT A 

nomo sapiens nypoineiicai pioiem ri^jiuiyy (rLjiuiyyj, miviN/\ 


AJA/T O 1 801 7 
IN IVI U 1 O U 1 / 


nomo sapiens nypotneTicai proiem r l^j i u i oo ^r-LJ i u i oo miviN/\ 


a.ta>t o 1 en 1 /i 
JN1VL UloU14 


nomo sapiens rs-cen ^i^i^/ lympnoma i ij\ (zmc imgei piotemj (rSLA^i iaj, 

11 1 IvlN /A 


TsJA/t 01801^ 
IN IVI U 1 O U IS) 


U n m n t-'inifnc h\n~\(^thr*t\(+<A 1 it ivAtr'i n PT T101^Q /PI I 1 M 1 ^sCM mPXTA 

nomo sapiens nypoineiieai proiem r l^j iv ijy ^rLj iui s>y)^ itit\jn/\ 


tsja/t n 1 801 o 

IN ivi U 1 O U 1 Z 


nomo sapiens nypoinencai proiem rLj iui j / ^pi^j iui j / j, miviN/\ 


MIVT 0 1 800^ 
IN 1V1 UlO UUJ 


PI { A ITT / A C '1 IT 1 r^1T C Itt 7~I^/T+1t P+1Pq1 IT 1"/ A f" 1 IT PT T 1 O 1 Q / PT T 1 O 1 d\ ITT 1? "\J A 

nomo sapiens nypoinencai proiem rpj iui J7 ^tlj iuij>j/J, miviN/\ 


1N1V1 U 1 / 77(3 


U AtYm c'itTir»nc Itt/it^ AtlTr»+w»'i 1 tTr^ Atr»i n PT T101 10 / PT T101 1 0^ mD\T A 

nomo sapiens nypoinencai proiem rLj iui iu ^rpj iui iuj, miviN/\ 


TsJA/t 017QQ/^ 

in ivi u i / yy o 


I — I / A ITT /A C O IT 1 IT C Itt J IT / A It \~ 1 O 1 IT 1"*/ A "t" r** 1 1T p" I { 1 M 1 A ^2 / Lh I 1 1 A 1 A^2 \ fTT T? A 

nomo sapiens nypoinencai pioiem rpjiuiuj ^rLj iuiuj j, miviN/\ 


TsJA/T 01708/^ 
1N1V1 U 1 / 700 


U nmn cQniPTic lT\/rwA+lTr»tw-i 1 nn^tr-in PT I 1 MM/aM / PT I 1 MMAM^ m P Nl A 

nomo sapiens nypoinencai proiem rLj iuuou ^rpj iuuou j, miviN/\ 


TsJA/t 01708^ 
IN IVI U 1 /yQD 


I — I / A ITT / A CQtM p \ J IT / A "i" It 4 1 ^ 1 IT 1"*/ A "f" C^- 1 IT p I f 1 00^8 / I— < I I 1 00^8^\ ITT T? "^.1 A 

nomo sapiens nypoinencai proiem rL^j iuujo ^rLj iuujo miviN/\ 


AjA/r 017Q84 
1N1V1 Ul /7ot 


nomo sapiens nypoinencai proiem rLj iuuj / ^rpj iuuj / nnviN/A. 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


TsJA/T H 1 7Q80 

inivi u i / yoz 


nomo sapiens iiypoineiicai pioiem rLj iuudz (rLj iuudz j, miviN/A 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


TvTA>T M1 HC\HH 

JNM Ul /y 1 1 


nomo sapiens nypotnetical protem rLJ 1UU4U (rLJ 1UU4U), mKJN A 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


X T \ A A 1 O A 1 A 

JNM Ulo41U 


Homo sapiens nypotnetical protein JJKrZp/oziilolz (UKrZp/ozlililz), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


JNM Ul /jy 1 


Homo sapiens nypotnetical protein JJKrZp/olKloz4 (JJKrZp/olKloz4), 
mKJN A 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 

mKJN A 


NMO 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 

mD\T A 

lllKJN A 


ATA A A 1 

JN1V1 Ul /jyy 


nomo sapiens transmeniDrane piotem vezatm (ViiZAiiJN), mKJN A 


AJA/T O 1 7^Q/1 
INJVI U 1 / 


Ll nmn , , , it i ^ it l TiimA+lAO+i/>Ql it i-/A+r^ i it nFT77r\7A 1 PH7 1 O 1 /PM^PViTiOA 1 f^07 1 0 1 ^ 

nomo sapiens nypotnetical protein uivr z^p / o i l^u / i z i ^ujvr z,p / o i l^u / i z i j, 
mRNA 


NM_0 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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JNJV1 017559 


Homo sapiens hypothetical protein DKJ H Zp434hlzzl5 (DKrZp434Hzzl5), 
mKJN A 


TvTA A HI H COO 

JNJV1 Ul /5VO 


Homo sapiens hypothetical protein JJJvrZp434CU9z/5 (JJJvrZ,p434CU9z/5J, 

a-mP AT A 
mKiNA 


IN 1VL U 1 / r> / / 


nomo sapiens nypotneticai protein iJJvrz^p4j4L.UjZo (ijjs.rz J p4j4^ujZoj, 

mP AT A 


IN 1V1 U 1 40 1 Z 


nomo sapiens v^yoriiu proiem ^i^yoriiuj, mrviN/\ 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


1NJV1 U 1043:7 


nonio sapiens uncnaiacienzeQ Done manow piotein r>iviU4j ^r>Tviu4D j, mrviN/v 


IN 1VL Ulo4:)l 


riomo sapiens cenxiosomai r^4.i-associateQ protein (Lr Ar j, mrviNA 


JNIVL Ulo4DU 


riomo sapiens uncnaiactenzeQ Done manow piotem r>iviuzy ^oTviuzyj, mrviNA 


IN 1V1 U 1 O O / 4 


riomo sapiens putative acici-sensmg ion cnannei (/voil^4 j, mrviN a 


NM_0 17435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

(oLLZ 1 /\ 1 4 J, III IV In /\ 


ATA A H1 

1N1V1 Uloo4o 


Homo sapiens neuronal one ( onLo j, mKJN A 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


jNivi uioyjj 


Homo sapiens phosphodiesterase 1 1 A (FUrM 1 A), mKJN A 


ATA /f C\ 1 ^2 O /1 1 

JNJV1 U13z4z 


Homo sapiens similar to mouse Olt^ or L). malanogaster transcription factor llr> 
^AT7^Q^AQ^^^ ^t?ata 

{J\r UyJOoUJ, lTlKTN/\ 


1N1V1 UIOZO/ 


nomo sapiens i ^jinuu ( i ^jinuu j, itikina 


ajatt n 1 ^q^q 

1N1V1 UlJoDV 


nomo sapiens geneiai Transcription iactoi ii/\, i (j/kij ano ivkij suounitsj 

A 1 tyiT?ATA 
^UlrZAl J, 111 IV IN /A 


In 1V1 V 1 OZ / 1 


tr ATY1A c'lnifnc QXPTAT nrnlpin / TNM mPATA 

nomo sapiens o i iviini piotem i rviiN j, mrviN/\ 


In 1V1 U 1 OZ) o4 


nomo sapiens mieneuKin zj, arpiia suuumt piv yiL^zji\j, iiuvinz-v 


ATA/T 0 1 9 Q 
In 1V1 U 1 OjZy 


T— T^m/A caniPTic O III / O I I 1 \ tv»T?ATA 

nomo sapiens in u i ^ in kj i j 9 iiiivin /a 


InIVI U ICO J / 


nomo sapiens in in do ^rviNr5oj, m inin /a 


ATA/T 01^14^ 
iNlYl UIOIt-O 


nomo sapiens r i l/uu" protein y r i uuu" 1111 v in /a 


ATA/T fl 1 A 1 4 ^ 


nomo sapiens r i uuuo protein yr 1 uuuo in iv in /a 


ATA/T 01^1 J. J. 
IN 1V1 UlOl 44 


nomo sapiens r t uuuz protein y r i uvvz mix in /a 


ATA/T fl 1 f\ 1 47 
In 1V1 U1014 / 


nomo sapiens protein pnospiiaiase metnyiesterase-i yr wid- 1 ixirviNj/\ 


ATA/T O 1/^14^ 
In 1V1 U 1 04HO 


nomo sapiens piecKstrm z ^mousej nomoiog lci\z ^, in in. in /a 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


ATA A H1 

IN 1VL U 1 O ID Z 


nomo sapiens myelin gene expression tactor z ^iviri/r-zj, mKiNA 


ATA/T fl 1 A^QA 


nomo sapiens ivirsir piotem (Tvirsirj, mKiNA 


ATA/T H 1 A^/l 7 
1NJV1 U10D4/ 


nomo sapiens calcium Dincung protein L.aD4D precuisor (caD4j j, mKiNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


ATA A H1 ^/l/IO 

JNIVL Ulo44Z 


2 | ✓— x -*j^>x y~x /^i fl^x -ay^ -fl >-x\ -«>x\ i — \ -4- ~w ,^x 1 -4- « -> a .-x -x, ^~x a a .-x „-~v , -w a ^~x -fl -I— j -v . — » -41- . — » a -> a-* >^x y-x *-~x -flyx\ y~x l>x --"x v^*J -fl -fl^-x ^x— a^x -fl -aa y~X *-"x -fl>^ -4K -fl /J ^-x r — a ^-x. 

Homo sapiens type 1 tumor necrosis tactor receptor snedclmg ammopeptiaase 

romiloW f A P TC 1 \ -rviIJATA 

regulator (AK i o- 1 ^, mKiNA 


ATA>T fl 1 (^A 1. Q 
INIVL U 104 JO 


nomo sapiens L^t^o t 1 1Z4U protein ^v^t^o 1 1 1Z4U niKLNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


ATA/f fl1 ^lAA 

JN1V1 UIOjUO 


1 1 y~X A "X y~X * — ( rf-X -fl..^ fl y^X.-Ai'^ I \ -fl -X *~X I / 1 1 j — i fl^^fc f\ I 1 \ 1^, y~X -AU-^^fc y~X 1 y~X ^~Xr- «~1 A A -|— j X fl fl 1 "W" t- fl y'Xi-Ai'^^ X Al-X 1 ll / 1 fl l^k 1 /\ 1 1 -M 1 1 \ 

Homo sapiens unaj (Hsp4uj nomoiog, suotamiiy r>, memoer 1 1 (UJNAJrii ij, 

T? TvT A 

ITIKIN A 


ATA/T H 1 /^9Q9 
INiVl UlOZyZ 


nomo sapiens neat shock piotem o (_ iKAr 1 j, ihkin/v 


ATA/T 

INiVl U10Z4o 


L—I t >. -fl^V"^ y X, £-< g-x -A^X -fj -fX < 1 /\ 1 -fl -fl^ r - * 1* / 1 J 1 J IaT /\ \ g~\ -fl^ j- X y X -AJ-> -A^x -AJ^ ^ X -4- /-V -fl -g-x, N / /\ IaT /\ 1 J 1 1 \ A -x -v | J [V 1 /A 

nomo sapiens a Kinase (risAAj ancnor piotem 1 1 ^AJSwAr^i i ^, mKiNA 


ATA/T C\ 1 
iNiVl UIOZU/ 


nomo sapiens cleavage anu poiyacenyiation specmc iactor d, /jkjj suounit 

fPP^F^t mPATA 
^Lrorj IlllviNZ-v 


ATA/T 01616^ 


T-TnTYin cqi^i^tic \/t*<i \c\ tv'A ti c ^ ^ ft- rr* 1 tr'/'t i^r^^tr* i n ^P A /l 1 C\\ mPATA 

±±\J111\J adlJlCllo Vt/OlL/lC Ll Cilia JJVJl Ll ClClLCLl [JlVJLC'lll l^rVTA-T - 1 W ) , 111 IN. I > / V 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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JNJV1 U10Zo4 


nomo sapiens is.i/\fYi uu/ protein ^rvi/\>\i uu/ mKJNfY 


JNJVL U 1 OtV^O 


1— 1 fX -*'V^ fX f fl Tt-'X -fl /■"V-fl-X ft -**VX /""X ft /-> fl'X fl l"\ t T'Tl'X'X fl 1 ft -4- .-~x fl-X'X fl /-"V 1 1 fX "T" fX "1 -fl-'X 1 ■ ■ ( 1 / / f^L 1 1 J 1 1 ■ -— - 1 J 1 f^L 1 \ 1 3 f^L 1 /\ 

rionio sapiens mesencnyniai stem ceil protein uouvz (iNi^uorCiiN ixikjn/\ 


IN JVL U 100.3 1 


jrLomo sapiens cnioniosome zi open leaomg trame oo (L.ziortoo^, miviN/\ 


IN 1VL U 1 u!> / O 


rionio sapiens ijivir kz ioi guanosme monopnospnate reductase isolog 

^ L V^J \^ J) 1 ZyZ ^, 111 IV IN /A 


In 1V1 UIOjUI 


nomo sapiens nypoiiieiicai pioiem flj iuj" / ^tlj iujv / ^, iiiiviNfV 


inivi uicouu 


rroiiio sapiens nypotneticai piotem yL^vj^ z> i zokj ), niiviNfV 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


IN 1V1 U 1 O+OW 


nomo sapiens r/vrsr^-mtei acting protein z ^r/\irzj, mrviNfV 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


JNJVL Ulcooy 


rlomo sapiens clauam lo (CLDJN lo), mKJNA 


JNJVL UIojjV 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


ATA a m/;o/i^ 
JNJVL UloZ4o 


rlomo sapiens retinal snort-cnam deny cliogenase/ reductase retbJJKJ 

fj Or^1 171A t-»T DMA 
^i^VJL^J 1 1 / 1 J, ITlrviNfV 


AJA A fi1 A1 

JNJVL UlOloO 


nomo sapiens serine (or cystemej proteinase mniDitor, ciade /v ^aipna- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


JNJVl UlOloU 


nomo sapiens /\nvi-i piotem ^ivifVir mrviNfV 


AJA/T HI 7 A 
JNJVl UlOl /O 


nomo sapiens calcium Diiidmg piotem L^aD4j precursor (L^aD4j j, mKJNfV 


XTAyT H1 A1 7/1 
IN 1VL U 1 0 1 / 4 


1 1 fv fi f> -| fv-*-% fi fk f^-**f^ l^-**f* 1 f> fv 1 1 fi fl /\ fi -fl /a-m iaa fv 1 /— v f>T -fl 1 fv / I m mm I 1 /I \ -<^v^ 1 J |\. 1 /\ 

nomo sapiens ceieorai cen adnesion moiecuie (i^^ji_o i i4oj, mtviN/v 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


JNJVL Ulolol 


nomo sapiens elongation 01 very long cnam tatty acids (rJ^JN i/iiioz, bUK4/iiioJ, 
yeast j-iiKe i {CjI^kj vlj j, ni k in /\ 


AJA/f fl 1 ^ 
IN 1VL U 1 D D 


nomo sapiens L^ziortiy-iiKe protein {LjkJk^jikj/z), mKJNfV 


IN JVL U 1 Z> yj> 1 


nomo sapiens iis^od ^luloiuooj, miviNfV 


IN JVL UJ JO / y 


1— 1 /"\ fl f \ -*-X -fl <— V -fl'* fi ft -fl f\ It r 1 -T"-**f* -fl- - * ft /"V <-*f \ ft f^ V; ■ / f* 1 -fl-^ 1-^ fx I ■ -w f* 1 I^V fl™* 1 /I # _ 1 fx 1 /\ fx fx 1 « I'X fv I 

nomo sapiens siaiyitransterase oL (aipnaz,jvjaiDetai, z fvjiciNfVcaipna z,o- 
siaiynransiei ase j ^oiai ol ) 9 in in. in f\ 


IN 1V1 UIOjOO 


nomo sapiens myo-mositoi i-pnospnate synxnase /\i vto x iNfVi miviNfv 


1N1V1 UIOH-OO 


nomo sapiens nypotneticai protein ^nor lzjz miviNfv 


IN 1V1 \) 1 Ot / O 


1 I / A ITT / A CQtM \\~\ T~V\(~\\\\ O 1 IT 1"* / A 1 1T / 1 1 O 1^ 0 1 \ ITT 1~? N.I A 

nomo sapiens nypotneticai protein ^norczioj, iiiinin /a 


1M 1V1 U 1 Ot-Oj 


1 — 1 / \ ITT / "\ CQ"K\1 OTIC tlx rT\ /TT"!t O 1 y\t*AT01Tl / I — I X^ l^^ ^ I ^ \ ITT T? ~\T A 

nomo sapiens nypotneticai protein ^norciyj mxviNfV 


TsJA/1 fl 1 AzL 1 n 
In 1V1 \J 1 OH- 1 U 


nomo sapiens nypotneticai piotem nor / / (nor v^i / / ), mrviNfV 


IN IV1 U 1 OH-UO 


I — I / A ITT I A CQfMPriC tlx 7~V\ /TT'It £±~t"t l~* Ct 1 IT r/\t 1 IT / 1 — 1 X^! 1 ^ ^ \ ITT t? ~\J A 

nomo sapiens nypotneticai protein (norLijj mxviNfV 


TsJA/T fl 1 AzLfl 1 
IN IVl U 1 OH-U 1 


nomo sapiens nypotneticai piotem (norLi jo j, mrviNfV 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


JNJVl ViOjyO 


nomo sapiens nypotneticai piotem (norLJzyj, mrviNfV 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 11), mRNA 


TvTA/f fl 1 ^G^'S 
JN 1VL U 1 J y J J 


nomo sapiens nypotneticai protein (nor uuioj, mKJNA. 


JNJVL Uljyj2 


Homo sapiens hypothetical protein (HSPC014), mRNA 


JNJVL Ulol /Z 


nomo sapiens putative glialolastoma cell ditterentiation-related (vjUJdKIj, 

itt r? ni a 
m K in /\ 


NM016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
itt n> ni a 


aja/t fi 1 A1 
jNivi uioiyo 


l— I / a »tt i \ t rminn t T<^ T A A HAQO /rnnr. »ti-/\/4i ( \T \ A A HAQO \ tTT F? NI A 

nomo sapiens ivifV/AUooz gene pioduct (ivifVfVUoozj, m iv in /\ 


IN 1VL U 1 CO 0 J) 


1 1 /\*V^ fv ft fl -fl^ -| /->Tt-^ ft -fl-X 1 -fl fl 1 fv -fl^ f \ -fl-^-f -fl-X / 1 f 1 ■ / fx 1 I 1 J /-x / \ -fl-'l'X U IX. 1 /\ 

nomo sapiens nucieopoim ozku (iNUrozj, mrviNfV 


AJA >f H1A1Q^ 

JNivi uioiyj 


1 1 >^x -fl.-x>-^ -~x ft fl -fl^X\ -fl ft IV /I Tt-^ |>X fl ft y~V -fl^V 1^1 fX ft -fl^ 1>X fX tVX\ fX "fl - /X -fl Tt-X 1 / f\ /I 11 1 1 # \ 11 1 1 1 \ 1 J 1 f\ 

nomo sapiens ivi-pnase pnospnopiotem i (ivirnUornJ j, mrviNfV 


JNJVL UIOZOU 


1— — 1 ✓~\-*'V^ /-~X ft fl -fl'X -i /X-fX ft 1— 1 fX fl fl fl -w- T"fl | -fl -fl-"X fl /XtVX fXTt-X ffl fXTt-X T | ^- -fl -fl-"X fl ft / -fl -fl-X T fX-**fl />T1 -fl-X fl" iXi*AT /X1 Tt-X it I IX. I U \ 

nomo sapiens JieLa cycim-cependent Kinase z interacting protein (L>iiNr ), 

mRTvT A 

111 IN. i > / v 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-l), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBBl protein (SBBI31), mRNA 
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iNlVl UlH-oOo 


numu oapicnis ring linger piuicm iu ^xviMF iuj, miviNZ-v 


TsJA/T 0 1 AOQ9 
iN 1V1 KJ 1 ^+U7Z 


rioiiiu Sapiens r ivvjiz) / d pruieiii yr isxjid /z)^, iiiiviNy-v 


TsJA/r 0141^8 
rN ivl U141 jo 


iiuiiiu Sapiens rivv^uo^y pruiem yr ts\j\jODy iiiin. in /a 


IN 1V1 U 1 LJ D 


nomu Sapiens r ivvjuoh-i proiem ^ijvuuohi iii iv in /a 


TSjiVyf 01zL1^zL 
rN ivl U141 j4 


nuniu Sapiens i^ivv^uozo pruiem ^i^ivi^uozo iiiin. i> /a 


TsJA/T fl 1 A 1 7 ^ 
In 1V1 KJ l^r LJD 


nomu Sapiens rivwuoio pruiem ^rivuuoio miviN/\ 


iN ivl W 1 H-KJ 1 O 


numu sapiens i ivuuo 1 1 piuiem ^rivuuoi i iiiin. in /a 


TsJA/T 0 1 ACM A 
iN ivl U 1 H-U / 


numu Sapiens rivuujzy pruiem ^± ivi^/ujz^ iiiin. in /a 


MA/f 0 1 zL 1 9 Q 


numu sapiens i i\wu4 / o pruiem ^ i i\.\^u , h- / oj, mix in /a 


r> ivi ui^t i zo 


U ATYm CQ «ip« c PPOn^A^ t~\ r^tr» i n /'PPOfl^^^^ tviPMA 

numu Sapiens ± iv^ujoj pruiem yr jsxjkj^od iiiin. in /a 


TsJA/T MAMA 
iN ivl UItI ZH- 


U n m n ctinipne PT?009^^ i-»iv^tr»in fPT?009^^^ m P Kl A 

numu sapiens r isaj\jz,j> j pruiem ^rivv^uzz)Z) )^ iiiin. in /a 


TsJA/T H 1 zL 1 9 1 
IN ivl UIt-IZI 


T-T/^m/^ CQniPnc PT?009^^ nrn+Pin / PP 009 ^ ^ \ mPMA 

numu Sapiens r JtvL^uzj d pruiem \r s\xJ\jzj d iiiin. in /a 


TsJA/T o 1 zl 1 9 o 


T-Tr\Tnrv CQnipnc PT? 009 1 A nrnlpin ^ PP 009 1 A \ mPNA 

numu Sapiens i^ivv^uzih- piuiem yr ivvjuzih-^i, in in. in /a 


IN 1V1 Ul^tl 1 o 


numu Sapiens rivuui J7 pruiem yr isajkj iz>y in in. in /a 


TsJA/T n 1 A 1 17 
IN ivl KJ 1 H- 1 1 / 


T-Trvmr\ cunipnc PR OD 1 AQ nrntpin fPT? OH 1 ZlQ^ m P Nl A 

numu sapiens rtsxjKji'-Ty pruiem yr jsajkj I'-ty in in. in /a 


In ivl 1 0 


T-lrirvirv c'inir>n(. PP001^9 t~\ iv^tr» i n /'PPOHI 7 9 ^ m P Kl A 

numu Sapiens r ivuui jz pruiem yrisxjyjijz,)^ iiiin. in /a 


Tsjivr m ^"k&a 

1M1V1 UlDJ)OH- 


numu sapiens ivi l/-z pruiem ^ivii_^-z ^, in in. in /a 


AJA/T 014090 
In 1V1 KJ 1 4UZU 


numu Sapiens livo piuiem ^i^ivo miviNi/A 


In ivl KJ 1 tyj 1 


I— 1 1 x t-»-» ^ x o of\i £*-r» o I<^ I A A 1 1 K i~/ \ "f i n / I<^ I A A 1 1 1 ^ A -rv»P~\J A 

numu Sapiens iv 1 /a /a i i ij piuiem ^ iki/a/a i 1 1 jj^ in iv in /a 


AJA/T 0 1 AQO 1 
In 1V1 KJ 1 47U 1 


T-Tomo cQniptic kf 1 A A 1 1 00 nrntpin /kTI A A 1 1 00^ m P Kl A 

numu Sapiens iviz-\^rvi iuu piuiem ^jvi/a/ai iuu miviN/A 


In 1V1 KJ 1 'tyuo 


Unmn e ' 1 1"\ i r« n c; T<TT A A 1 OQA nrnfpiti ^TiTlA A 1 OQzl^ tnPM A 

numu Sapiens ivi/ata-IUj^h- piuiem ^is^iz-v/AiuyT-j, in in. in /a 


TvJA/f 01AQO/^ 


T-T/a Ciin ip« c T A A 1 079 nrntpin /kTI A A 1 079^ m P Kl A 

numu Sapiens js^ii\j\l\j / z. piuiem ^jvi/\/aiu /zj, iiiin. in /a 


A1A/T 0140^9 
iNlvl KJ 1 H-;OZ 


numu Sapiens neurungm i ^iNi^vjiN i in ivi n /a 


AJA/T 01J.RQA 

IN 1V1 KJ 1 


Uaiyi / a cani r^n c I<^ 1 A A 1 f\^^\ nm+Ain / I A A 1 O ^ A A ni P "NT A 

numu Sapiens in^i/Aj^aiu^o piuiem ^rvi/A/Aiu^oj, iiiin. in /a 


TsJA/T OlzlQ^A 
In ivl U 1 ^yjO 


U nniri C n«i PT1c I<f I A A 1 0^9 nrnlpin / I<T T A A 1 0 ^ 9 A m P Kl A 

numu Sapiens ivi/a^aiudz piuiem ^ivi/aja.iujzj, in in in /a 


AJA/T 01J.Q98 

IN 1V1 KJ 1 H-yZ o 


T-Tr\TV»r\ ocmipnc If T A A 1 OzlA nrn+pin / I<f I A A 1 O/l^A m P Kl A 

numu sapiens ivi/ata. i uh-u piuiem ^jvi/a/aiut-oj, iniviN/A 


ATA/T 0 1 zlQOQ 

iNlVl KJ 1 ^7U7 


T-TnTrin c'inipnc V I A A 1 07 A r» rntr»i n / I<T T A A 1 07AA m P Kl A 

numu sapiens ivi/a/aiujo piuiem ^ivi/a/aiujoj, miviN/A 


AJA/T OlzLQ^Q 

INlVl U1T-7J7 


14 r Am /a c'inipnc I<T 1 A A 1 O 1 9 nivAtr»i n / kT I A A 1 O 1 9 A m P Kl A 

numu Sapiens ivizA^rviuiz piuiem ^ivi/a/aiuizj, iiiin. in /a 


A1A/T 01A£CK 


T-TrkTnn c'lninnc V I A A 1 000 r» rntpin / T<T T A A 1 000A m P Kl A 

numu Sapiens ivi/ataiuuv piuiem ^rvi/Aj^Aiuuvj, miviN/A 


AJA/T 0 1 AQ/^O 


T4nmn cctnipnc If T A A 1 HOI rvrrkl^in f^C T A A 1 00 1 A m P Kl A 

numu Sapiens rvi/\/\iuui pruiem ^js.i/a/aiuui iiiin in /a 


TsJlVT OlzlQ^O 
In ivi KJ i *-tyj\j 


U ntriri cQnipnc If TA A0QQ7 nrntpin (^C TA A 0QQ7^ mPXTA 

numu Sapiens r^ij-sj^sxjyy / piuiem \^ij-sj-\xjyy / miviN/A 


AJA/T OlzLQ^zL 
In ivl UI'tVj't 


1— rntn /a c o "1^1 c i ia ^ * l*i ia <t/^t* tM*A+Piti rA ' / I !^ 1 / rA '/ 1 1^ 1 A m p ~KT A 

numu Sapiens zint-iinger pruiem uz^ir i yuz^ir i in in in /a 


AJA/T 01/109^ 
In IVI U 1 H-UZJ) 


UAtnA cQnipnc If I A AOQ89 n rntr»i n Tlf TA A0Q£9A i-nPTsJA 

numu Sapiens Ki/iAuyoz piuiem ^ivi/aza^uvoz^, miviN/v 


AJA/T 0 1 zLQOO 


T-Tr\mr\ conipnc Tf T A A OQ77 nrntfi n Mf I A A OQ77A m P Kl A 

numu Sapiens iv i aau / / / piuiem ^ is. iaaw" i ' )•> miviN/A 


AJA/T 01/1Q9Q 
In IVI KJ 1 *-tz/£y 


Ua^a cqi-ii^iic If I A AOQ71 \s rntr»i n Mf TA A0Q71A mPMA 

numu Sapiens ivi/A/Auy / 1 piuiem ^js.i/a/auv / 1 j, miviN/A 


NM 014935 


Humu sapiens phusphuinusitul 3 -phusphate -binding prutein-2 (PEPP3), mRNA 


A1A/T 01zLG^7 
In Ivl KJ m-ztJ 1 


numu sapiens oac Quniain-cuniaiiimg musiiui pnuspnaiase z ^o/aLxZJ, miviN/\ 


A.TA/T 01/1009 


Li nmn con ;a«n if 1 A A OOA/1 iAiv\tr>in / I/ I A A OO A/1 A P Kl A 

numu sapiens Js.i/v/Auyo4 pruiem ^ivi/A/Auyo^ j, mrcrM/A 


TvTA/T 01AQQQ 
iNiVl U14070 


I_| nmn co^i/^Tio If I A A OO A 1 nr/\tAin / If I A A OOA 1 A tviPAlA 

numu sapiens Js^i/A/vuyoi pruiem ^Js.i/v/Auyoi j, rniviN/\ 


1SJA/I O1/1Q/10 
JNJYL U14V4Z 


numu sapiens anKyim lepeat ciumain o mKJNA 


AJA/T 01/10^0 

iNivi ui^fyjy 


numu sapiens lumur up-reguiaieQ L>/AiviJ-cuniaining aniagunisi ui caspase nine 

^ 1 U v. /A In j, 111 In. IN /A 


AJA/T 0140^9 
iM ivl W 1 47JZ 


TTnmn cqmiphc Tf T A A OQzl^ f\r/ Afp»i n / If I A A OQzL^A t">i P Kl A 

numu sapiens is^i/A^AuyH-^ piuiem ^jvi/\yA.uj7H-z) ) 9 iiiin in /a 


AJA/T 0 1 /1QOA 
iN ivl KJ 1 ^tyU't 


U nrnn c'lnifni.' Tf T A AOQzll i^r^Atr»i n /Pok 1 1 P I P 9 A m P Kl A 

numu sapiens is.i/at-vu"' 1 !! pruiem ^ivaui i-r/ii^zj, miviN/A 


AJA/T OlzLQO^ 
iNivi UlH-yLO 


Ua^a cQnipnc If 1 A AOQ^S i^ivAtr»i n Mf I A AOQ^ftA m P Kl A 

numu sapiens ivi/\/\U30o pruiem ^jvi/\7A.U;Oo hi in in /a 


NM 014897 


Humu sapiens KIAA0924 prutein (KIAA0924), mRNA 


AJA/T 01zLR&^ 

iM ivl KJ 1 H-O O J5 


T-Tr\Tvtr\ ccinipnc Tf TA AOQ14 apnp nrnHnpt /If T A A 00 1 m P Kl A 

numu sapiens ivi/\^a.w!7 ih- gene piuciuvi ^iviy-v.rvu" Hj, imviNy-v 


NM 014949 


Humu sapiens KIAA0907 prutein (KIAA0907), mRNA 


NM 014896 


Humu sapiens KIAA0894 prutein (KIAA0894), mRNA 


NM 014969 


Humu sapiens KIAA0893 prutein (KIAA0893), mRNA 


NMO 14966 


Humu sapiens DEAD/H (Asp-Glu-Ala- Asp/His) bux pulypeptide 30 (DDX30), 
mRNA 
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xta/t n 1 <^77 
iNlvl / / 


L| Amn coniouc 1/ I A A AQQQ nm + A ;« /'VTA AG88GA i-n D\l A 

nomo sapiens maauoov protein ^rvi/v/YUooyj, mKJN/A 


XTA/f fll/IQ^A 


nonio sapiens ectonucieotiQe pyropnospnatase/pnospnoQiesterase 4 (puxative 

IUllCUUnj ^DlNrrH-J, III IV IN /\ 


XTA/t H 1 AQAC\ 
IN 1V1 U 1 H-y^tU 


U ntnn coninnc FT A A 79 nrntnin /!/ I A A HS79^ ml? XT A 

nomo sapiens is.i/\/\uo /z pioxem ^jvi/\/\uo /zj, miviN/\ 


xta/t ni4Q4s 

1M 1V1 U 1 TyHj 


T4nmn CQnipnc 1/ I A AHS^ZL nrn+pin /I/ I A A M ^ ^ A A ml? XT A 

n uiiiu sapiens ivi/^j^vuOw'^t proiem ^ivi/\ J r\.uoz) i T n 1 is. in za 


XTA/T 01 409 A 
In 1V1 U 1 H-7ZO 


Womo cQniptic V T A A (1848 nrnt^in /IZI A An848^ mRXTA 

numu sapiens is^i/\z-vuoh-o piuiem ^jvizv/\woh-o ^, miviN/\ 


XTA/f 01404^ 


TT^rvii-v cqhiphc T/T A AH84^ n rntnin /I/ I A A H^zl^A ml? XT A 

nonio sapiens ivi/v/yuo^j pioiem ^ivizvzyuo^j itiivinz\ 


XTA/t 014094 
IN 1V1 U 1 H-VZH- 


n uiiiu sapiens rs^i/\z-vuoz> i pruiem ^is.i.tv/auoz) i mis. in z\ 


xta/t 01470^ 


T-JnTnn conipnc FT A A U8 UU (T mir> nrnrliipf /[/ | A A U^HUA ml? ATA 

riuiiiu sapiens is4/\>\uouu gene piuciuci ^is.izA/-vuoUuj, iiitvinza 


xta/T nu^^n 

INIV1 UIt-OjU 


TTrkTYirk ccmipnc kT I A A 0708 trr-nr- nmHn^ A An708^ mPXTA 

n uinu sapiens rv i w iyo gene pruuuuT ^ rv i/a/au / yo iiiiviN /\ 


XTA/T C\^ Afy&Cl 


nonio sapiens is4/\/\u / oj gene piOGuci ^ivi/\/vu /oj j, miviNzA 


XTA/1 O 1479 A 


nonio sapiens is4/\/\u / id gene piociuci ^rvizv/Au / / oj, miviN/\ 


XTA/T fl 1 4£»QO 
1N1V1 U 1 H-O^U 


TT/^-rvi/^ i ■ r.i »-\ i /-» n t ■ I<^ I A A U 7 7 ^ rrr>nr> nrA^n^-f / I<^ I A A U 7 7 ^ A t>i!?XT A 

nomo sapiens ivi/a>vu i i d gene prociuui ^iviz\z-vu / / z> miviNzv 


MA/f 01480^ 

1N1V1 


nomo sapiens is.i/\z-vu / oo gene piouuei ^is.i/\z-vu /ooj, miviN/\ 


XTA/T ni48^Q 
1N1V1 Ul^tOO" 


T4 A1T1 n CQnipnc FT A A U7A7 ( rr>np nrnrlnp+ TFT A A H7A7 A mT?XTA 

nomo sapiens ivizvzau /oj> gene prouuui ^iviz\z-vu /oz> ), miviNz\ 


NM 014804 


Homo sapiens KIz\A0753 gene product (KIAA0753), mRNA 


XTA/T O 14/^9 
TNTV1 Ul^fOJZ 


TT^m/^ conipnc Fl A A U7 ^ U rr/^n nrn/Tnpf /!/ I A A U A tv»T?XTA 

nomo sapiens ivi/\/\u/du gene proGuct ^is.i/\/au /duj, miviN/\ 


\TAyr ni/17GA 
INIVI Ul^f/yO 


I— I /m-»-»/\ coniouc Fl A A C\H A 8 rro«^ nrn/1iin+ / F I A AH7/1Q A rv»T?XTA 

nomo sapiens i>^i/\>\u /4o gene piociuci (ivi/\>\u /4o j, miviN/\ 


XTA/T G 1 /1 7 1 Q 
IN 1VL U 1 / 1 y 


I_J,, , . coni^nc FT A A C\nLQ. <xm^n nrn/ln^ / \S T A A U^77 8 A *viT?XT A 

nomo sapiens is4/\>vu / jo gene piOGuci (is.iz\/\u / do), itiki\iz\ 


XTA/1 O 1/1 89 8 


1— I / \ t-y-\ i x co«ia«ci FT A Ark7^27 <T^Ma ^t«/A/1nr>+ /FT A Ark7^27\ -i-v»T?XTA 

nomo sapiens ivi/\/\u / d / gene piOGuci ^ivi/\/vu / d i j, mrviN/\ 


XTA A G 1 A 8 A Q 


nomo sapiens iiKeiy ortnoiog 01 mouse synaptic vesicle glycoprotein za \Z), 
m iviN /a 


XTA/1 014848 
1N1V1 UHOtO 


nomo sapiens synapuc vesicie pioiem zd nomoiog v zjd mixiN/\ 


XTA/T 0 1 47 1 8 
IN 1V1 Ul^t/ 1 O 


nomo sapiens ivi/\zau / zo gene piOGuci ^iviy-vy-vu / zo ^i, miviN/\ 


XTA/1 014/^9 
1N1V1 U1H-U3Z 


nomo sapiens iiiipuriiii id ^iivir ld hi in. in /a 


XTA/T 0148/^7 
IN 1V1 Ul'+OO / 


14 /mtw\ cQnipnc Fl A A U7 1 1 (rr>nr> nrnrlnpf ^F 1 A A U7 1 1 A ml? AT A 

numo sapiens ivi/\j-vu / 1 1 gene piOGuci ^ivi/\^-vu / 1 1 itttvin/y 


XTA/1 0148^9 


1— T^-m/A c o i"\ i n c FT A A frr>nr> nrn/1iir>t /FT A A U /-v 8 7 A -mD AT A 

nomo sapiens is.i/\auooz gene piOGuci ^ivi/\ J rvuooz miviN/\ 


xta/t 014/^/^ 


TT/^m/^ CQnipnc FT A A UA77 (Tr'Hf nm/Tnpf /FT A A UA77A mT? AT A 

nomo sapiens ivi/azauo / / gene proGUui ^ivi/\zauo / / ), miviN/\ 


XTA/1 014/^48 
IN IV1 \j 1 H-Ot- O 


I— I { ~v \~\~\ i a c o ni r>n c FT A A fi/\7^ (rr>nr> nrnrliir>t /FT A A HA7^^ rv»T?ATA 

nomo sapiens is.i/\/\uo id gene piOGuci ^ivi/atauo id), miviN/\ 


XTA/T 014770 
IN 1V1 UIH-/ /V 


11 1 \ m i \ cQnipnc FT A A fi/\AQ iTf>nr> nmrliipf /FT A A /l/\/\O A mT?ATA 

nomo sapiens ivi/\/\uoo7 gene piOGuci ^jvi/\zAuooy miviN/A 


MATT O 1 48 1 1 
IN IV! \) 1 H-o 1 1 


1— \r\wnr\ cor^n^-nc T<T1 A A H/\4Q f T/~»n /~» nrn/1iir>+ /FT A A 0/\4QA ml? AT A 

nomo sapiens ivi/\/\uo i t>' gene piOGuci ^is^i/ata-UOh-^j, miviN/A 


XTA/T fl 1 48 1 7 


I I / ~> t'VT / \ c o-r\i c FT A A (\f-\A A rre^-nc* nrA/lii^'f /FT A A /^ /» /i /I A tvi1?ATA 

nomo sapiens is^izazauoh-h- gene piOGuci ^rvizA/AuoH-H- utivinza 


xta/t n 1 ^04/^ 

IN 1V1 V ID UH-O 


T-Tomn cininnc 1^1 A A U/v9^ nrntpin /FTA A HA 9 ml? XT A 

nomo sapiens ivi/aza.uoz»j pioiem ^jvizaza.uozzj ihin. in za 


XTA/T H 1 A&QA 
TNTV1 \J l^rOy^f 


TTr\m^ conipnc Fl A A UAU^ n-pnp nrnHnM /FTA A UAH A tyiT?XTA 

nomo sapiens ivizazauouz) gene proGUui ^is.iza>auoud j, ihtvtnza 


TsJA/T 014879 
1N1V1 UIt-OjZ 


I — I , \ / -v t • o n i r> n c \<T 1 A A C\^C\^X <rr>nr» nrn/Iiip+ / \<T 1 A A /^ /» /A ^ A -rviT?XT A 

nomo sapiens in.i/a/auouj) gene prouucT ^in.i/azauouj) miviN/A 


XTA/T O 14740 


T_r nnin c'inir>nc FTA AfK^A (Tpnf i^r^/Ii i^t /FTA A AA ml? XT A 

nomo sapiens is.iza/\udoo gene proQucx ^ivizazau^ooj, miviNz\ 


MA/T 014/^8 


1— r^-m i ■ < i n!r>n c F^l A A fl^7^ irAnr> r\rnrlnr»+ /FT A A (1^7^^ rviT?XTA 

nomo sapiens in i za/au j /d gene piOGuci ^ in izaza w j /d iiiivin/a 


XTA/T fl 1 470Q 
IN ivl Ul i f/ U" 


TJnTnn ccir^i^r»c Fl A A fK7H n-ptip i-»r^/Ii /FTA A /^7/YA tyiT?XTA 

nomo sapiens ivizazau j /u gene piOGUCT ^ in izazau j / uj, mix in za 


MA/r o 1 aic\a 

IN 1V1 UH- 


T4 ATYm oQniptic FTA AO^/^9 fTr>nr> nmHnp+ / F 1 A A /l ^ A9 A mT?XTA 

nomo sapiens in.i/aza.uz)oz gene piOGuci ^in.izazaudoz^, hi in. in za 


XTA/T fl 1 4700 
IN ivl Ul't/ "U 


I I / -w / x coni Ar»c FT A A fl^^^ {xr*i~\ nrn/InM /FT A A fl^^^^ tviT^XTA 

nomo sapiens rvizAZAUD jj gene piOGuci ^ rs. i za za u j j> z> itiivtnza 


TsJA/T 0 1 477 1 
IN 1V1 / j 1 


TJ nirm cQnipiic F1A Afl^^7 (tphp ,^tv^/Ii i/»t /FTA A H ^ ^ 9 A mRXTA 

nomo sapiens in.i/aza.uz)Z)z gene piouuci ^ivi/azauz) jzj, ihin in za 


XTA/1 fl 1 4707 

in ivi ui't/ y d 


TTrtm/^ CQnipnc Fl A A A^47 rrr>nr> nrnrlnpf /FTA A /^ ^ /I 7 A i-nT?XTA 

nomo sapiens isj.zaza.uZ'H- / gene piOGuci ^ivi/aza.ujh- / j, miviNZA. 


TsJA/T 01489^ 
1N1V1 UIt-OZj 


nomo sapiens cmomosome zi open reaomg name iuo ^zioniuo j, miviN/A 


XTA/T n 1 484G 
IN Ivl Ul^toH-U 


TTrtm/^ CQnipnc F1A AH^^7 (T^nf nrnHii^+ /FTA A /^ ^ 7 A tv»T?XTA 

nomo sapiens inizazaudj / gene piOGuci ^is.i/\z\ur> d i miviN/A 


XTA/T 014/a89 
1N1V1 Ul^tOOZ 


TT/^TVi r\ i- 1 'j i"\ i n o I<^ 1 A A fl^^^ (tr>n r\t , A/1iir»'f / \<T I A A /^ 'n ^ ^ A m 1? XT A 

nomo sapiens rv i za za w j d d gene piouuci ^ in i za za u j j) j ihin in za 


XTA/T 0148^1 


14 1 a / \ coni r» c F I A A C\A (rr>nr> nrnrlnM / F 1 A A /A 4 Z. O A -i-v»l? XT A 

nomo sapiens ivi/AZAU^foy gene piouuci ^ivizazauh- oy), miviN/A 


XTA/T 014678 


Hnmn q^iiai f*tiq Tv T A A04S0 (mnr" rwrkf^Mci ^l^TA A04^0^ mT?XTA 


NM 015556 


Homo sapiens KIz\A0440 protein (KIz\A0440), mRNA 


NM 014801 


Homo sapiens KIz\A0435 gene product (KIzaA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIz\A0418 gene product (KIz\A0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIz\A0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


ati\/t o 1 An 1 7 

IN 1V1 U 1 4 / 1 / 


nomo sapiens ivi/\j t \voyu gene proauct {^ij\j\\jjyv miviN/\ 


ATA A fi1 

JNJVL U140oO 


rionio sapiens iviAAUJ j j gene proauct (is.i/VA.U3 j d J, niKJN/\ 


JNJVL U14o/Z 


rionio sapiens 1v1/\aujd4 gene L^iociuct (rvi/\y\ujr>4j, nirviN/v 


xTAyr oi/ic?o 
jnjvjl ui4oj5U 


rionio sapiens rvi/\/vujr)Z gene piociuct v rvi/\/vu jjzj, m. is. in /\ 


JNJVL U140JO 


nomo sapiens rvai guanine nucieoiiQe excnange iactor Kaiur o ja 

n? AT r T PQ1 \ '\ ml? AT A 
(JvALurol Aj, llllviN/\ 


TsJA/T 014^^ 
1N1V1 UIt-Ojj 


nomo sapiens Js.i/\y-vuj)j)o gene piociuci ^rvi/\y-vuj)j)oj, mrviN/\ 


xta/T oiaso^ 


nomo sapiens ini/\/\uj gene piOQuci v ivi/\/vu-3j)3 j, n i iv in /a 


ATA/T fl 1 AKAA 

1N1V1 UIt-ot-t- 


nomo sapiens jni/\aujZ7 gene proviuc/i \j\^±r\j\\j j z^y ), miviN/\ 


ATA/T 01AS91 
1NJV1 U14oZl 


nomo sapiens rvi/\/\Uj 1 / gene ijioguci v rvi/\/\.uo i / j, mrviN/\_ 


ATA/T 01zL£*QQ 


nomo sapiens is.i/\/\uz!70 gene ljiociuct v is.i/\v l yuz>'Oj, miviN/\ 


ATA/T fl 1 A1A1 
IN TV1 U 1 4 / 4Z 


nomo sapiens JNi/\y-vv/ZZ)^ gene prouuc/1 v rvi/\y-vuzz)Z) miviN/v 


ATA/L 0147^4 
In 1V1 UH/j't 


U n m n c'lnifnc FT A A 09/17 (Tr>nr> t-»r/^/1i i/>t T A A 0947^ ml? AT A 

nomo sapiens jn.i/\^-vuzh- / gene prouuci ^JN.i/\ J rvozH- / j, mrviN/\ 


ata/l n 1 47^»n 

IN 1V1 u 1 4 / ou 


T-Tr^Tn^k u-inifnc I<f I A A (\1 1 8 qpup r\T-r\Hi M<T I A A 09 1 Q\ AT A 

nomo sapiens jni/aj-vuzio gene piociuC/i ^jni/a^vuzio miviN/A. 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


ata/t oia/»^o 

1NJV1 U1409U 


coniptic FT A A H9 1 1 rT/~»n nrn/lnpt /I/ T A A H9 1 1 ^ tv»T?ATA 

nomo sajjieiis ivi/\/\uzi i gene prouucx v is.i/\>\uzi i miviN/\ 


ATAyT O 1/1 7/1 /I 
IN 1VL U 1 4 / 44 


U Atv » A coniouc FT A A H9 1 H frotio nrn/liiM /FT A A H9 1 CW rviT? AT A 

nomo sapiens ivi/\/\uziu gene procuci v ivi/\>\uziuj, m iv in /\ 


ATA/T 01/179^ 
1NJV1 U14/Z3 


nomo sapiens ivi/vAuioy gene piOQuci (iNi/\/\uioyj, miviN/\ 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


JNJVL U14/V1 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

rFTAAfl17^\ rviT?ATA 
( IV 1 /A A.U 1 / D j, 111 IV IN /A 


ATA/T C\*\ A HA A 
JNJVL U 14/40 


nomo sapiens 1v1/vaajioi gene proauct (IvI/vaajioi j, mKJN/\ 


ATA/T f\ J \ A f^L^ 
1NJV1 U 140 D D 


nomo sapiens ivi/\/\ui jd gene ]3ioauct ( in i/a/au i jj j, m iv in /a 


JNJVL U14UUZ 


Homo sapiens llNlv-relatecl Kinase epsilon, maucible iRappao Kinase (llvrLlij, 

ml? AT A 
III Ivl N r\ 


ATA/T 0 1 A9.A1 

IN 1V1 U 1 *+04 / 


I— f , x / -v c 'j i"\ I n c> I<^ T A A C\ 1 Zlzl fTATi nrnrliir>f / I<^ T A A O 1 /I /I A -rviT? AT A 

nomo sapiens JNi/A^rvv/ 1 h-h- gene pioauci ^jvi/aj-voih-h-j, iniv in i\ 


ATA/T n 1 /L77^ 
IN JV1 U 1 4 / / D 


LJ , -> / -i riQ«i ^ < • "FT A A C\ 1 A 1 rrr>nr> nrn/ln^ / F TA A H 1 /I 1 ^ tviT? AT A 

nomo sapiens isj./\/\ui4i gene piouuci ^ivi/\/\ui4i j, miviN/\ 


TsJA/T OlzL^zLQ 
IN 1V1 Ul^-OH-y 


t-T^vm^ cunipnc FTA AflHS (tptip nrnHnp+ ^FTA Afl1 mT?ATA 

nomo sapiens rvi/A^rvv/ 1 j o gene proauci ^jni/a^-vo i j> o j, mrviN/\ 


ATA/T O 1 ZL7Q9 


T-lrAm/^ CQnipnc FTA A H 1 9 ^ (T r>nr> nrnrlnp^ /FT A A H 1 9 tv»T? AT A 

nomo sapiens ini/\/\uiz3 gene pioaucT ^jni/ayauizii ihivin/\ 


ATA/T 01/LQQQ 


T-li^mi-* ccir^ip»Tic FT A Afll 18 i-» rntr>in / F T A A H 1 1 8^ mT? AT A 

nomo sapiens ini/\/\ui io proiem ^ivi/\/\ui ioj, miviN/\ 


AJA/T 0 1 A1AC\ 
IN 1V1 UH/ iv/ 


I— 1 1 \ m / ~\ cQnipnc FT A A fi 1 1 1 rtpnp nrnrlnr*! /'FT A A fl 1 1 1^ tv»T?ATA 

nomo sapiens js^i/\^-vui i i gene pioauci ^jvi/w^oi 1 1 miviN/\ 


ATA/T C\^Af\l^ 
IN 1V1 KJ 1 H-O / J) 


U nmn c 'i nir>n c FT A AA1 (rr>nr> i-\r^/1i i^»t ^FT A Afll (\^X\ tyiP AT A 

nomo sapiens jvi/A^rvv/ 1 u j gene pioauci ^jni/aj-vo i u d iniv in /a 


ATA/T 01A7^A 
IN 1V1 / jO 


Rntnn ctinipnc FTA AOIfll apnp rvrr\Hn^t ^F T A A O 1 fl 1 ^ mPATA 

nomo sapiens js^i/\^-vu i w i gene piouuci ^js.i/\i-vw i \j i miviN/\ 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


ATA/T O 1 zL£»7Q 
IN JV1 V 1 40 / 7 


T-T^m/^ oQniPtic FTA AOnQO fTr , nr , ,1, /FTA A 0009^ rviT?ATA 

nomo sapiens is.i/\/\uuyz gene pioauci ^ivi/\/AUuyzj, m iv in /a 


ATA/T 01A7/iQ 
IN JV1 U 14 IKyy 


W/^rvi/A caniAtic FTA A r^nr> nrn/^nr>+ /FTA A M^W 7\ *v»T>ATA 

nomo sapiens is.i/\/\uuo / gene proauct v ivi/\/\uuo / j, miviN/\ 


ATA/T 01/1Q77 
JNJVL U 14o / / 


n nmn ,,, )n : rin ,, U^i:,.,, , , ^ FT A A HCK/l /FTA A /Hl^/I \ *viT?ATA 

nomo sapiens nencase ivi/\/vuur)4 v rs.i/\/\uuD4 y ), miviN/\ 


ATA A H1 AH ' 1 

JN JVL U 1 4 / 1 0 


nomo sapiens centaurm, beta l (UiiJN lr>l j, mKJN/Y 


ATA/T O 1 ^^/^ 1 
JNJV1 UOJ)01 


nomo sapiens iv^n aomam ^omas smgie-stranaea nucieic aciasj containing 

^P^T-TPlA^ tyiRATA 
v lvJ>nUivlJ, llllv IN f\ 


ATA/T 01J.RRO 
IN 1V1 UIH-OOU 


t-T^TYii-k c'lninnc FTA A 0099 (rr>^r* nrnHnpf / I<f I A A 009 9 ^ tyiT?ATA 

nomo sapiens jni/aj-vwuzz gene pioauci ^JNi/\ J rvouzz mrviN/\ 


ATA/T 01zl£7£ 
IN 1V1 KJ 1 H-O / O 


T-lr\rvirv c'inipnc FTA A 0090 (rr'np i^r^/li /FTA A 009 O^ tv»T?ATA 

nomo sapiens jvi/Ai-voozu gene proauci ^jni/\/\uvjzu miviN/\ 


ATA/L 01zL/*/»^ 
1N1V1 Ul^+OOZ) 


Hnmn canipnc FTA A OO 1 A (Tr>nr> nrn^n^I /FTA A fVI 1 /I \ mT?M A 

nomo sapiens jni/aj^uuih- gene proauci ^iviA/iuuiHj, iniv in /a 


AJA/T fl 1 4/^7 1 
IN 1V1 KJ 1 e -t\J 1 1 


nomo sapiens uuicjuiim-pioiem lsopeLDiiae ugase ) v jni/\/\uoiuj, iiiivin/\ 


ATA/T 01zL/i77 
IN 1V1 U 1 H-O .J / 


Hnmn o o-r\i o F^l A A OOOQ tr r^i~\ nrnrlnpf /F^ 1 A A OOOQ\ rviDAT A 

nomo sapiens JNi/\/\uuuy gene pioauci v iNi/A7-vwuuyj, ihintn/a 




Unmn ciHAif^nQ TT^iAJ^ nrntfin ( T D T\I ^ ^ mT?AJA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 



309 



(400/104) 



TvTN/T f\ 1 A 1 
IMIVI U141 /O 


riomo sapiens rior ^idu protein similar to uoiquitin-conjugating enzyme 
^ o o i\ i u mix in i\ 


TsJA/T 01zL177 
1M 1V1 UIt-1 / D 


n uiii(j sapiens norL/HZ protein ^norL/i^zj, iiiiviN /a 


IN 1V1 UItI / z 


n u 1 1 1 o sapiens norLiTi protein ^no-r^iT-i iiiiviN /a 


TsJA/T 014171 
IN 1V1 UIt-1 / 1 


n oiiio sapiens postsynapiio protein in. 1 1 i ^ in. i i i ^ ? 111 iv in /a 


TsJA/T 0141 
In ivi oy 


U nrnn C r, n i P « c tTQPr i 174 n rotr^in Tl :: r^Pr i 174 > k mPTsJA 

riomo sapiens norLij^ protein ^norL'ijHj, miviN/\ 


TvTN/f 01 AA&Sl 
IN 1V1 U 1 1 0 O 


nOliiO sapiens norLljj protein ^rlo-r^ljJ J, 111 lv IN /\ 


TsJA/f 0141 £\1 
IN 1V1 UItIO/ 


n oiiio sapiens no-r^ izo protein ^norL'izo hiivin /\ 


TsJA/T 0141/^*^ 
IN 1V1 Ul'+l \JJ 


n oiiio sapiens norLizj protein ^norLizj ) 9 mis. in /a 


IN 1V1 UItI O J) 


T-Tomrk oQnipnc HQPPfn^ n r^tr^in rT-T , slPr i 077 > i mPTsJA 

n oiiio sapiens no-r^u/j> protein ^norL-u/ jj, in is. in /a 


TsJA/T 0141 £»9 
IN 1V1 KJ 1 *-t 1 OZ 


n oiiio sapiens no-r^u/z protein ^norLU/zj, iiiiviN j-\ 


TsJA/f 0141 

IN 1V1 UIt-1 Jy 


monro sapiens rTuniingiin lnieiaeting protein d \n- 1 -t jd miviN/\ 


TsJA/T 0141^8 
IN 1V1 U 1 1 Z) O 


riomo sapiens norL/UO/ protein ^nor luo / j, niiviN/\ 


TsJA/f 0141^7 
IN 1V1 U 1 H- 1 J / 


noiiio sapiens norLUOj protein ^norL/UOj ^i, iiiin-IN /a 


TsJA/T 0141^9 
IN 1V1 U 1 *t 1 J Z 


nonro sapiens norLUj^ protein ^norLUjt j, miviN/-v 


TsJA/T 0141^1 
IN 1V1 UIt-1 J 1 


U nmM c'i rubric HQPrn^^ n r^tr^in rT-TQPPO^^^ m R NI A 

nonro sapiens norLUjj protein ^norLUjj j, inixiN /\ 


TsJA/T 014148 


nonro sapiens norLU^o protein ^norLU^o in in. in /a 


TvTN/T 0141 47 
IN 1V1 WItIt-/ 


U nnin cQnipnc H"slPrV147 nrnlpin /U <slPr^n47^ mPMA 

nomo sapiens norLUT / piotem ^nor lut / miviN/\ 


TsJA/T 014041 
IN 1V1 Ul^+UHl 


nomo sapiens signal peptidase izKua ^oruiz j, miviN/\ 


TvJIVT 0 1 4047 
IN 1V1 U 1 H-Ut 1 / 


nomo sapiens norLUZj protein inoruuzj i, iiunin /a 


MIVT 014098 

1N1V1 U 1 H-UZo 


T-Toinrk cQnipnc T-T^PPOIQ i^rot^in TH^^PPOIQ^ itiPTsJA 

nomo sapiens norL-uiy proiem ^noruuivj, iiiinin /a 


TsJA/T 01 409 A 
IN IV! U 1 H-UZO 


nomo sapiens norLUij protein ^noruui j j, hi in in /a 


TsJA/T 0 1 ^7^9 
IN 1V1 U 1 D J OZ 


nomo sapiens norv^uuz protein ^norLUUZ iiiini n /a 


TsJA/T 01 
1N1V1 Ul JUUj 


nomo sapiens urNrZjr jouiviiuiy protein ^uivrZir jooiviiui yj, 111 in in /a 


TsJA/f 01 

IN 1V1 KJ 1 D D D / 


rTr\m^ ronipnc Pll^P7P^ T 1 A94 nrnlpin ^FII^Ih 7P^ ft A T 1 ^94^ mPMA 

nomo sapiens uj\rZ;r jooj iozh protein {urs^r z^r dooj loZH-j, miviN/A 


TsJA/T 01 ^84 
1N1V1 Ul JJOH 1 


nomo sapiens uivrz,i joor i jZ4 protein ^uiNrz.j joor i^zh-^i, hi in in /a 


TsJA/T 01^77 
IN 1V1 Ul JO / / 


nomo sapiens nypotnetioai piotem ^urvrZii jour ij)ioj, miviN/\ 


TsJA/T 01^41/^ 
IN 1V1 Ul JtIO 


u Mmn C n n i PT1 n 1A 1^ F ^ P ^ 8 ^» A 0 1 1 ^ mtoin ^ 1A 1^ F 7 P ^ 8 A 0 1 W i-nPTsJA 

nomo sapiens iv rzi joo /a u i i protein ^ uivrzi joo /a u i i l n 1 in in /a 


xn\/r n 1 ^ ^ 1 7 

IN 1V1 KJ 1 D D 1 j 


FTrimrv c'inir>ni. lAk^F7'P'NAAIA9 1 7 nrn+pin ^1AT^F7P^^^»TA9 1 m R Kl A 

nomo sapiens uivr z^r j oouz i j protein ^L/ivrzr jool/Z1 d miviNZA. 


TsJA/T 01^^00 
1N1V1 KJ LJDKjy 


nomo sapiens uinp zr juod i o j protein ^uiNrzijooD i oj j, hi in in /a 


TsTN/T 0 1 4049 
IN 1V1 KJ 1 H-UH-Z 


FTr^mrk ccir^i^Tic P^kf F7P^ A4N/F0Sv9 r*rrkf^in ^ Pil<f F7 P^ A4\/l 0^9 ^ m R Kl A 

nomo sapiens i^js^rz^r z)oh-iviuoz protein ^uivrz,! doh-iviuozj, ithvin/a 


1N1V1 UIDtO.3 


1— 1 1 a / \ c o-r\i c I A A 1 1 Q4 rxm+Ain / 1^ I A A 1 1 Q/l ^ mD\T A 

nomo sapiens in i /a /a i 174 protein ^ ini/a/a 1 iy4j, 111 in in /a 


TsJA/f 01^^*01 
IN 1V1 Ul jOUI 


FTomrk c'lni^nc lAkT F7 r P^A4rUU)9 nmfpin (Y\\£ R/ 7 P^ ^4^.009 ^ m R Kl A 

nomo sapiens urvrzi johuu/Z piotem ^jjjNrzr joh-uuvz iiiin in /a 


TsJA/T 014044 
IN 1V1 U 1 U^^t 


u nnir , C n n i PT1c lAT^FyP^^4O0999 nrofp»in ^Fll^FyP^^4ri0999^ mPXTA 
nomo sapiens uivr zr j O'+uuzzz protein ^i^ivfz^i doh-vjuzzzj, iiiin in /a 


TsJA/T 01 ^^^8 
1N1V1 UlJUJO 


noiiio Sapiens urvr z^r j oh-v^ i o o pioieiii ^uivrzr juh-L/I oo j, iihnin/a 


TsJA/T 01 ^^^4 
IN 1V1 U 1 OD 


LJ^m.x CQn i Pric Fil^F7P^A4r^ 1 (YX nrntnin MAl<r F7P^A4r 1 0^^ mPTsJA 

nomo sapiens uivr zr j o^u i u j protein yYJJs^r z^r jo^ti^. iuj) miviN/A 


IN 1V1 Ul JJ J J 


FTr\rviri cjnifnc HFP7P^ A 94 1 A nrnl^in ^Fil^ r F'ZP^^4 A 94 1 £\\ m R Kl A 

nomo sapiens UNr zr j oh- azh i o protein ^L/ivrz>r jo'+AZH-ioj, ii iin in /a 


TsJA/T 014074 
1N1V1 U 1 H-UJ5H- 


FT^Tn^ u-inifnc IA 1<T F 7" P ^ 47 F 9 1 10 nn-itnin ^ Fil<T F7P^47F9 1 1 0^ m R Kl A 

nomo sapiens uis.rz>r dh- /czi iu protein ^uivrz^r j^t /r/Zi iuj, iiiin in /a 


TsJA/f 0 1 ^£07 
1N1V1 U 1 JDU / 


FTomo ciiniptic V\W FyP^47F 1010 nrnt^in (DW R7P^47P 1 0 1 0^ m R Kl A 

nomo sapiens ivrvrz^rjjH- / c i u i u protein ^i^/ivpZjI^^t- / JZ/iuiuj, iiiin. in za 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


TvTN/T O 1 ^4Q9 


FTi^m/^ iQn!r>nc 1A l<f F 7 P/1 7/11-4179 nrnlpiti 1A l<f F V P/1 7/11-4 1 7 9 \ mPXTA 

nomo sapiens ijjvrz^r^fj^fnijz piotem ^jjjs.rz^r^j^fnijzj, mrviN/\ 


IN 1V1 U 1 D J) 1 J 


nomo sapiens type i mtermeGiate inament cytoxeiatm (n/Aiivi j, mrcrsizv 


TvTNyT 01/10/^/1 


nomo sapiens z\u-uuj? protein ( a.lj-uuj j, ni in in /a 


ATA A f\ 1 A ^ 1 7 


nomo sapiens upstream Dinciing protein i (i^rs^-iaj (UDri j, mtviN/v 


NMO 14294 


Homo sapiens translocating chain- associating membrane protein (TRAM), 

HI IV IN /\ 


TsJA/T 01470^ 
1N1V1 UIHjUj 


Haiti a comptic! /4 1 ' 1 1 \ rrlnAACP /l 4 pIit rrlfQlo c p / 1 1~^ 1~) {^^ v 1 \ \ iti K.1 /\ 

nomo sapiens ui i_^r-i^-giucose H-,o-cienyuiaiase ^ i ljlkjlj )^ iiiiviN.rv 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKKL1 -pending), mRNA 


NMO 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NMO 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

™T?AJ A 

m in. in a 


1NIV1 Ul^OoV 


nomo sapiens pnospLio Lipase az, group iiii ^KLAZOZiij, mKJN a 


IN IVt U 1 44 1 1 


nomo sapiens serine piotease innLDLior, Lvazai type 4 ^oriiNrv4j, iiikjna 


IN IVL U14oyi 


riomo sapiens riiurA associateu pioiem i (rUAr j j, miviN/v 


IN IVL U14 jUo 


rionio sapiens pnospnoinositiae-j -Kinase, regulatory suDunii, poiypeptLQe piui 
(P101-PI3K),mRNA 


IN IVL U14jJ7 


nomo sapiens opncm ^u.r i v^), nirviN/\ 


IN IVL U 140 ID 


riomo sapiens l^l^1v4-inui transcription complex, suounit z ^l^inwizj, mrviN/\ 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


TvTA A ri 1 ALH 1 

JNJVL U143/1 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


TvTA /T H1 /I 1 A O 

JNJVL UL4J4Z 


rlomo sapiens mitocnonanal earner nomoLog Z (Ml CrlZj, nucLear gene 
encoding mitochondrial protein, mRNA 


IN IVL U 1 J / 1 0 


rlomo sapiens iviissnapen/JNiLv-reLatea Kinase (IVHJNLvJ, mKJN/\ 


JNJVL U143jo 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supeiiamuy meniDer y (L^Lri/L^o-ryj, mrviN/\ 


TsJA/f fl 1/1^^0 
IN IVL U14ZOZ 


nomo sapiens i^r>r^ protein dL {\^Dr-jZ), mrviN/\ 


IN IVL U 1 4Z4 / 


nomo sapiens rL/Zi domain containing guanine nucleotide exenange 
id.cior^vjJ-/r j i ^ ruz J -ucr i j, in ivi n /\ 


TvJIVL 01zL0^7 
IN IV! U 1 4ZO / 


nomo sapiens smaiL acidic protein ^iivi/\vjj-/14^uz)zj, mrviN/\ 


IN IV! U 1 4J y / 


nomo sapiens acidic oz KUd protein mrviN/v ^nou ijdda mrviN/\ 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


INIV1 U14.30Z 


nomo sapiens j-nydioxyisoDutyryi-i^oenzyme j\ nyuroiase ^nioi^nj, mrviN/\ 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


TvTA A C\ 1 A < Q A 

JN IVL U14jo4 


nomo sapiens J^KUi-rLKe (o. cerevisiaej (rj/KUiLj, mKJN/V 


JNJVL U143o/ 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM 014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mKJN A 


NM_0 14380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

( IN Lir KA1 1 j, mKJN A 


ata a m yioon 
JNM U14oVU 


nomo sapiens downreguLated m ovarian cancer 1 (DUCL), mKJN A 


NMO 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 

mKJN A 


TVTA A fM All 

JNM U14Jlo 


nomo sapiens calcium-reguLated neat-stable protein (Z4kDj (tKHor-z4), 

LT1KJN A 


IN IVL UL 44.3 U 


nomo sapiens ceil deatn-mducmg urrA-iiKe enector d ^L^iuiirsj, mKJN a 


IN IVL UL44UU 


nomo sapiens Ori-ancnored metastasis-associated protein nomoiog (L4.4aj, 

ml?TsJ A 


IN IVL U144UO 


nomo sapiens similar to yeast dc i d \£>. cerevisiae ) yon, i d )^ mrviN/\ 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


IN IVL UlJy^fJ 


nomo sapiens cnionde liitiaceiiuiai cnannei 4 (\_ lil 4J, mrviNA 


IN IVL U1J4JJ 


nomo sapiens Kaiyopnemi oeta zd, tiansportm ( ikjnzj, iiikina 


IN IVL ULJ4JJ 


nomo sapiens retmai nomeoDox piotein ^rvTLj, mKJN a 


IN IVL UJ jj / / 


nomo sapiens nypotneticai piotem (iJrvrz.p4j4r3U4i / j, mKJN a 


TSJAyT H100 Q7 
IN IVL ULZZy/ 


nomo sapiens rvas-oir ase activating protein onj domain- Dindmg piotem z 

^ IV 1 AAUOOU J, 111 ix In /\ 


Ul JZ.OU 


T— [nmn compile * It i"/^ ^ m m c m m ^n9 1 i (Tfiif crrii lPticr* ^T-Tl I M A 1-^ ^ m I? NJ A 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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TsJA/f o M.Ann 


nomu Sdpiens repilcdliun millaliun leglUn pruiem ^OUKU j ^IvlrOUJ, mivlNZY 


IN 1V1 U 1 J) J) Z) D 


numu Sdpiens piUiem KTEldSe -TlNZNUetd ^pKlluetdJ, ITIIvLNZy 


IN 1V1 U 1 J ZH-U 


numu sdpiens putdiive in o-i^iN/\-metnymansierdse ^ino/vlvii i miv in r\ 


IN 1V1 Ul j j O^f 


Jriorrio Sapiens pdidiieopiasiic caiicei-iesiis-Diain dmigen ^ivi/\z) j, nirviN/\ 


rN 1V1 Ul JZ / 


numu sdpiens ndsupndryngedi edremunid suseepiiDiiny pruiem ^L/Lioj, nnviNy-v 


In 1V1 V 1Z 


n uii id sdpiens iiookz piuiem ^ n vj i v z j , ill ivi n /a 


M1VT 01 ^^^9 
1>J 1V1 U 1 j D J) Z 


T— T/ATV1/A CQ1A1 InrTXAVI Q 1 »~\ / I l 1 / "» 1 1a 1 WA^flTl 9 / I — I T 9 A T^l T? ^VT A 

numu sdpiens nypuxid-muueioie pruiem z ^nivjzj, in ivi n /\ 


In 1V1 Ul jjUO 


numu sdpiens pidieiei dC/iivaimg recepiui numuiug ^nyoj mrvr>/\ 


AJA/T H 1 ^QzL 

inivi uu^y^f 


numu sdpiens dcici iiDiUDidsx giuwin idcxui-iiKe pruiem ^O-Livj /ujj, mivi>i/\ 


TsJA/T fi 1 ^ 9 Q 


T^J /ATA A /A CQIAIOUC 1 1a /A TAA /A O /A ^ A A 0 1 /A"frA£A"IA "l^^AO i^l 1 "tA IT "fV^O TAA ^ /-x /"X O 1 /AT*4~V~l /"X \ ~tAA T? "^.T A 

numu sdpiens enrumusume zi upen ledcimg iidme oo ^i^ziunooj, mrvrN/\ 


1M 1V1 U 1 j J) J) 


numu sdpiens an ciumdin-Dinumg miiuiie pnuspnupruiem \ii,r oiin mrviM.rv 


rNIVl U 1.3.3:0 


numu sdpiens pruiemxuuuo (auuij ), mivrN/\ 


NM 012463 


Humu sdpiens TJ6 prutein (TJ6), mRNA 


1NJV1 UlZ^Ol 


numu Sdpiens i Jj/rvr i ^ i rvr i ^-mierdcxing nuclear idciur z ^ i iiNrz ) 9 mrvrN/\ 


AJA/T H 1 9 9 /I ^ 
JN1V1 U1ZZ4J 


numu sdpiens oJSJ-miei acting protein ^oiN w i mKJN/\ 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


AJA /T fi1 O/lll 

JNJV1 Ulz4j)J 


Homo sapiens splicing factor 3D, suounit l, IjjkJJ (brJr>l mKJNA 


JNJV1 U1Z4J1 


homo sapiens sema domain, lmmunogioDuim domain (igj, snort basic domain, 
secietec, (semapnoimj jti (or^ivi/vjrij, mKJNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


ATA A H1 O/IOH 

JNM Ulz4zU 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


JNIVI KJiZZZy 


nomo sapiens j -nucleotidase (purine), cytosoiic type r> (JN 1 jd), mKJN7\ 


NM 012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
m i< in A 


JNJV1 Ulzo4o 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


JNIVI UlzJJV 


homo sapiens transmembrane 4 supertamiiy member (tetraspan JNrj/ 1 - / j (JNii 1 - 
/ j, m K IN A 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 

Z J, ill KIN A 


AJA/T H 19^^39 
JN1VL KjYZddZ 


nomo sapiens iviitocnonoriai Acyi-L^OA inioesteiase (ivii -al^i^oJ, iiikjna 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


AJA A C\ 1 1 "2 9 1 
1N1V1 KJlZjZl 


nomo sapiens uo siirCiN A- associated om-iiKe piotem (Loivi4j, mKJNA 


JNJV1 U1ZZV4 


homo sapiens guanine nucleotide excnange tactor tor Kap 1 , JVi-Kas-reguiated 
GEF (KIAA0277), mRNA 


JNIVI UlzzoV 


homo sapiens Jveicn-UKe liLh-associated protein 1 (JviAAUi^zj, mKJNA 


NM (Jlzzo5 


Homo sapiens potassium voltage- gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


JNIVI Ulzzo/ 


homo sapiens nsp /u -interacting protein (horor i j, iiikjna 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 

mKJNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


JNM (Jlzz(J4 


Homo sapiens general transcription factor IIIC, polypeptide 4 (90kD) (GTF3C4), 
mKJNA 


A.TA A rklOnOiC 

JNM UlzUoo 


Homo sapiens general transcription factor IIIC, polypeptide 3 (102kD) 

i r jy^J), in ivi n /a 


NM012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphdte 5-kindse, type II, dlphd 
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{ 11 r J IV Z A J, III K IN /\ 


IN 1V1 U U O O O y 


nomo sapiens centaurm, arpna i ^L^-t/iN i aij, itikjna 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


JNJVL UU/jjo 


riomo sapiens putative djn A Dindmg piotem (iviyoj, mKJNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 

mKJN A 


JNJVL (JU/ioy 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM 005 1 76 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
suDuint c (suDunit y), isoiorm z (AlrjvjrZj, mKJNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 

ITiKJNA 


JNJVL UUZo/J 


riomo sapiens piexm d1 (FLAJNrsi j, mKJNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

mKJNA 


JNJVL UU4547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 

Din r\JTYT TT7T3/n DMA 
D IJ ) (INLJUrtj^j, mKiNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


TvTA A AA71 1 C 

JNJVL UU / 1 1 r> 


Homo sapiens tumor necrosis factor, alpha- induced protein 6 (TNFAIP6), 

m KIN A 


iNiVL UU /Z 1 / 


riomo sapiens piogiammeci ceil aeatn iu (^ijl^ijiuj, itikina 


inivl uu/zoy 


nomo sapiens syntaxm DinQing protein j lAor j j, itikina 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gammaj (ooKj j, mKiN a 


rNivi uu/zoz 


nomo sapiens ring linger piotem i j ^KiNr i^j, mKiNA 


at Ayr nn70A^ 

iNiVL UU/ZOD 


nomo sapiens suppressoi 01 o. cerevisiae gcrz (noui i j, mKiNA 


JNJVL \J\) 1 ZZd 


nomo sapiens putative kj piotem coupieci leceptoi (WKj, iiiklna 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 

SUDUlilt (rAL 1 r 1^4U J, mKiN A 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


XTA/T 00700^ 

JNJVL UU /UU J 


nomo sapiens rSCr^-i piotem (oCr^-ij, mKJNA 


AJA4" 007010 

JNJVL uu/uiy 


nomo sapiens uDiquitm-coiijugatmg enzyme t,z^ (UrSr^ZL), mKJNA 


JnJV1_UU7Uo4 


Homo sapiens serme/tnreonme kinase with DbL- and pLeckstnn nomoLogy 
domains (TRAD), mRNA 


"\JAyT 0070^0 
JNJVL \J\) IKJOZ 


nomo sapiens nuclear pnospnoprotem similar to o. cerevisiae rWr 1 (rwri 

mKiN A 


AJAyT 0070Q0 
1N1VL UU/UoU 


nomo sapiens om piotem r (LoiVLoj, itikina 


MAyT 007070 

JN1VL KJV/KJ/Z 


nomo sapiens JibKv-Ji L i K-associatmg z (JinLAzj, mKJNA 


XTA/T 007077 
JNJVL UU / U / / 


nomo sapiens auaptor-reiateQ protein complex 4, sigma i suounit (Ar^oi 
mRNA 


iNiVl UUO/D1 


nomo sapiens sperm specmc antigen z porAZj, mKiNA 


NM 006748 


Homo sapiens Src- like- adaptor (SLA), mRNA 


XTAyf OOAQ<1 

JNJVL UUooM 


nomo sapiens glioma patnogenesis-reiateci protein (Ki vr i), mKJNA 


TvTA/T OOAQ 1 ^ 

JNJVL UUoolj 


nomo sapiens coated vesicle membrane protein (KJNFZ4), mKJNA 


NM 00674 1 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 

/ODD ID 1 A\ ,„ o X I A 

(rr\r 1K1A), mKJNA 


JNM UUooZJ 


nomo sapiens piotem kinase (cAMF- dependent, catalytic) mnibitor alpna 

^ I IV ISA III IV IN /A 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 



313 



(400/104) 





*v^T? AT A 

mKJN/A 


ATA/f f\f\£x£.H A. 
INIVL UUOO/O 


nomo sapiens uDiquitm specmc protease zu (Uorzuj, mrviN/v 


ATAyT nnAAAO 
INIVL UUOOOZ 


1—1 .f ~\ 1""V^ rx sr\ -4-^ -X \ y-x W_ -*yx -I- I /-X 1 At- /-V y~J f 1 J 1 J x -4- w 7 j'-x -4- /-~\ -g^x /-~X -4- /-X -* -*y\ / W_ LJ U f\_ \ 3 \ -* > V^ U IX. 1 /\ 

nomo sapieiis oiiiz-reiated k^dl activator protein ^orci_/\r j, niKJN/\ 


ata>t nnAAQO 


riomo sapiens uiN/\-DLnQLng protein anipiitying expression ot surtactant protein 

R /'nPRPRP^ mT?AJA 
D (OlDl DI J, 111 IN. IN /A 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


ATA/f rifi^Q^ 


riomo sapiens Lvar z mtei acting protein o (rvrir oj, mrviN/v 


ATA/T nHA^A'J 


riomo sapiens rvei/v-associateQ mniDitoi ^rv/\i mrviN/\ 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


JN1VL UUZ/ZL 


nomo sapiens piotem pnospnatase o, catalytic suounit (rrroL), mKJN/\ 


JNM UUooZ/ 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 

-rv-i T? AT A 

mrviN/\ 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


JN1VL UUoo4o 


i J y— x ^ -v -x. * x y ^ x -x -« y — v x / i y — x -*» -r x 1 * x ✓ x- ^ x yx 1 1 w r s *\ --"x J- -« -tf--x - — v j~w r x y— x 1 y— x ✓ x ^ x * -x * x * — x 4 ^ x -t -x -4- ✓ x- ^ x /I _y; / 1 ^ ■ # V% « / 1 _z \ 

riomo sapiens serologically aetmea colon cancer antigen 4J (bLJUUA04J J, 

mt? AT A 
III In. IN /\ 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


JN1VL UUoj04 


K J y~X ^v^>X y~x /^i y x -4 ,-"X -*^X l — i -A^y^ ^X-4- y~X -w t - -4^X 1 / |\ /l 1 XT J \ ^ x X 1 J \ 1 / \ 

riomo sapiens metaxm z (ivii AZj, mKJNA 


JN1VL uuoouy 


i 1 y— X -d AA y~X i ' -i .--v -14 * — 1 -<--X--X -4 -4- y~X i V- .--^ -rf j- -v y X -4- ~v T »-\ -4- j-*X S~~A\ 'X y~X -4- l^X -4 1 r-4 -*--X n y~* I 1 v~ -4 ~% y-\ , , W 1 _ — m . , ■, I / IV /I 11/ \f M \ 

Homo sapiens mitogen- activated protein Kinase Kinase Kinase z (iviAFJLvZj, 

Q TvT A 


ATA/T C\C\A1HA 
INIVL UU4Z /4 


nomo sapiens j\ Kinase ^rrvL5s^\j ancnor protein o ^/\rw\roj, mrviN/\ 


ata/t fin^^T^ 

INIVL UUOOjJ 


nomo sapiens 11^ motn containing oirase activating protein z m^o/vrzj, 
mRNA 


ATA/T HH/x^zLS 
INIVL UUC04o 


T-T/xm/x canipnc T^Th TT r>il?ATA K i n /I i n f t nm+Ain 0 / I \ /I P O \ tyiT?ATA 

nomo sapiens lor-ii mrvrN/\-DiiiQiiig piotem z ^iivir-zj, mtviN/A 


INIVL UUoo44 


nomo sapiens neat shock iiokd (Hor iujdj, mrviN/\ 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


JN1VL UUC04U 


nomo sapiens nuclear i eceptoi coactivatoi z (JNL U/vzj, miciN/V 


JNMUUoj to 


nomo sapiens guanine nucleotide binding protein (O protein), beta j> (OJNr>j J, 
mRNA 


JNJVL UUcODU 


ll 1 , x ^ X X , X j " ■ j" x -X 4 .-"X ■* -X. 1 — i Ah -X L-^. -u -X -4^X y~X y - X- y-V -4yV y - ^ -4 1 /X -X^X y~X *-"X -MX -4^x y/-J -4 -x^x y~X- X^X 44 y~X -4- -4 / 1 J ^k. 1 J III xXX 1 J fx. 1 / \ 

nomo sapiens tiormogen silencer binding protein (r or>Fj, mKJN/V 


JN1VL UUoo/o 


nomo sapiens UJVirvr leuKocyte immunoglobulin- liKe receptor (UiviKr dj), 

rv, Q XT A 

LTlrvIN/A 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


JN1VL UUcOo4 


' — 1 y - N « -x "X >~X * — < rf-v 4 -x -« /X X'X 1 — i y~x 1 -X rf~X y^X XX y— X X^X -« y~X X'X -4- J' X -fl X'X -fl X'X y - X- 1 / 1 _J 1 1 — 1 -m -m L-^ -« X'X -« -4- 1 -J / r ■ /X -4- y - X W \ 4 M M 1 1 -J \ 

nomo sapiens cnaperonm containing Jtr 1, subunit or> (zeta zj (CUiorSj, 
mRNA 


JN1VL UUojJo 


nomo sapiens DUi^z-iiKe 1 1 (apoptosis taciiitatoij (dLLzLJ L), mKJNA 


JNM UUOOZo 


i 1 y^x -M^^>V y^X 1 ^~x -dv>x -4 yx -«>x y^X t t y^X 1 -4 y""X l» / 1 1 M ^ ^ Ia y~X 1 ^ ^ |x y~X .-x -MjX y~X 4- -4 -ri -x J 1 ■ 1 r 1 * 3 f\ 1 J 1 II 1 111 -x-^ >x 1 J IN. 1 f\ 

nomo sapiens cyclic AMr pnospnoprotem, [y kl) (AKrr-Jyj, mKJNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
oiNiVrvii, nomoiog ot o. cerevisiae v 111 ) { w lizj, mKiN/v 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 

l>X -X y — i Ah y~X -X^X ^~X yrx y~X r~X 4 > t" 1 y - X y — i >"X y~x y~X X ~X ^X 1 y^ -w y \ / 1 f\ 1 % /\ 1 \ j -x -x. I^J 1 /% 

nistone acetyiase complex^ ( 1 auajL], mKJNA. 


NM UUo4jo 


Homo sapiens sialyltransferase (STHM), mRNA 


NM 006409 


Homo sapiens actin related protein 2/3 complex, subunit 1A (41 kD) (ARPC1A), 

ix-»T>7nT A 

mKJN/A 


JNM UUoZ/y 


1 y^-w ^y^>x y~X i i x ^ 'X -4 ,-~x ^ x , ■ . . ~m ^~x 1 -w t 1 X-dA/x -A^x m y^fc -MAyx y~^ y^X # - / 1 ^ y~x y^X -^k-w t 1 1 y~X y~X y~X y~*t yT"X XjX>% -4 xx -4 j^M y^ 1 Ivx y/~X x y 

nomo sapiens sialyltransterase o (JN-acetyllacosammide alpna Z,3- 
siaiyitransteiasej (oi/Aio), mrviN/v 


ATA/T HHA 1/10 
INIVL UU0L4Z 


nomo sapiens stratum ^oriN j, mr<JN/\ 


IN 1V1 UUOtj J 


nomo sapiens iiu-cieoiai dU-LOaiiLigeii ^jjkij j siiiiiiai to lai syiiapLoneiiiai L/Oiiipiex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC l), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mKJNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 

(KU.L1JZ), mKJNA 


NM 006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

o (INiilJlJoJ, m K IN A 


ATA A C\C\tC^l tCC\ 


Homo sapiens MUr J protein (MUr 1), mKNA 


ATA A 

JNJVL UUo441 


Homo sapiens 5, 1 0-methenyltetrahydro folate synthetase (5- 
ioniiyitetianyuioioiate cycio-ngase ) {nl i nr o j, mKJNA 


1N1V1 VVODVy 


riomo sapiens leucine ncn repeat (in rLii ) interacting protein z ^rvrvrirz 
mRNA 




riomo sapiens lysopnospnonpase i y rLAi j, mrvrsi/\ 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


JNJVL vvojyj 


riomo sapiens uuiquitin activating enzyme iii-iiK:e protein (uoA/j, mKN/v 


ATA/f f\f\^ r l r ) r ) 

JNJVL UUOdZZ 


Homo sapiens spmale pole boay protein (uLr j ), mKNA 


"VTA A C\C\tC 1/11 

JNJVL 0U6141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mrvLN/v 


JNJVL UU0410 


riomo sapiens solute earner tamuy d d ^l^jvi" -sialic aciQ transporter^, memDei i 
(SLC35A1), mRNA 


JNJVL UUOJJ^y 


Jronio sapiens putative cycim kj i mtei acting piotem (l^^jiij, mrviN/\ 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


ATA A MAA/lin 

JNJVL UUo4JU 


Homo sapiens cnapeiomn containing Jtr i, suDunit 4 (delta) (ll 1 4 j, mKJN/V 


ATA./T 1 

JNJVL UU04 d 1 


Homo sapiens cnaperonm containing iLrL, suDunit z (beta) (LLJzj, mKJN/V 


ATA 4" MrkO OIA 

JNJVL UUzolU 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 4 
rPQA/m/n mi? at a 


1N1V1 UUOUUZ 


nomo sapiens uoiquitm carooxyi-termmai esterase l^d ^uuicjuitm tmoiesterase ) 
(UCHL3), mRNA 


1N1V1 UUOUOo 


nomo sapiens tou-iiKe receptor o ^ii^rvoj, mrviN/v 


1N1V1 UUOIUU 


nomo sapiens aipnaz,^-siaiyitiansierase i^o/vi^vij, mrviN/\ 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


ata/t nn^n^Q 
JN1V1 UUoUoJ 


nomo sapiens saicomenc muscle protein (oAKLUoiJNj, mKJNA. 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mKJNA 


NM 006034 


Homo sapiens p53 -induced protein (PIG1 1), mRNA 


NM (JUoUJy 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


"XT A 4" f\ /\ /l /\ 1 Q 

NM UU6018 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 
mKJNA 


ATA/f f\f\£ 1 n 1 

NM UUolUl 


nomo sapiens nignly expressed m cancer, ncn m leucine neptacl repeats (Hrj,c j, 

mKJNA 


NM UUoUVo 


nomo sapiens guanine nucleotide binding protein (o protein), beta polypeptide 

Z-UKe 1 ^OtN-DZI^I J, 11 1 in. 1 > /a 


TvTA/T nn^RQ^ 


nomo sapiens goigi auioaiiiigen, goigin suuiamiiy a, s> \kjkjl^kjj-\s) j, inxvi>j/-v 


xr\/r nnAno^ 
TNIVI uuouzj 


nomo sapiens i^izj) gene prouuci ^jjizj ^, mrviN/\ 


tsja/t no^non 
iMivi wovyv) 


nomo sapiens cnoiine/eiiianoiaiTiiiiepnospnoxiansierase i i rnrvi>i/\ 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCRILI), mRNA 


JN1V1 UUjoZ / 


nomo sapiens uur -galactose tiansportei leiateu ^uoirviii^i j, mKJNA 


rNlvl VJLO / Zj 


nomo sapiens Leuaspaii z ^lorAiM-zj, nirvTN/x 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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JNJVL UIO / / J 


nomo sapiens vmexm oeta ^on.3 -containing adaptor moiecuie-i ) (oLxAivi-i j, 
mrvTN a 


TsJA/T nn^7S^ 


n unio sapiens nypotneticai o d d i w j) protein ^o-Djdiuj) j, ill ivi > /a 


rNlvl UUjOOZ 


nomo sapiens siiumai antigen i i/\v_ri mivi>i/\ 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


JN1V1 UUJOlJ 


riomo sapiens nDonuciease, rcrsiase /v iamiiy, ko (^ivin/voJZ/OJ, nuviN/v 


JN1V1 UUj / / 1 


j^Lomo sapiens letmoi cieiiyciiogenase nomoiog (KUriLj, niKJN/V 


JNJVL UUDojJ) 


riomo sapiens rvaoy eitector p^u ^K^voyr ^-u mrviN/\ 


jnjvi uiooo/ 


nomo sapiens pnenyiaianyi-tKJN/\ syntnetase Deta-suDumt ^rnerirsj, mKiN/\ 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
lsoiomi (caicmeunn /\ gammaj (JrrJr jl^l^j, mrvLN/\ 


JNJVL UUj / Vo 


riomo sapiens nuclear nanspoii iactor z (placental piotem ij) (rFi j), miCJN/\ 


JNiVl UUO /4Z 


nomo sapiens protein QisuiiiQe isomeiase-ieiateQ piotem mrviN/v 


JN1V1 UIDoZh- 


nomo sapiens d i kjjs leucme-ncn repeat ^i^rvrvj piotem yrj /r\ir>j, mKJN/\ 


JN1V1 UU J oOl 


nomo sapiens o iir i nomoiogy anc u-JjOx containing protein i i udj j, 
mRNA 


JN1V1 UUDOU1 


nomo sapiens natural Kiner ceu gioup / sequence ^injvvj/ j, mrviN/\ 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


JN1V1 UUjD 1 1 


nomo sapiens nician-A ( mlain A j, ni i< in a 


XTA A 

JNM (JU5575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 

ITlKJN A 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 

(CHo 1 4), mKJN A 


JNJVL UlDoZo 


nomo sapiens wu-repeat protein ( H AfN 1 1 j, mKJN A 


JNJVL UUjoU4 


nomo sapiens nuclear KJN A nelicase, DliUD variant ol UliAlJ box tamily 
(DDXL), mRNA 


\T"\ ft f\f\C f AC 

JNM_UUj:>Uj 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 


JNJV1 UlO/oU 


nomo sapiens UUAAi-Dox-Diiiamg tiansciiption iactor (UJjrZj, mKJN A 


JNM DID /yj 


nomo sapiens calcitonin receptor-like (UALClvLJ, mKJN A 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 

ITIKIN A 


JNM_UUjo /o 


nomo sapiens nuclear protein, marker lor aillerentiatecl aortic smootn muscle 
anQ Gown-reguiateG witn vascuiai injury ^Ari^oi j, itikina 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


JNlvl UlD4ol 


nomo sapiens tnyroiQ normone receptor-associated protein, vj-kij suDunit 

( 1 KAl /j J, mKJN A 


JN1V1 UUD^f4V 


nomo sapiens leguiatoi ot ras-mciuceci apoptosis (il^ol^j, itikjna 


JNJVL UlD4oU 


nomo sapiens tiopnmm associateQ protein (tastmj ( iKUArj, mKiNA 


NM 005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 

/CTA ^Tl\ m D ATA 

{ o 1 A 1 Z J, III Iv IN A 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


JN1V1 U104UU 


nomo sapiens protein Kinase epsiion (FKKUiij, mKJN A 


ATA A AAC3ni 

JNM UID391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


JNM UUJ4V4 


nomo sapiens UnaJ (nsp4UJ nomoiog, suoiamily r>, member o (JJJNAJrsoj, 

mT?XT A 


NM 005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zmc linger protein 9 (a ceLLuLar retroviraL nucLeic acid binding 
protein) (ZNF9), mRNA 


JNJVL 005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14), mRNA 


TVTA A f\f\C 1 1 A 

NJVL 0051 19 


Homo sapiens thyroid hormone receptor-associated protein, 150 kDa subunit 
( 1KAF150), mKJNA 


NM_005071 


Homo sapiens solute earner family 1 (high affinity aspartate/glutamate 
tiansporter), member o (pLUi/Yo), mKJNA 


NM 005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 

^.r oJVLLO), mKJNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM 005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


NM 005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 1 (SERPINI1), mRNA 


NM 005023 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), 
mKJNA 


JNJVL 00 J 020 


nomo sapiens phosphodiesterase 1C, calmoaulm-aepenaent {/ukl>) (rljiiiuj, 

mKJN/\ 


1NJV1 UIDU1 / 


riomo sapiens pnospnate cyriQyiyitransierase i, cnonne, aipna isoiorm 

^ I ^ ill /\ J , 111 In. In /\ 


rN 1V1 \j KJD lJl 


nomo sapiens nuciear iiiauix pioiem pon- ^ro^j, miviM/\ 


IN 1V1 WD 1U1 


nomo sapiens lnierieron-sximuiaieci pioiem, lj KUd ^iovji j j, ii i in. i >j /a 


IN 1V1 UUj 1 zz 


nomo sapiens iiuciear receptoi suoiamiiy i, group i, memoer j ^inivi ij j, mivi>i/\ 


1N1V1 UU'+OOO 


nomo sapiens vamn i ^ vinin i^i, 111 in. in /a 


1N1V1 UU^+ZH- / 


nomo sapiens uz> sntviNr -specmc proiem, 1 10 xu ^lo-i lor^u mrvi>i/\ 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


TvTA/T C\C\AHSl£\ 
1N1VL UU^f/oO 


nomo sapiens inioieGOxm-iiKe, jzku ^i^vinlj, miviN/\ 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


JNM 004o20 


Homo sapiens TNF receptor- associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxin 4 A (placental) (STX4A), mRNA 


JNM 004/55 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


XT A A AA/IOf O 

NM_004z5z 


ii , • ^ _ i j ■ „ x\ : i n / , , ^ ,i • i^ . i ^ „ _ i \ • ^ ,^ r -> 

Homo sapiens solute earner lamily 9 (sodium/hydrogen exchanger), isoiorm 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NM 004694 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters), 
member o (bLCloAo), mKJNA 


TV T A /T (\(\ A f (\ / 

NM 004696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 4 (SLC16A4), mRNA 


NM 00426J 


Homo sapiens sema domain, immunoglobulin domain (lg), transmembrane 
domain (IMJ ana snort cytoplasmic domain, (semapnormj 4r (bliMA4r), 

mT> AT A 

mKJN/Y 


IN 1VL UU4oOo 


nomo sapiens giycopioiem, synaptic z ^ororMZj, miviN/\ 


IN 1V1 U O 4 


nomo sapiens onj-Qomain Dincmg protein o (r> nv-associateaj (onjorj 

m D\T A 

111 In IN /V 


NM 00470^ 


±±VJ111VJ odljlt/llo IdUCllJLlll J \ 1N/V U ^' L I 1, llliVlN.rA. 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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JNJVL UU4o / 1 


nomo sapiens rrotem mnibitor 01 activateci o J ai a (KLA.oA-oiii aj, mKJNA 


jnjvl uu4:>co 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransf erase 1 , choline, beta isoform 

(r ti 1 IJd J, 111KJNA 


JNJVL UU4joJ 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


JNJVL UU4oUU 


homo sapiens transmemoiane y suL^eiiamiry member z (iiviybhzj, mKJNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
mnibitor, epsiion (^rKJDLbj, mKJN/Y 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


JNJVL 004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


JNJVL 004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
JVINLL) (NDUFB 1 ), mRNA 


\T \ 4 AA/1 C /I O 

NJVL 004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 

t> V J (IMJUr A J J, mKJNA 


TvTA/f f\f\AZ.AA 

JNJVL UU4544 


Homo sapiens JNADH aenyarogenase (ubiquinone) l alpna subcomplex, 1U 

(4ZK1JJ (INlJUr Al UJ, mKJNA 


JNJVl UU4/o4 


riomo sapiens rsi-QeaceTyiase/rM-suiioTransierase ^neparan giucosammyij ^ 

^iNiJo 1 Jj, III IS. 1> SA 


XTA/T f\r\AQC\ 1 
InIVI UU4VU1 


nomo sapiens lysosomal apyrase-iiKe i (L y oali in iv in a 


rNivi uuH 1 / 70 


noiTio Sapiens Kiiiesiii iaiiniy memuer dd yr>^ir sj l> iiirvi>i/\ 


rviivi uu4Z)iz) 


nomo sapiens mxeiieuKin eniidiicei umcung iacxoi z, ^jkjj ^ii^rz j, mrviNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


iNlVL UU4oD4 


nomo sapiens niNK-i suiiotransierase ( n in iv- 1 o i j, m i\ in a 


JNJVL UU44oo 


nomo sapiens giycopiotem v ^piaieietj (ur j j, mKiNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


ATA/! C\C\A 1 11 

JNJVL UU41ZZ 


riomo sapiens giowtn normone secretagogue receptor (uhoKj, mKJNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 

mKJNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


TVTA It f\f\ A f\C\ A 

NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(h/lrzol), mKJNA 


NM 004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 

( c. 1 r 1 A Y J, mKJNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 

mKJNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


JNM 0048 J 1 


nomo sapiens cotactor required tor ;Sp 1 transcriptional activation, subunit 7 

( /UkU j (LKbr / J, mKJNA 


JNJVL UU4zoV 


homo sapiens cotactor required lor bp l transcriptional activation, subunit o 
(34kD) (CRSP8), mRNA 


JNJVL \)\jQZ/\) 


ft 1 ✓ "X -4>^>^ > 1^1 4 - — ^ -4>^ / 1 r ^ r~X -J- 4 , ^ 4- -44 -44 /^"V * — V -™ -m nay* ^--^ y-4 -4— y-\ -44 4>« 1 4--M/-V -4*4. / 1 ✓ ^ -444 4>^. 4- 4 j* "X -4^4 X 1 ^ X ✓ ^ 4- -m w -» % 4- -a ✓"X 4j-4 « Lb -4A -a 4— 1 1 

nomo sapiens cotactor lequired tor bpi transcriptional activation, subunit y 

\DDKD) ^LKor 7 J, mKlNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


JNJVL UU4ooz 


1 1 -4*4a>4 j'^X /^i 4y4k 4 -14 m 1 J 1 J 1 4 44 -4- 4%/x ■ ■ -4^4 •' — X -44 ^~x 4-^4 -44 X , > , > j-~x -44 mm 1 1 J \ w -x "X 1 M l^t I /\ 

nomo sapiens tDr i interacting corepressoi (CiK), mKJNA 


TsJA/T OOA 1 OS 


nomo sapiens cnouneigic leceptoi, mcotinic, aipna poiypeptioe o ^LnKiN ao j, 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement comj^onent 3a receptor 1 (C3AR1), mRNA 
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JNJVL UU4oVy 


nomo sapiens Dram ana reproductive organ-expressed (l JNrKbr 1A modulator j 
(BRE), mRNA 


JNJVL UU4ooV 


nomo sapiens AJr syntnase, n+ transporting, mitocnondriai ru complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


JNJVL UU4oVU 


nojiio sapiens sperm associated antigen / (orAu/j, iiikjna 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


TVTA A C\f\^ A f\t£ 

JNJVL (J(JJ4(Jo 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide ( Y Wri/vz,), mKJNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

A (jjkLj) ( V Ar A), mKJNA 


JNJVL UU1U/J 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 


1N1VL UUjjUU 


nomo sapiens iiNr receptor- associated iactor d ( jj\aj h jj, miviNA 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 

III IN. IN JA 


JNJVL \J\JdL\L 


nomo sapiens teratocaicmoma-denved giowtn iactor i { j uur i j, miviNA 


JNJVL UUJ/OJ) 


nomo sapiens syntaxm 10 ^oi^ioj, miviNA 


JNJVL UUJVj J 


nomo sapiens oiAi induced oJAi mniDitor j ^ooi-Jj, miviNA 


JN1VL UUJoVJ 


nomo sapiens acetyl ljjl receptor, oKi^u— scavenger receptor expressed Dy 
endothelial cells (SREC), mRNA 


JNJVL UUjDOj 


nomo sapiens specKie-type v kjZj piotem ^orur j, miviNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


jnjvl uujuyv 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


JNM (JU3U91 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 
mKJNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

/CAT A T>t^ A \ *viD\T A 

(oJN AFU4), mKJNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 

(oJNArLo), mKJNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


TVTA A f\r\1C\Q1 

NM_(J(Jj983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member o (oLU/AoJ, mKJNA 


JNM UU3910 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 


JNJVL UU J oVu 


nomo sapiens siaiyitransterase y (dviK-JNeuAc.iactosyiceramide aLpna-z,^- 
sialyltransf erase; GM3 synthase) (SIAT9), mRNA 


JNJVL UUJ/oV 


nomo sapiens splicing tactoi, argmme/ serine -ncn y (brKbvj, iiikjna 


JNJVL UUJU 10 


nomo sapiens splicing tactoi, arginine/serine-ricn z (orKbZj, mKJNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

mKJNA 


JNMUUJ /{Jo 


nomo sapiens microsomal JN AU+-dependent retmoi denydrogenase 4 (Kuun- 

4 J, mKJN A 


JNJVL uuzyjj) 


nomo sapiens noonuciease, KiNase a tamuy, 1 (pancreaticj ^kjnaoc/1 j, mKiNA 


NM 002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 

n?T?V2^ ml? AT A 
(KrAj mKIN A 


TsjA/r p)f)9&^ 
rNivi uuzooj 


-Lioiiio sapiens xvtvxjz, iiieiiiuei in. /a o oiicogeiie idiiniy ^ ivadz j, iiirvi>iz-\. 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NJVL_(J(Jz816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


JNM 002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NJVL_00z789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


JNM 00z/o/ 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 

(r olVl/YZ), mKJNA 


TVTA 4" AAAOf 1 

NM 000951 


Homo sapiens proline-rich Gla (G-carboxy glutamic acid) polypeptide 2 
(PRRG2), mRNA 


JNJV1 OOOVjU 


nomo sapiens prolme-ncn Ola (O-carooxyglutamic acidj polypeptide l 
(PRRGl), mRNA 


JNJVL OOz/jO 


Homo sapiens mitogen- activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis l (PRCl), mRNA 


JNJV1 OOz / I / 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NJVL_00z707 


Homo sapiens protein phosphatase lG (formerly 2C), magnesium- dependent, 

t j ^ fl "fl -fl fl -fl "V A V 1 i 1 , -V -fl- * fl-> fly*y* / III] |\ /I \ M \ a -x -V I J I / \ 

gamma isoiorm (FFJVllO), mKJNA 


JNJV1 OOJoZO 


rlomo sapiens protein pnospnatase 1JJ magnesium-aepenaent, delta isoiorm 

( DD\4 1 rY\ t-»T DMA 

(l^r^iVillJj, ni K l\ A 


IN 1V1 U Lo OZ D 


nomo sapiens protein tyrosine pnospnatase, receptor type, t polypeptide 
\r 1 r rvr j, interacting protein ^iipnnj, aipna z ^rrri/\zj, mrvi>/\ 




nomo sapiens i uu ciomain, class z, u aiiscription iactor z ^ruuzrz j, iiiiv in j-\ 


INlYl UUZOO / 


nomo sapiens pmm, Qesmosome dssociateu protein inin j, mrvLN/\ 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


1NJV1 UUZD4 / 


nomo sapiens pnospiiomositide- 5 -Kinase, class d (riivjv^jj, mKiN/\ 


1N1V1 UUUZoO 


nomo sapiens peioxisomai Diogenesis iactoi iz yrm^iZ), mrcrs/v 


1N1V1 uuz 00 1 


nomo sapiens pnospnate cytidyiyitransierase z, etnanoiamme (ri i az^j, mKJN/v 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


JNJVL 00Jo99 


rlomo sapiens Kno guanine nucleotide excnange iactor (Lrlirj / (AKnOlir / j, 
mRNA 


jnjvi oozooj 


nomo sapiens purmeigic receptoi rzi, o-protem coupled, i (rZKY ij, mKJN/\ 


NM 000913 


Homo sapiens opiate receptor- like 1 (OPRL1), mRNA 


TVTA A AAO /I C\1 

NM_00z49J 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B 1 7) (NDUFB 6) , mRNA 


A.TA A AA1 A HI 

JNM 00z49z 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


A.TA A AAO /I On 

NM 002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 

A A T O /XI HI TT7 A A \ w» O XT A 

MLKl^j (INUU r A4J, mKJNA 


JNM 00Joo4 


nomo sapiens MAr Kinase-mteractmg serine/ tnreonme Kinase 1 (JVUvJNlvlj, 

mKJNA 


JNJVI Ulo /o4 


nomo sapiens serine (or cystemej proteinase mm d it or, ciaae r> ^ovaiouminj, 
meiiioer / ^ o cixi i in d / niiv in /a 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


JNJVI UUZZoD 


nomo sapiens lympnoiQ nucieai piotem leiateu to /vr^ (i^/vr^fj, mKJN/\ 


TsjA/r DD99 1 ^ 

IN 1V1 UUZZ 1 J 


noino sapiens iiiiegmi, ueia d i ud j j, inr\j->i/\ 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor IIH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


JNJV1 VVjyiv) 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


"NT A A AA'JTC 1 

NM UUJ751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
(EIF3S9), mRNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 

/ T7 I r~" "2 C /I \ _ DMA 


JNJvL_UUJ / jo 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 

(clr joj niJviM/V 


T^TA/T nn 1/11/1 


nomo sapiens euKaryotic translation initiation tactor zr>, suounit i (aipna, zoku j 
^cirzD i j, in in. in /a 


xta/t nn 1 zi 1 9 

rNlVl UU141Z 


rioiiio sapiens euKdiyotic tiaiisidTioii niiTidTioii iactor i/\ ^jj/If i^vj, mi\^LM/\ 


1M1V1 UUjjOO 


riomo sapiens eauy eiiciosome ainigen i, i ozku ^ c-ll/a i ^i, 111 ixi \ /a 


rNlVl UU 1 z/J 1 


riomo sapiens enuotiieiiii lecepior type /\ ^rzi^iNrvy-vj, mrvi>i/\ 


rNlVl UUlyJU 


nonio sapiens tiipepLiciyipepiiuase vi ^urroj, iiirviMy-v 


IN 1V1 UUJ040 


riomo sapiens uiacyigiyceioi Kinase, ueiia ^ i jukjj ) ^ijukjj j, mivr>/\ 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 




riomo sapiens cunm d \\,\jv^d j, mrvr>/\ 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


NJVl VKJLZK)/ 


riomo sapiens Dasic transciiption tactoi d (r$irjj, itikna 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


ATA A AA 1 /CO A 

NM 001oo9 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 

SUDUlllt C (SUDUlllt y) lSOIOrm d (Air jKjS j, mKJNA 


TVTA A AA1 /COO 

NM UUlooo 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM UU J 004 


riomo sapiens adaptor- related protein complex oeta i suounit (Arorsij, 

ITlrvN A 


NM U jo loo 


riomo sapiens gene ditteientiaiiy expiessed m piostate (OUrir j, ihkina 


NM UjozZZ 


riomo sapiens tectoim oeta ( ir^c ir>j, iiikina 


AJA/T fl^Q 1 Q9 
IN1V1 UJ0I7Z 


riomo sapiens noosomai laige suounit pseucoundine syntnase iiKe ^ivuul^i^j, 

m T? TsJ A 
III Ivl N /A 


In 1V1 UJ o 1 7v 


nonio sapiens cnromosome zi open reading irame /v ^i^ziori/uj, mrvi>i/\ 


TsJA/T 1 £Q 
IN 1V1 UJOlo" 


nomo sapiens cnromosome zi open reaoiiig irame oy ^^yZionoyj, mrvi>j/\ 


TsJA/T fKS 1 8^ 
InIVI UOoloO 


nomo sapiens cniomosome zi open leacimg name 1 1 ^^ziom i mrviN/\ 


1M 1V1 Uj O 1 04 


nomo sapiens cmoiiiosoiiie zi open leading name h-z ^^zioiih-zj, mrvi>i>rv 


M1VT 0^81 89 

1M 1V1 UJ O 1 OZ 


nomo sapiens cnromosome zi open reading irame j i ^i^ziori3i mrvi>i J rv 


1N1V1 UjoIoU 


nomo sapiens cniomosome zi open reading name z)o ^^zioriDoj, mrvi>i/\ 


1M1V1 Uj Ol / j 


rlUlIlO iSdpiCIlS SJHall DrCdST CpiIllCllcll 111 LiC 111 ^ LUL 1 !OH-J)UJ ? IIlrvlM 


IN1V1 UJo 1 / Z 


nomo sapiens capniaiy moipnogeiiesis pioiem z ^i^iviozj, mrvi>i/\ 


1M1V1 U 1 / OOH- 


nomo sapiens r iiMZ-mieiacimg proiem i ^rirN^vi j, mrviM/\ 


TsJA/T fKzlM9 1 


nomo sapiens o pi oiem-coupied receptor iui ^orrviui ), mrvi>/\ 


1M1V1 UJjZOU 


nomo sapiens n-oiiippo i ^i^u^ i ij) /H-oj, mrviM/\ 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


TvTl\/f n^9Q7Q 

iniivi UDzyjy 


nomo sapiens rc ieceptoi-iiKe piotem j (rLivnj mrviN/\ 


AvTA/T M^9Q^8 
IN1V1 UDZyj)o 


nomo sapiens rc ieceptoi-iiKe piotem i (rLKni j, mrviN/\ 


AJA/T 0^9 879 
INIIVI UjZo /Z 


nomo sapiens mteiieuKin i /r ^ii^i /rj, mrviN/v 


IN 1V1 UZH-U 1 1 


nonio sapiens ceil division cycie z-iikc z ^ly^zLz j, iidiisciipi vaiiaiii i, iiirviM^rv 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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nomo Sapiens ceil qivisioii cycie z-ince z yK^UK^ZL^z), transcript variant o, mrvrN/\ 




nuinu sapiens ceil utvision cycie z-nxe z ^^.l/v^zi^zj, transcript variant z), miviM/\ 


1M1V1 LO DD Z7 


numu sapiens een cnvisiun cyeie z-iiKe z \ tiaiisc/itpt variant h-, miviM/\ 


1N1V1 UjjjZO 


nomu Sapiens L/eii cnvisiun cyL/ie z-nive z ^i^ju^zi^z tiaitscript valiant j), miviM/\ 




numu sapiens een cnvisiun cyeie z-iiKe z ^ c z lz transc/itpt variant z, iiiix in /a 


1N1V1 UUOOZ7 


noinu Sapiens zuii imgei protein z / 1 ^z>i>jr;z / 1 i n iv in j-\ 


TvJA/T 01^9Qzl 
1N1V1 KJlDZ^yH- 


numu sapiens tripartite mutii-oontainmg j) / ^iiviivij) / in ivi > /a 


IN 1V1 KJDD IDA 


numo Sapiens zmi iamriy memDer j protein ^z^h^d mivi>/\ 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


jnivl ujjiuo 


noiiio sapiens gaianm-iiKe peptiQe piecuisoi ^JUUL^oDDoyj, mivrN/\ 


JNJVL lO-MUD 


nomo sapiens oeta cysteine string pi o tern oj4 /vj, miviN/v 


JNJVL 


Jiomo sapiens stonm z (i^UL^oD4jyj, mrviN/\ 


TvTA/T 1 H9 
JNJVL LoJlUZ 


nomo s apiens pi ostein pi otem { l^kj o d 4 1 4 j , iiikjn /\ 


JNJV1 UlOOZj) 


nomo sapiens tumor necrosis iactor receptor superiamiiy, memoer od, aecoy 
(TNFRSF6B), transcript variant M68E, mRNA 


JNJVL UU04/U 


nomo sapiens tripartite motii-containing 10 ^iiviJVLioj, mKJN/\ 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


JNJVL IoZjVj 


homo sapiens neuraom 11 (J^UL,o4oo /), mKJNA. 


JNJVL IoZjo4 


nomo sapiens zmc tmgei L^rotem J4/ (Z,JNrJ4/) ? niKJNA 


JNJVL kjdZd /o 


nomo sapiens LipopoLysaccande-specilic response j-LiRe protein (LUCo4oo^j, 
mtviN/v 


JNJVL UjZj Jo 


nomo sapiens coiiagen-iiKe /\izneimer amyioici plaque component precursor 

^i^^^/04Z) / U J, 111 1x1 N /\ 


INIyI \JDZ<DV¥ 


nomo sapiens ivi>/\ Diiicimg pi otem ^ lul (o^jm-v iiiiv in s\ 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


jnivl uj)Zj?oy 


nomo sapiens zinc imger [jrotem zoy, ijji reguiateu ^ZiiNrzoy mivrN/\ 


A.TA/T 1 Q1 Q 
JNJVL UJiyio 


1 1 i x "fl^"^ i 'v -flf^ -fl /^*-fl-* -fl^i "■-flf^-fl.'^. 1 1 -fl 1 r /^~\. ~r 4 y > -4- /~v-** 1 d-^ 1 : 1 a 1 C-^ \ -fl^v^ 1 J f^k 1 /\ 

nomo sapiens Js^ruppei-LiKe iactoi 10 ^JvJ^rioj, mKJN/\ 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


JNM lol4ol 


homo sapiens UocoaCnsp (LULojovU), mKJNA 


NM031417 


Homo sapiens MAP/micro tubule affinity-regulating kinase like 1 (MARKL1), 
ni l< IN A 


NM 030791 


Homo sapiens sphingosine- 1 -phosphatase (LOC81537), mRNA 


JNM_Uz4o70 


Homo sapiens suppressor 01 variegation 3-9 (Drosopnila) nomolog z; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


tvta /v r\r\i A 1 A 
JNM (JU3414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


JNM_Uz3945 


Homo sapiens membrane -spanning 4-domains, subtamily A, member 5 

(JV1o4AjJ, mKJNA 


JNJVl UZJU 14 


homo sapiens nypotnetical protein similar to preferentially expressed antigen 01 
meLanoma (luloj mtciNA 


JNJV1 UZJUU 


nomo sapiens nypotnetical protein similar to preierentiaiLy expressed antigen 01 
meianonta \l^kjk^od i z, 1 miviN.rv 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


IN 1V1 UZZ DDJ 


nomo sapiens putative uipeptiaase ^^1^041 /4j, mivrsi/v 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


ATA A 

JNJVL UzZJ4j 


nomo sapiens uterme-clenvea 14 kL)a protein (J^UCo41 jU), mKJNA 


JNJVL KjLLd^d 


nomo sapiens i /kjj ietaL uiam pi otem ^l\jl. 0414o j, miviNA 


NM 022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64 145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


ATA /I Cl1 1 fx^l 
±N IVl UZ 1 O J Z 


nomo Sapiens zinc-imger protem z. d i v in i ^ d iv iv i j ? mrviN/\ 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


ATA A A1 Q^Q1 


riomo sapiens zinc iingei piotem Zo (Js.ua zuj (Z^jntZoJ, iiikjna 


ATlV/f ni o/:7f 
JNJVL Uloo/J 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


JNJVL UZlZZo 


homo sapiens nypotnetical piotem rrom clones Zjj^y and ZJ /oZ (HJLOojU4), 

% ^ o XT A 
mKJN/Y 


ATA/T flO 10 11 
IN iVL UZ 1 Z 1 1 


riomo sapiens iransposon-QenveQ J^usteri transposase-iiKe protein (i^^L^r>o4ooj, 

111 Tv In f\ 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


ata/t nonoriQ 

IN IVl \)Z\)y\JD 


riomo sapiens uDic|uitm-speciiic piocessmg piotease ^jlulo /ooj j, mrviN/v 


ATA/T riOHAAA 
IN IVL UZUOOO 


riomo sapiens L^UL^-iiKe Kinase 4 (^i^js^+j, mrviN/\ 


ATA/T non/ioi 
IN IVL KJZKJ^Z 1 


nomo sapiens nypotneTicai piotem (i^\jLxJ / i^-j? j, mrviN/\ 


ata/t noni/in 

IN IVL UZU 14U 


nomo sapiens putative 4/ Kua protein ^i^L^L^Dooyyj, mrviN/\ 


ata/t n 1 A^n^ 

IN IVL U 1 OjyJ J 


nomo sapiens synovial sarcoma translocation gene on enromosome io-iiKe z 

^ooloLZj, 111 iv IN r\ 


ATA/T 0 1 f\A 1 7 
1>J IVl U 1 OH- 1 / 


u nrnn C r> n ; nnc ,»l Mno py R/177G /l nr^ 1 9 1 8^ ml? AT A 
nomo sapiens cione rLD^ / J7 ^i^vjv^j izioj, 1 1 1 in. in 1 /\ 


AJA/T 0904^7 
IN IVl UZUH-O / 


nomo sapiens nypoiiieiicai pioiein rrom cione oh-j ^r^v^^z) /zzo ^, iiirvi>j^-v 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


ata/t nofi'jQ^ 

IN IVL UzUjoj 


nomo sapiens zNriviL^z piotem (lulj / ivy), mrviN/\ 


ata/t non^Qi 

IN IVL UZUjo J 


nomo sapiens canciiciate tumoi sup]3iessoi protein (lulj / iu /j, mrviN/\ 


ata/t non^70 

IN IVL UZUj /Z 


nomo sapiens oiganic cation transponei (i^\jl^d / iuu mrviN/\ 


ata/t nom 

IN IVL UZU 1 Do 


nomo sapiens exosome component rvrp^o ^ivrvr^o^, mrviN/\ 


ATA/T noni/17 
IN IVL UZU 14/ 


nomo sapiens nypotnetical protem riom j^uivijiivi/vojc/ j i lzdz> ^i^ULyDoyuo 

™T?AT A 
1 1 1 IN IN /A 


ATA/T fl9m ^zL 
IN IVl UZU 1 J *r 


I — I / \ ITT / A C 1 0"l^1 f** IT C 1 f * It 1"*/ A ITT / A C 1 / \ ITT 1 I Itt 7 *T / A "f It /"» O 1 IT I - */ A "i" /-* 1 TT ^ \ |h ^ / I (~\ ^ /C. Q ^ 1 \ -fTT T? ~^T A 

nomo sapiens enromosome 1 1 nypotnetical protein ^jrvr d \\^\j\^j\)oj i j, mrviN/A 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


IN IVL U1VUDV 


T-Ti^m/r c o it i r»iT c A 0 1^ /I it r/\fr«i n /I C~\C^ Z.A "X>\ mt? AT A 

nomo sapiens o.z kg protein ^i^l^l^d^-dh-j) mrviN/\ 


ATA^ fl 1 

IN IVL U 1 VUJ / 


nomo sapiens exosome component Krp4i (ri^jzujvij, mrviN/v 


ATA/T n 1 C^7Q 

IN IVL U 1 OJ> / y 


nomo sapiens mitocnoncnai soiute carrier (hjlo i^ izj, mrviN/\ 


ATA/T fl 1 Q/1 Q 
IN IVL U1o4oj 


nomo sapiens kj protem-coupieu receptoi loi^z (^i^ucdjoooJ, mrviNA 


ATA/T H 1 QA 7Q 

IN IVL uio^f/y 


nomo sapiens uncnaractenzeu nypotnaiamus protein nL^u/voii ^i^l^l^ddoozj, 
at a 

11 1 IV IN / \ 


ATA/T 0 1 9.AA1 
1M IVl U 1 044 / 


I— I { a itt { \ cQnipnc ^XC\ XrT^ict nrn+pin / I O^^^S'? 1 \ itt 1? NI A 

nomo sapiens j>u Kr>/a protein ^luL/jjoj i j, ii 1 in in /a 


ATA/T fl 1 £zLA^ 
IN IVl U 1 Off J) 


I — I / \ |TT / \ CQf\1 1 IT / "* IT I'T^I'* IT 1"*/ \ /"^ 1 IT ^^^0 / ' / 1—4^ ^ C\ 0 ^\ ITT 1? "N.I A 

nomo sapiens zmi ringer protein juz ^ZjiNr juzj, mrvi>/\ 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


ATA/T H 1 Q/LHO 
IN IVL Ul oH-UZ 


nomo sapiens mterieuKin zo ^ii^zo j, mrviN/v 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


ATA A C\ 1 Q 1 T 1 
JN IVL U 1 O 1 / 1 


nomo sapiens nypotnetical protein i^ljiucov (r^i^j iuojVj, mKJNA 


ATA /T ^1 7^^^ 
JNIVL Ul / JDK) 


Homo sapiens nypotnetical protein luLjjjoj (LUUjjjojj, mKJN/V 


ATA /f fl 1 1 1 o ^ 

JNM UIJjoj 


nomo sapiens plecKStrm Homology, oec/ ana coileaVcoil domains 4 (rbUJJ4j, 
mRNA 


ATA A H1 1 

JNIVL UlOOM 


nomo sapiens neptaceiiuiar carcinoma novel gene-J protein (LULjJ 33?), 

-itt "DAT A 

mrvLN/v 


ATA/T fl1/^Q^^ 

in ivl u loyro 


nomo sapiens soiuoie nvei antigen/ nvei pancieas antigen (i^L^L^Diuyi j, mrviN/\ 


ATA/T fl 1^/1 OO 
IN IVL UlOH-ZZ 


nomo sapiens L.onL.4-iiKe zinc linger pi otem ^z>rrzoj, mrviN/\ 


ATA/T niA^9fi 


nomo sapiens nepaiocenuiar carcmoma-associaieci anxigeir jy \l^kj\^j i /jy), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type III (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 



(400/104) 



XTA/T H 1 A1 Af\ 
iNlVl U1014U 


nOliiO SapieiiS Dlalll SpeClllC piOTeill (LULj 10 ID J, mrvlN/\ 


AJA,f C\ 1 A 1 A7 
IN 1 VI U 1 0 1 U / 


riomo sapiens zmc imger rciN/\ DiiiQing pioxem (z^rivj, niKTM/\ 


iNlVL UlOUVo 


riomo sapiens norLU^u protein ^lijl.oioouj, itikjn/\ 


1NI1V1 U 1 OUyJ 


riomo sapiens norLUj / proiein (i^vjL^oiojyj, mivrM/v 


1N1V1 UlOUoo 


riomo sapiens map Kinase pnospnatase-iiKe protein iviiv-o i y a ^i^vjl^d ico / 

III IV IN /\ 


aja/t n 1 aha 1 
inivi uiouoi 


riomo sapiens laji-iz / piotem 1040J, mrviN/\ 


IN 1V1 KJ 1 OUJ) y 


n oiiio sapiens Lui-77 protein (lul j ioj) / 111 is. in r\ 


1N1V1 U 1 OUZ7 


riomo sapiens ui-oo protein ^ l^jv^ j i o s> j j, in iv in /a 


TsJA/T 01 A09A 
IN IVI KJ 1 OUZt- 


n oiiio sapiens lui- iy protein ^ l j ioj>4j, iniv in r\ 


IN 1V1 KJ 1 ou 1 y 


n oii io sapiens lui- /4 protein ^ lvjv^ j i oj) i j, in is. in /a 


in ivi u 1 d y 04 


n oiiio sapiens urain speL/iiiL/ protein ^jlul j 10/jj, in in in /a 


in ivi u 1 d yj> y 


nomo sapiens l-ui-uv piotem ^luuj iouj mrviN/\ 


TsJIVT 0 1 AAA 7 
IN IVI U 1 004 / 


nomo sapiens mesencnymai stem L/eii protein l> o vj /d ^ lul j ijj) / ^, iiiix in /a 


aja/t n 1 aaaa 

IN1V1 U 1 0040 


nomo sapiens mesencnymai stem ceil protein uoll/zo ^UL'j i j jo j, mrviN/A 


TvJA/t 01AA^9 
IN 1V1 KJ 1 OO J) Z 


nomo sapiens /\ in r protein yi^Kjv^D ldz,kj), mrviN/\ 


aja/t niAA9Q 
iNivi u 1 oozy 


nomo sapiens nypotnetiL/ai piotem ^r^^j^o i jzj mrviN/\ 


AJA/T 01AA97 
IN IVI KJ 1 OOZ / 


nomo sapiens nypotnetiL/ai protein \l^\jk^d ldal mrviN/A 


AJA/T H 1 AA9 A 
1N1V1 U 1 OOZO 


nomo sapiens nypotnetrcai piotem ^i^^jv_z) uzuj, mrviN>\ 


IN IVI KJ 1 OO 1 0 


nomo sapiens nypotneticai protein ^ Lv^v^ i d i^j, inrv in /\ 


aja/t n 1 aa 1 a 

IN IVI KJ 1 OO 1 O 


nomo sapiens iNivizj)-no ^i^vj^j 1 j ih-j, hi in in /\ 


AJA/T 01AA1^ 
1N1V1 UlOOlJ 


nomo sapiens t\ ukjz. i protein (lul j ijijj, hi in in /a 


AJA/T 0 1 AA 1 9 
IN IVI KJ 1 OO 1 Z 


nomo sapiens mnoL/nonuriai soiitte c airier ^r^Vvi^z) i .jizj, iiiin in /\ 


IN IVI KJ 1 


nomo sapiens rivjuo umciing piotem piecursoi o i jUj mrviN/\ 


AJA/T M1A^A9 
IN IVI U 1 OD OZ 


I I / A m / A C O "1^ 1 /^"fl C + / A 1 E 1 -I \r r~\ rx / "» rx »^\ "i" / A t " 7 / 1 I T? 7^\ m I? A\.l A 

nomo sapiens toii-iiKe receptor / ^ i lin / 1 5 in in in /a 


aja/t mA^AA 

1N1V1 U10.J40 


nomo sapiens tumpiemeiii i i-iikc proteinase preC/Ursor, ^ lul j iz iy), iiiin in i\ 


TsJA/T MlA^zl 
INIVL UIOjj'i- 


nomo sapiens apoptosis-ieiateci piotem riN/\o-i ^i^i^i^o iz /jj, mrviN/\ 


AJA/T 01A^91 
IN IVI U 1 ODZ 1 


iiUlTKJ SdpiCIlS -IIJvC piU IClll ^ 1 A ^ 1Z/U), IllrviN r\_ 


aja/t n 1 a^ 1 1 

INivl KJ 1 OD 1 1 


nomo sapiens i^-type let/tm-iiKe receptor- 1 ^luljizo/ j 3 in in in /a 


aja/t niA^no 

1N1V1 UIOjU" 


nomo sapiens ^-type lectm-iiKe reL/eptor-z ^i^vji^d izooj, in in in /a 


AJA/T Pi 1 AzLQA 
IN IVI U10470 


nomo sapiens nypotnetieai piotem ^i— kjk^ d izd / ), mrviN/\ 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


aja/t n 1 fxAQA 

INIVL U104o4 


nomo sapiens nypotnetrcai piotem iz4o mrvrN/\ 


AJA/f A 1 A/17 1 
IN JYL KJ 1 04 / 1 


nomo sapiens nypotneticai piotem {l^kjk^j izqz), mrviNiz\ 


AJA/f H1 

IN IVI U 1 040 / 


nomo sapiens nypotneticai piotem (LULjIz^uj, mKJN/\ 


AJAA A 1 A/1 ^/1 


nomo sapiens nypotneticai protein (lulj izo4 mrviNiA 


AJA/T A 1 A/1 9Q 
INlVl U104ZV 


nomo sapiens curZiZ tor nonciatnrm coat protein zeta-i^vjr ^i^l^l^o izzoj, 

mtviN/A 


IN IVI U 1 O D O S> 


nomo sapiens n \j ivi - i elo-oj iirmor antigen (lulj izi j iiiin in /a 


aja/t niA^ftn 

IN ivi u 1 0 J> ou 


nomo sapiens urierentiation-reiateu protein cuiio ^uL/j izizj, nirvrN/Y 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


AJA/1 MlA^Q 
INIVL U10JJ7 


nomo sapiens i^inK guanine nucieotioe excnange iactor 11 ^.uvjlo i iyj> ), mrvrN/\ 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


ATA A AIA'I'JI 

JNJVL UloJJl 


Homo sapiens zmc imger protein AJNC znUl (LUCjI 1"^), mKJNA 


TvTA/T A 1 A^2 1 1 
JN iVL U 1 OO 1 1 


nomo sapiens A lipase miiiuitoi piecursor (LUt j 1 loVJ, mKiNA 


TvTA/f AIAO^A 

JNM Ulozjo 


riomo sapiens JN-acelylglucosamme-l-pnospnocliester alpna-JN- 

dceiy igiucosaiiiiiiiLicise ^lvjuj i i /zj, nnNiN.rv 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51 147), 
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m iv in za 


1>J 1V1 UlOl JO 


nuniu sapiens eryinrocyie nansmeniDrane proiem ^i^Vvi^ ji im-j nnsjNZA. 


IN TV1 UlOl H-Z 


nomo Sapiens sieroiu cienyuiogenase nomoiog ^lul o i i^t^tj, misiNZA 


1>J 1V1 U10141 


n on io Sapiens ciynem iigm Liiain-/\ ^luL/J i ih-j miviN/\ 


TvJA/T 01^19^ 
rN TV1 UlOl ZZ> 


n (j in (J Sapiens r i ljkj i o pruiem ^i^v^i^ j 1 1 joj, in is in /a 


TsJA/T 01^191 
In 1V1 UIOIZI 


nomo Sapiens tn i -ivc/Tn-h-j aiingen ^lulji i jj j, miviN/\ 


MlVf 01/^1 09 
In 1V1 UlOl UZ 


nomo sapiens iripanne moiii-eoniainmg i / ^iiviivii / 111 isi n /a 


In 1V1 U 1 OUZ> o 


nomo Sapiens lui-7 / pioiem ^ Lvjv^ j 1 1 iy), miviN/\ 


1M1V1 UIOUjJ 


U nmn CQ «; pnc r^OT 09 nrntr>in / T Hf 1 ^ 1 1 1 7\ mRTSTA 

nomo Sapiens aj i-vz proiem ^ LvJ^ j 1 1 1 / j, in is in /a 


1N1V1 U 1 OUZO 


nomo Sapiens v^vji-oz proiem ^lu v j i iu" mrviN/\ 


In 1V1 U 1 OU 1 U 


nomo sapiens uui-oz proiem ^ j i iui j, in is in z\ 


1N1V1 UlOUUl 


nomo Sapiens lui-^o proiem yL^KJ k^d ivy o), mis. in /a 


1M1V1 Ul J770 


nomo Sapiens ^vji-h-u proiem ^ lv^v^ j> i uvz in is in za 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


InIVI uioyoz 


nomo sapiens lui-jj proiem ^i^vjLxjiu/ / j, m is in /a 


INlYl u i oyou 


nomo sapiens lui-jz pioiem ikj /o), mrviNZA 


TATA/I n 1 ^Q^7 

in ivi u 1 d yj I 


nomo sapiens l^aji-zv pioiem (i^L^L^jiu/4j, mrvrN/v 


rNiVl uijb04 


nomo sapiens l^oi-zo pioiem (lul z> iu / 1 mrviN/\ 


TvTA/f fl 1 1 7 

iNivi ui jyi / 


nomo sapiens giuiainione o-iransierase suounii 1 j nomo log (lulj iuo4j, 

111 IS IN r\ 


MA/T 0 1 ^Q1 ^ 
In 1V1 Ul Jyl J 


nomo sapiens nypoineneai pioiem ^LULJiuouj, mis i n /a 


in ivi u i j y i z 


nomo sapiens nypoineiieai proiem ^luL/Jiuj"], in is in /a 


TsJA/f 0 1 ^Q1 1 
r\ ivi u i z> y 1 1 


nomo sapiens nypoineneai pioiem ^luljiujo mrviNZ-v 


IMIVI Ul JyU / 


nomo sapiens leucine ammopepiiciase ^i^\jv„ o iujoj, miviNz-\ 


iN IVI Ul JOOj 


nomo sapiens eione ivuu unisnown pioiem yL^vjv^D iv^-ry), mrsziNz-v 


TsJA/T 01 ^879 
1M IVI Ul JO / Z 


nomo sapiens Kruppei-reiaieu zim imgei proiem neivrox ^luljiu^j j, in is in z\ 


TnTPv/T fl 1 ^£7 1 
In IVI Ul JO / 1 


nomo sapiens zini nngei pioiem ^i^^i^j iuh-zj, mrszLN/A 


TsJA/T n 1 ^079 
In IVI U 1 OU / Z 


nomo sapiens v_aji-1t-i proiem ^lul^j iuzo j, in is. in za 


1N1V1 U 1 ouoo 


nomo sapiens vj i - i j j proiem ^lvjL/j luz'i-j, mis^LN/A 


NM 016053 


Homo sapiens CGI- 1 16 protein (LOC51019), mRNA 


TxTN/T fl 1 AH/1 A 

1N1V1 uiou4o 


nomo sapiens noiiioiog oi yeasi exosomai coie pioiem LoL4 ^l^o.l4j, mrszLN/A 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


JN IVI U 1 J V44 


nomo sapiens uoi-14 pioiem (LULoiuuj), mKJNA 


JNIV1 UloUoU 


nomo sapiens UCjI-Izj pioiem (LUUMUlo), mKJNA 


JNM Ulo4oz 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 

m Is IN Za 


InIVI U140ol 


nomo sapiens ullzalj/ m ^zASp-oiu-zAia-ZASp/nisj dox poiypepnue j4 ( ljlj a j, 

rviT?XT A 
I I I IS IN ZA 


In 1V1 U 1 H-^t 1 j 


nomo sapiens zinc nngei pioiem ^z^iNrz-uo^z /t-j, miviN/A 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


A.TA/T fl 1/1^ A 7 
InIVI U1404/ 


nomo sapiens zinc imger pioiem {ZjFj izo j, miszrNZA 


JN1V1 UU/ 14o 


nomo sapiens zinc imger proiem loi (z>iNrioij, mKiN/A 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


ATA yT MflAT2A 


nomo sapiens ziu nomolog mKiN/A 


NM 006138 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 3 
^iiematopoietic ceii-speciiicj ^ivlo4za^j, mKJNzA 


InIVI UU J / 4 I 


nomo sapiens zmc imger pioiem zoo ^zziNr zoo mrsziNizA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(1 50kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystropny) (AlKb), transcript variant 3, mKJNA 


JNJV1 UUUojo 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


JNJVL UUlooJ 


Homo sapiens autoimmune regulator (automimmune poryendocrmopatny 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


JNJVL UU34M 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


JNJVL UUJ4U/ 


Homo sapiens zinc linger protein 3o, C3H type, nomolog (mouse) (Zrr3o), 
mKJNA 


NM_001519 


Homo sapiens BRF1 homo log, subunit of RNA polymerase III transcription 
initiation tactor nir> (o.cerevisiaej (r>Kr ij, mKJNA 


JNJVL UUU 1 J 1 


Homo sapiens glucosiclase, beta, acid (includes glucosylceramidasej (LrrSAj, 

m IV IN A\ 


1N1VL \)J 1 1 / O 


riomo sapiens irmg ^i^^jl^i i /0o4j, mKiNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
canGiuaie iy ^/vi^oZL^Kiyj, mrviN/v 


JNJVL UDol /o 


riomo sapiens neuionai peniiaxiii lecepioi (iNr 17s.kj, iiansciipi vanani z, itikina 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


JNJVL Ul 1115 


riomo sapiens myosin lr> (MYUlrs), mKJNA 


JN1V1 Ul Jl 1 1 


riomo sapiens neural precursor cell expiessed, developmentally down-regulated 

4-llKe (!Nr!/iJlJ41^J, mKlNA 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


JNM loZj^l 


Homo sapiens solute earner tamily y ^soaium/nyarogen exchanger), isoiorm / 
(SLC9A7), mRNA 


JNJVL U14ZUo 


Homo sapiens dentin siaiopnospnoprotem (Uor r j, mKJNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


JNM_(J(J54ol 


Homo sapiens v-mat musculoaponeurotic nbrosarcoma oncogene nomolog B 
(avian) (JVIAFB), mRNA 


JNM (J3U761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


JNM_(J3zo4z 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1 , mRNA 


\TA T AT ATTC 

JNM_lo(J775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_(J 03392 


Homo sapiens wingless-type MMTV integration site family, member 5A 
(WNT5A), mRNA 


TVTA A ACT 1 O 

NM 0571oo 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WNT16), transcript variant 1, mRNA 


\ 1 \ i A1 /lAOl 

JNM_(Jlo(J87 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
( WJN 1 lo), transcript variant Z, mKJNA 


"VTA A AlOim 

JN 1V1 U 1 1 1 U 1 


Homo sapiens tripartite motil-contammg ly ( l Klivizyj, transcript variant l , 

mKJNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 

™T?TvT A 
111 IV IN /a 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


JNJVL lOoZ4o 


Homo sapiens UJNase 11-iiKe acid UJNase (ULAU;, transcript vanant z, mKJNA 


INJVl UZIZjj 


noiiio sapiens ursase ii-iixe acid urNase \ vj l/\ u j, transcripT variant i, mix in /\ 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRTvT A 
III Iv In f\ 


1>J 1V1 UUj j 1Z 


nomo Sapiens tniosuiiaie suiiuriiaiisierd.se ^rnocianesej v ioi rnivi>i/\ 


TvTA/l 0907^ 1 
IN 1V1 UZU / D 1 


T— rAtn /a c qui o /l i /'xv m t*/^/~» *x f r T*/^-i^T*/^t? c /~\i* A T— Tl? 1? \ m 1? ^VT A 

n (jiiiu sapiens cuoxm receptor repressor \/\ n iv iv j , niiv in /a 


xta/t pk^piziq 

1\I1V1 UJ-jUH-;/ 


noiTio Sapiens stiesscopm (orL j, miviN/\ 


TvTA/l fK9R^zL 


nomo sapiens w yj repeal uomam / ^ w l/ rv / xranscnpx variant z, in iv i v /a 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1 , mRNA 


JNJVL UUIDU/ 


nomo sapiens iructose-i,o-Dispnospnatase i (rori j, mrvrM/v 


NM 002581 


Homo sapiens pregnancy- associated plasma protein A (PAPPA), mRNA 


~\ta a nnr\n^o 
JNJVL UUUyoo 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


"VTA A AO AO 1 1 

N MO 3 081 1 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


ATA 4" nOO/IOT 

JN1V1 Uzz4y / 


riomo sapiens mitocnonclriai noosomai protein bZj (iviK^r ozj j, nucieai gene 
enco cling miTocnoncinai piotein, mrvTM/\ 


JNJVL LOJUZj 


nomo sapiens zinc imger protein nomoiogous to z>rpy i m mouse ^rr y i j, 

tnP AT A 
1 1 1 Iv 1 >J /a 


TvTA/L 0^989/^ 


nomo sapiens W-L' repeal cioiiidin o ^W-LJIvoj, iranscnpi vaiiain z, mivi^y-v 


TvTA/T fK9R9^ 


rromo sapiens wu repeal uumdiii o ^ wi-^rvoj, uanscnpi vaiidiii j), mivi>j/\ 


TvTA/L fK9R91 
1M1V1 VJZ)ZoZl 


I — I / x m / \ coin auc \\ / 1 ^ "i^/^"H/^*o+ s\ o i "H ^ / \ \ / 1 \ ^ \ +r , Q n c /"> 1*1 va!' irQi*iQnf 9 ml? AT A 

nomo sapiens W-L' repeal domain z> y w uis^d iranscnpi vaiiani z, miviN/A. 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


jnjvl Lozyyu 


nomo sapiens wu lepeat Qomam iu wurviuj, tianscnpt variant ^f, mrvrsi/\ 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


xta a ncinoc 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM_03 1902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


X I \ /T A1 CO/CO 

JNM U1j969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


TvTA A A1 /CA/IC 

NM OloOoj 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


TVTA A (\ 1 1 lOA 

NM OJlzou 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM UzzoJV 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM U16U34 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM UloU/U 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitocnonclriai protein, mKJN A 


NM 020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
enc o cling mitociionciriai pi o tern, mKJNA 


njvl uziyyo 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NJV1 lOZolj 


nomo sapiens lmmeuiate early response 5 (iiirvoj, transcript variant long, 
mRNA 


"VTA/T nrilQQl 

Niviuujoy / 


nomo sapiens immeaiate early response 5 v ifc,ivj j, transcript variant snort, 

mRTvT A 
Illlvi >l /\ 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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aj pnospnatdse, suDunit i ^tiur i trdiiscript vdridnt rtr id, mrviNA 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA 


JNJVL \J\J\JDyj 


nomo sapiens coLLagen, type v, aLpna z ^l^uioazj, mrviNA 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


JN1V1 UUIZjo 


riomo sapiens ceLL division cycLe z 1 (CJJCZ / ), mKJNA 


JNJV1 UU4ool 


hLomo sapiens LULzj (ceLL division cycle z3, yeast, LiomoLog) (UJJCzi), mKJNA 


"XTA A r\1H1H f\ 

JNJVL_0J7370 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 
mRNA 


JNJVL U1Z14Z 


riomo sapiens cycim u-type Dmding-piotein l (LLxJNJJrSrij, transcript van ant 1, 
mRNA 


JNM KJiyjyz 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


JNJVL (JUJioo 


Homo sapiens zonadhesin (ZAN), mRNA 


JNJVL VKJiyjy 


riomo sapiens euKaryotic transLation eLongation tactor l beta z (ri/U/r lozj, 
transcript variant 1 , mRNA 


TvTA /f MO 1 1 O 1 

JNM Uzllzl 


Homo sapiens eukaryotic transLation eLongation tactor 1 beta z (rAlir it>2), 
iianscnpt vanant z, mrvJN/v 


JNJVL UUO / / o 


riomo sapiens ring linger pi otem y (^rviNryj, tianscripT vdiidnt i, mrvJNA 


IN IVL KjjZoZo 


nomo sapiens ring nngei pi otem y ^rvJNryj, TianscripT vanant z, mrviNA 


IN IVL UU/UZo 


nomo sapiens inparrite motii-containmg j i i rviivu i j, transcript variant i , 

111 IV 1M /\ 


tsjo nnnn iq 


nomo sapiens cnorionic gondciouopm Deid legion y^KjDyci^) on cnromosome 17 


TsJA/L 0^90^9 
1N1V1 UjZ7jZ 


nomo sdpiens Qisrupteci in rendi tdrtmonid i ^ i ivv^ i niix in /a 


inivi UUU70" 


nomo sdpiens iioosomdi protein l^dv ^rvrju.juj, mrviN/\ 


TvJA/L 000078 
inivi \j\j\jy 1 0 


nomo sdpiens iiuosonidi pioieiii l^zj ^rv_r l^ao iiirviN.rv 


TsJA/T oooo£^ 

IMIVI UUU7OJ 


nomo sdpiens riDOSomdi protein 1^1/ ^rvri^i / mrviN/\ 


in ivi u 1 vuj) 


11 u 1110 isdpiciis pr oiucd-Qiicriii 10 i rLJjni o l iiiivi m /\ 


inivi ui / o\jy 


nomo sdpiens iiuciear jvin/a export idctor z ^iN^vrz^, trdnscrrpt vdridnt i, mrviN/\ 


im ivi kj j vy-t J 


nomo sdpiens dmmoniess protein ^/\iviin j, mrviN/\ 


TsjA/r 0990^ 


nomo sdpiens nuciedr rviN/\ export idctor z ^iN^vrz trdnsctipt vdttdnt z, mrviNi-v 


IN IVI Ul^t / OZ 


nomo sdpiens zH--uenyciiocnoiesteioi leciuctdse ^uriLKZM- j, mrviN/\ 


TsT\/t 09^099 
1NIV1 UZJ7ZZ 


nomo sdpiens taste leceptor, type z, memDer ih- ^i/AozrviH-j, mrviN/\ 


NM 023921 


Homo sdpiens tdste receptor, type 2, member 10 (TAS2R10), mRNA 


TsJA/f 09^090 


nomo sapiens taste receptor, type z, memoer ij ^ i/\ozrvi j j, mrviN/A 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


JN1VL KJZjy lo 


nomo sapiens taste receptoi, type z, memDer o (i AoZKoJ, itikjna 


jNivi uzjyi / 


nomo sapiens taste leceptoi, type z, memoer y (1/VoZKV), mKJNA 


JNM KJZZIKJK) 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoQing mitocnoiiQriai protein, mrviN/\ 


~K\~\A 099 1 /^O 
IN IVL UZZlOV 


nomo sapiens /\ir^-Dmciing cassette, suu-iamiiy o ^wniirij, memoer h- 

\r\ D V^AJ'H- J, 11 1 iv IN r\ 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1 , mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


JN1VL U14joo 


nomo sapiens normonaiiy upreguiateci JNeu-associateci Kinase (nuJNJvj, mKJNA 


JNJVL U14Zyo 


nomo sapiens calpam / (UArJN /), mKJNA 


NM 006615 


Homo sapiens calpam 9 (nCL-4) (CAPN9), mRNA 


TVTA ft AACOA'7 

NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
supeniciai zone protein, camptooactyiy, artnropatny, coxa vara, pericaruitis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen- like l (FGLl ), mRNA 


NM 003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member l (lymphotactin) 
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(SCYC1), mRNA 


AJA A riA r )/l'77 

JNJVL UUZ4 / / 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


JNJVL KJDCtZjj 


Homo sapiens nbosomal protein bo Kinase, jZkD, polypeptide l (KrboJvUlj, 

*v^F? AJ A 
111 I\ IN /A 


AJA/f 000^9^ 
1N1V1 UUUOZJ 


nomo sapiens DiauyKinm leceptoi rsz (oijisjvrjzj, iyikjn/y 


AJA/f OOO/19/l 
IN 1V1 \J\J\J^Z' L ± 


nomo sapiens Keratin j (epicermoiysis ounosa simplex, uowiing- 
ivieardy jvoDiiei/ w euer-i^oC/Kciyne xypes ) ^iviv i j j, iiiiviN r\ 


TsJA/T 009979 
IN 1V1 UUZZ / Z 


nuiiio Sdpiciis Kcrdiiii h- ^ rvrv i h- j ? iiirvi n /\ 


TsJA/1 0^70££ 


riomo sapiens Keraxm d ^ivivi d), miviN/\ 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


AJA/T 0^7 1 Q9 
iNlvl UD / 1 oZ 


nomo sapiens cycim Jtii ^l^l^inui j, transcript vanant z, mKJN/\ 


AJA/T OO 1 9^2 Q 
JN1V1 KJVlZjO 


nomo sapiens cycim til (CCJNiii), transcript valiant i, mKJN/v 


AJA/T 0^/1090 
IN 1V1 U 3 1 U Z y 


nomo sapiens cnromosome o open reacting name m- (L^oorii^j, miviN/\ 


AJA/T O^/l O 1 7 
1N1V1 UD4U1 / 


nomo sapiens cniomosome o open reacmg name iz (^ ooriizj, mKJN/\ 


NM 052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 

m K IN /A 


AJA/T 00/lQ9^ 

iNivi uu^yzo 


nomo sapiens zinc linger piotem ^o, Ljn type-iiKe i ^rr jolj j, mKJN/\ 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


AJA A HK2^^ 
IN 1V1 U 1 J J J> Z> 


nomo sapiens joined to J/vz>r i (jj/\z>i), itikjn/\ 


JNJVL UUjo4Z 


Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)- 
associateQ iactor, ku ^ i/\r / j, ni iv in /\ 


AJA/T O^ 9 ACS' 
1N1V1 LoZOoD 


nomo sapiens nypotneticai protein iviol^IjUUD ^iviol^IjUUD j, miviN/\ 


AJA/T 0^9^^A 
iNlVL UjZOjO 


nomo sapiens jjE/AU/n ( Asp-oiu-Aia-Asp/riis j dox poiypeptiae d i (jjua^ / j, 
mRNA 


"MA/T O^ 1 Q 1 Q 
1M1V1 \jD\.z/iy 


nomo sapiens cy statin aiiQ uur 17 uomam containing 1 ^L^oi^uriJi j, mtvr>/\ 


AJA/T O^I/IT^ 

1N1V1 lol4/j 


nomo sapiens es]3in (lior jnj, iukjn/v 


AJA/T 09/1 1 O 1 
1N1V1 UZ41U1 


nomo sapiens meianopninn ^ivii^r nj, miviN/v 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


TvTA/T 09 1 90 1 

JN 1V1 UZ 1 ZU 1 


nomo sapiens memorane-spanning 4-aomams, suotamiiy A, memoer / 
(MS4A7), mRNA 


AJA/f MOAA'J/I 

JN1VL UZUco4 


nomo sapiens growtn ciitterentiation tactor 3 (uiJrjj, mKJNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


JNM_U0z897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


JNM (JlooJV 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM U16838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(KrSivioi), tianscnpt variant ivioor -1, mKJN/V 


AJA /f O 1 A Q ^ H 

JN1VL UlooJ / 


nomo sapiens kjn a Dmamg motit, single stranaea interacting protein i 
^ivoivioi j, uaiiscnpt valiant ivioor-j, miviN/\ 


AJA/T O 1 AQ^A 

JN1VL UIoojO 


nomo sapiens kjn/\ Dmcimg motit, single stranaeci interacting protein i 
^ivoivio i j, Transcript variant i l i, miviN/\ 


IN 1V1 U 1 *r 1 


nomo sapiens cieita-iiKe d vi-'iosopiiiia^ ^i^i^i^o mrviN.rv 


1M1V1 U10.J.J.J 


nomo sapiens pionne uenyurogenase ^oxiuasej i yr tsAjLJri)^ mivi>/\ 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


AJA/T O 1 *sl.AA 
1N1V1 UID-J^^t 


nomo sapiens leptm receptoi overlapping transcript-iiKe i ^i^iir kaj i \^ i j, miviN/\ 


AJA/r 014zt^0 

iNlVi WIt-t-jU 


nomo sapiens onrz iiiLeiaL/Liiig iiciiisiiieiiiuiaiie dLidpLoi ^011 ^, iiiJviNj'A 


NM 007159 


Homo sapiens sarcolemma associated protein ( SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) l (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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JNJVl UU1U1U 


nomo Sapiens rioosomai protein oo ^Kr ooj, mKJNA 


IN IVl UUUyo 1 


nomo sapiens iiuosomai protein i^iy ^KKLiyj, mKJNA 


JNJVl \j\Jjj 1 o 


riomo sapiens vur nerve growrn iacior mciuciDie (vur j, iukjna 


jnjvi uuioiz 


riomo sapiens aciosomai vesicie proiem i ^/vv^ivv i j, n anscnpt vanant i, miviN/\ 


JNJVl UZU 110 


riomo sapiens acrosomal vesicie protein i (/\l^kv i j, transcript variant 1 1, 
mRNA 


1N1VL UZUl 14 


riomo sapiens acrosomal vesicie protein i (/\L^ivV ij, transcri]3t variant y, miviN/\ 


JNJVl UZUl 1 D 


riomo sapiens acrosomal vesicie protein i (/vv^rvv i transcript variant o, miviN/\ 


rMlvl uzui iz 


nomo sapiens aciosomai vesicie protein i (/\L^rcv i j, ti anscnpt vanant /, miviN/\ 


JNJVl UZUl 1 1 


nomo sapiens acrosomal vesicie protein i (/aa^ ivv i transcnpt variant o, miviN/\ 


IN JV1 UZU 1 1 u 


nomo sapiens acrosomal vesicie protein i (AL^ivV i j, transcnpt vanant iu, 

vvi o AJ A 

11 1 IV 1>J /A 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


JNJVl UZUlUo 


nomo sapiens aciosomai vesicie protein i ^/vl^ivv i transcnpt vanant ^f, mrviN/\ 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


JNJVL UZUUoy 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


JNJVL UZZyuy 


Jdomo sapiens centiomeie piotem ti (ClilNrn), mKJNA 


NM_021734 


Homo sapiens solute earner family 25 (mitochondrial deoxynucleotide carrier), 
memoer iv (bLUZj/viyj, mKJNA 


NM 021259 


Homo sapiens transmembrane protein 8 (five membrane- spanning domains) 

1 IVLiilVL o ) , mKJN /V 


JNJVL UZU1JV 


nomo sapiens oxiaorecluctase UtrA (LULoooyo), mKJNA 


JNJVL Uljy/J 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
( i r>r j-associateu iactoi, ji ku [ l Ai^yi^j, mKJNA 


NM 0 13271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 

•y, o XT A 
mKiN/V 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


JNJVL UUUyUJ 


nomo sapiens JN AU(l J )n aenyarogenase, quinone 1 (JNi^Ul), mKJNA 


JNJVL UUZVjV 


nomo sapiens sortilm l (oUKJ ij, mKJNA 


JNJVL \)j 1 1 /U 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 

-r o -4->-a -«^x -4" f -4^>x 1 J 1 /x 

vanant z, mKJNA 


jnjvi uo / 1 oy 


nomo sapiens kj piotem-coupieQ receptor Kinase-mteractor z ^oiizj, transcnpt 
variant i, miv in /a 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


INlVl U3 / 1 0 / 


nomo sapiens coiiagen, ty]je vi, aipna d \k^kjl^oi\d ), ti anscnpt vanant 3, iiikin/a 


JNJVl \}j 1 1 00 


nomo sapiens coiiagen, type vi, aipna d ^l.aji^oaj j, transcnpt vanant 4, mKJNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


AJA A C\^n ' 1 tCA 

JNJVL Uj> / 1 04 


nomo sapiens collagen, type vi, aij^na j (LULoAj), transcnpt vanant z, mKJNA 


JNJVL U14//U 


nomo sapiens O protein-coupled receptor Kinase-mteractor z (Oiizj, transcnpt 
variant J, mKiNA 


rNivi uu^ooy 


nomo sapiens coiiagen, ty]je vi, aipna j yy^\jL^oj\j j, transcnpt vanant i, mKrs/\ 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 

cnKnnif 1 f ATPAQI^ mt?7sJA 

SUDUmt 1 (Al^Ool J, mKlNA 


IN IVl UUUO/O 


nomo sapiens acenosme Aza leceptor (auukaza j, mKiNA 


JNJVl KjddKjZI 


nomo sapiens AJviiN i up-reguiatec ( /\ a u u i mKiNA 


IN IVl vvZjjy 


nomo sapiens omitnme cecaiooxyiase i {kjlJk^i), mKiNA 


1M IVl UjOUUH 


noiiio sapiens piiospiiaiiuyiiiiosiioi ^+-Kiiidse, caidiyiiL/, aipiid. poiypepiicie 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar ]3rotein family A, member 3 (H/ACA small nucleolar 
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LvINr S ) \rs\JL^J\j ), III K IN A 


IN IVL UZ 1 y 4 / 


nomo sapiens serine racemase ^oKJvj, itlkina 


IN IVL U 1 CO / V 


nomo sapiens ouo antigen ^ouoaj, itikjna 


All\/T nnAQ/io 
IN IVL U U O O H y 


nomo sapiens piotem uisuniae Lsomeiase, pancieatic {ruir), itilvina 


IN IVL UUZOOU 


riomo sapiens pnospnanQynnosiioi 4-Kinase, caiaiytic, aipna poiypepiiQe 

lJV4-l^/\ UanSL/lipi Varlani L, lllLvIN/\ 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


IN IVL K)\)\JyO / 


riomo sapiens riDOSomaL proiein i^zo ^Lvr lzo j, niL\JN/\ 


IN IVL UUUVoO 


riomo sapiens riDosoniai protein LZ4 ^ivri^Z4j, iriKJNiv 


IN IVL UJ)Ly04 


riomo sapiens Keiatin associateQ piotem i / .i (^Lv/vr l / .lj, mKJN/\ 


IN IVL U U Z U 


nomo sapiens iven dlooci gioup (^iviii^j, m iv in a. 


IN IVL UDZo4L 


nomo sapiens serine/tnreonine Kinase zz\^ ^spermiogenesis associatecj 
(STK22C), mRNA 


IN IVL U L / O^f / 


nomo sapiens risj nomoiog d yji. collj \r 1 mrsJN/\ 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


JNJV1 UloMlo 


Homo sapiens cyclin- dependent kinase- like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


JNM U33131 


Homo sapiens wingless-type MMTV integration site family, member 3A 
(WNT3A), mRNA 


NM_030753 


Homo sapiens wingless -type MMTV integration site family, member 3 (WNT3), 

mKJN A 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 

( WIN 1 ID), mlvN/V 


"VTA A f\r\A/Z^/Z 

JNM (J(J4oZo 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNT11), mRNA 


IN IVL K)D / I/O 


nomo sapiens Darttin (r$oNUj, mKJN/v 


JNJVL viZV/y 


nomo sapiens diacyigiyceioi u-acyitransterase nomoiog 1 (mouse ) (JJOAl ij, 

111KJN A 


IN IVL uio^yu 


nomo sapiens oriz Qomain-coiiTaiiimg ja (onzujAj, mLviNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 

*v« T? AT A 
111 iv IN A 


XTA/T n 1 zLQ 1 zL 
IN IVL U L 1 y L 1 


nomo sapiens ceniaurm, gamma z (i^-ti/iN i ozj, miviN a 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


a,ta a r\f\nr\Q 
NM (JUUUoO 


Homo sapiens ceroid- liporuscmosis, neuronal 3, juvenile (Batten, bpielmeyer- 
Vogt disease) (CLN3), mRNA 


ATA A A O /| 1 

NM 033341 


Homo sapiens baculoviral IAP rep eat- containing 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mKJN A 


NIV1 UUU44V 


nomo sapiens regulatory lactor X, j (mlluences rlLA class 11 expression) 

( V) PY^\ DMA 
(KrAj J, 111 iv IN A 


NM_054025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
^djuai i j, iransciipt variant z, rntviNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NIVL 103UZ4 


nomo sapiens pioiiim z (rr JN Zj, tiansciipt variant i, mKJN A 


IN IVL uujyju 


nomo sapiens src iamiLy associateu pnospnoprotem z (oLAr zj, mLviN a 


NM014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitocnondnal protein, mKJN A 


A f\ 1 O 1 A 1 

JNJVL (Jlol41 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL U14U4D 


riomo sapiens mitocnondnal nDosomai protein olors (jviKroioJ^j, nucLear gene 
encoding mitochondrial protein, mRNA 


JNJVL UUoM j 


riomo sapiens seryl-tKJNA synthetase (oAKo), mKJNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


JNJVL UJJoo4 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 2, mRNA 


TVTA A C\f\ 1 1C\1 

NM_(J(J1797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1 , mRNA 


JNM (JJJJol 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant ^, mKJNA 


JNJVL_(JJ33oU 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


JNJVL UUU4VJ 


riomo sapiens collagen, type IV, alpha j (Alport synaromej (UUL4AJJ, 
ii anscnpi vai lain i, mrviNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


JNJVL Ioj1o4 


JrLomo sapiens Keiatm associated protein z.4 (J5iA.FZ.4j, mrviNA 


NM 032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mrviN a 


JNJVL UUlUUu 


riomo sapiens nDosomai protein ojA (KFoJAj, mKJNA 


NM012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
{r l FJN zzj, tianscnpt variant z, mKJNA 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(^r 1 rJN zzj, tianscnpt variant 1, mKJNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 




Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


JNM (JJJJJ4 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
tianscnpt vanant l, mKJNA 


TvTAyr /ion 
JNM UU14oy 


Homo sapiens nuclear receptor subtamily o, group A, member l (JNKoAl), 
ii anscnpi variant z, mrviNA 


JNJVl uuiouo 


nomo sapiens Air^-omding cassette, suD-iamuy a ^adli j, memoer z 

^ ADL/AZ i, rQivrN/\ 


XTA/T fin99£A 
rNivl UUZZO-4- 


noiiio sapiens Kerann, nair, oasic, o ^iiioiiiieinrixj ^rvrv i nrjoj, mrvi>i/\ 


MAif 0099 


rromo sapiens Kerann, nair, oasic, d ^ iviv i n d j j, iiiin. im /a 


TsJA/T 0099 £9 
1N1V1 uuzzoz 


nomo sapiens Keraim, nan, oasic, d ^rvrvi lidd j, i iiiv in /a 


TvjA/T o^o^ 


rromo sapiens Kerann, nair, uasic, z ^rviv i nDZ j, mrviM/\ 


TsJA/T 009981 
IN ivl U UZZ O 1 


nomo sapiens Kerann, nair, uasic, i ^rvrvinoi mrvi>/A 


tsja/t o^ozi^ 


nomo sapiens Kerann, nair, oasic, h- ^jvi\inD i tj, mrviM/\ 


xTA/r oo 1011 


nomo sapiens riuosomai pioiem o / ^rvr o / j, mrviM/\ 


ATA/i oooq^o 

1M 1V1 KJ KJ KJ y o kj 


T— T/xtvi /x c> oixi n o T'llx/xc 1 atyi ci 1 i ^\ l^*/ \+ r% i n 1 1 Q ct / \^ T 1 Q A ^ wi T? ^VT A 

nomo sapiens riuosomai proiem Liod ^rvi i^io/\j, mrvi>j/\ 


AjA/r 000Q7Q 


T— T/XTX1 /X C C11X1 1^ C T^llx/XC 1 ATV1 Cl 1 t*i1*Atpit1 1 1ft / T 1 Q\ TX1 T? ^VT A 

nomo sapiens rioosomai proiem l i o l i o mrviM/\ 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


XTN/T 0^^9^1 


nomo sapiens noosomai pioiem li j ^r\_r.Li d ), Transcii[jT vanani z, mrvrN/\ 


TsJIVL 000Q7£» 


T— T/XTn ix c o~txi ^ n c t*i1x/xc atvi o 1 ixT*/X'l"f*«i"n ? 19 ( T^T 19^ rn T? ^VT A 

nuniu sapiens iiuosoniai piuiein liz ^rvr^r^iz^, nirvi>j/\ 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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JNJV1 UiJlol 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mKJN A 


JN OUUUUlo 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA. 1@) on 
cniomosome i / 


JNJVl UjjIjI 


nomo sapiens /vir-DiiiQing cassette, suD-iamny yy^r iK/iviKrj, memoei i i 
(ABCC11), mRNA 


iNivi uuoyyo 


nomo sapiens secretagogm | ocl kc i j, in is. in /\ 


1N1V1 UUOZU1 


nomo sapiens r i Aircr!/ pi ox em Kinase i (rL iis^ij, nanscnpt variant i, mrciNA 


jnjvi UjjUiy 


nomo sapiens rLiAiKE/ piotem Kinase i (rL iivi transcript variant mrciNA 


1M1V1 UjJU 1 o 


nomo sapiens rLiAiKE piotem Kinase i yr iivi j, transcript variant z, miviNA 


1NO uuuuiz 


nomo sapiens genomic protocaanenn gamma cluster (rLiJnu(6t| j on 
cnromosome j 


IN 1V1 UU 1 UZj 


nomo sapiens nuosomai protein ozu ^ivrozu j, mtviM/A. 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


jnjvi uuo /dz> 


nomo sapiens iipstem-r>an viitjs mciuceci gene 5 [iidIj j, iiikin a 


JNJVI UU1UO 


nomo sapiens iiDosomai protein oil (Kroi i j, miviNA 


TvTA/T nn^oo^ 
iMivi uuoyzj 


nomo sapiens stromal ceii-QenveQ tactor z (oUrzj, mrciNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


JNJVL K)K)j /0 1 


nomo sapiens vesicie-associatea memoiane protein o (enaourevmj (VAiviFoj, 
mRNA 


JNJVI KJjiyjo 


nomo sapiens Keiatm associated piotem j.i (Js.KiArj.1), mKJN A 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM UU4776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


TvTA A f\1 AC07 

JNM_UJ05o7 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1 , mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
z (B4GAL 1 z), transcript variant z, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYF8B1), mKJNA 


NM_000785 


Homo sapiens cytochrome P450, subtamily XXV11B (25-hydroxyvitamm D-l- 
alpna-nydroxylasej, polypeptide 1 (L,YrZ/r5l ), mitocnondnal piotem encoded 

I^V 4 7" -4^ -4 -4 y-"> 1 /— Y a~\ -*4 /-~V-4-^ /^V 1 j f^k 1 /\ 

uy nucieai gene, miviNA 


JNJVI Lol^flV 


nomo sapiens moiecuie possessing anKynn repeats mcuceQ oy 
iipopoiysacciiaricie ^ivi/yii^j, iiomoiog 01 mouse ^ivLrvii^j, iiiivi>j/\ 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


JNJVI UloooU 


Homo sapiens acid clustei piotem 5 d (ALr d d ), mKJNA 


JNIVI U 144 jo 


nomo sapiens ivelcn motit containing piotem (ArSUZoiVU), mKJN A 


JNM U(J/Z(J/ 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


JNJV1 louooU 


nomo sapiens Jvlacnado-Josepn disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant z, m k in /\ 


JNJVI UZZIOJ 


nomo sapiens potassium cnannei, suotamiiy iv, memoer iz (KLiNrs.izj, mKJNA 


IN 1V1 UZ 1 1 / J 


nomo sapiens nepcium antimicrooiai peptide (nAivir mKLNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


TvTA/f H 1 /^79 

jnivi uicojjz 


nomo sapiens oivir ior sKeietai muscie aiiQ Kiuney enncneQ inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 0 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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TsJIVT 009^00 
rNlVl UUZJ7U 


nomo sapiens pioiocaunenn o i i v~ uno j, iranscnpi variant i, in is. im /\ 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


JNJVL ULH-^+ZU 


rlOniO Sapiens dual SpCClIlClty pLlOSpLlalaSe o (UUoroJ, mKJN/Y 


JNJVL UU1U1Z 


nomo sapiens riDosomai protein (ivrooj, iiikjna 


JNJVL vvJZjyZ) 


riomo sapiens r l. i/virvt/ protein Kinase z (r l. irvzj, mrvrN/\ 


AJA/T O0 1 
JNJVL KJKJijyo 


nonio sapiens ciuai speciticity pnospnatase y (DUorVj, miviNA 


JNIVi_UUJoo / 


riomo sapiens development and dinerentiation ennancmg tactor z (UUrirZj, 

III rvlN /\ 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


ATA/T 001 KQ 


nomo sapiens cycim-QepenQent Kinase o ^l^uivoj, miviN/\ 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


JNJVL UU 1 / J7 


nomo sapiens cycim uz (lljnijzj, mKJN/\ 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


A.TA T AC7 1 CO 

NM 057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


"ATA 4 AA 1 Tn/I 

NM001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 

n l R IN A 


NJV1 Uj/Voo 


Homo sapiens cycim- dependent Kinase (LUUZ-iiKe) 1U (LUiviU), tianscnpt 
variant miviN/v 


INJVL KJjZyo 1 


nomo sapiens cycim-dependent Kinase ^L^UL^z-iiKej iu ^i^urviuj, transcript 

Variani Z, Illlv In /\ 


TsJA/T 0^71^0 


riomo sapiens arieniin ^/\iviim j, nansciipi variani j>, mivi>/\ 


TsJA/T 0^7001 
InIyI UZ) / \Jy 1 


nomo sapiens anenim ^/\rvii>i uanscTipi vaiiaiii z, mrvi>i/\ 


TvJA/T 0^7000 


nOIIlO SapieilS al leilllll ^/Vtvl J\l UallSCIipL VallallL IIllViMjrv 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


TsJA/T OOOO^O 
JN1V1 UUUUOU 


nomo sapiens aigmmo succinate syntnexase tianscnpt van ant i, mrviN/\ 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


ATA A M^QOQA 


nomo sapiens aquaponn o, Kidney specitic (Ai^Foj, transciipt vanant z, mKN A 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA 


JNM U53U3Z 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt variant o, 
mRNA 


NM U53U31 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_05303U 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_0530z9 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM U53Uzo 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM 053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3A, 
mRNA 


A.TA 4" 

NM 053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


A.TA A A1 /I m 

NM U164V7 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitocnondnai piotem, miviN/\ 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_02 1 82 1 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polyrjeptide kinase (MYLK), transcript variant 6, 
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mKNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM_053035 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


"N.TA A f\ 1 £. f\H 1 

JNJVL OloO/l 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


\ i \ i\ 1 r\r\ i 

NM 031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM oio99v 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


JNJVL_UJ J JoJ 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
j), nucLeai gene encoding mitociioiidrLai piotem, mrviN/\ 


JN1V1 UjjjOZ 


riomo sapiens mitocnoiidiiai rioosomaL protein oiz ^iviivroizj, transcLipt variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


TsJA/T no 1 1 zLzL 
IN ivl UZ 1 1 


nonio sapiens rt4 aim orKoi mtei acting piotem i (roiri miviN/\ 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


JN1V1 loJZU/ 


nonio sapiens tiansmem Diane piotem riiivir iu (riLiVLr lUj, mKJNA 


NM loUo4y 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM 0z393o 


Homo sapiens mitochondrial ribosomal protein S34 (MRP S3 4), nuclear gene 
encoding mitochondrial protein, mRNA 


MA A MO 1 1 

JN 1V1 UZ 1 1 U / 


riomo sapiens mitocnonuriai noosomai protein oLZ ^iVLKroLZj, transcript variant 
i, nucieai gene encoumg mitociionunai piotem, miviN/\ 


TvTA A f \ 1 A "2 O 1 

JN1V1 U14.5ZZ 


riomo sapiens opsin j (encepnaiopsm, panopsm) (Urisuj, mKJNA 


IN IVL UU1ZOU 


riomo sapiens cycim-QepeiiQent Kinase o ^l^uls^oj, ltlivln/v 


AJA/T nmA7/i 
1M1V1 UloO/4 


riomo sapiens cycLm-Qepencient Kinase ^UL^z-LiKej iu ^l^ulviuj, transcript 
variant i, liiivi >j r\ 


i>ivi uz) / vy^T 


nomo sapiens ciystaiiiii, ueta /\z ^^rvi jd/yzj, tiaiiscript vanaiit j), mrvr>/\ 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


IN IVL UDZyo^ 


nomo sapiens cycim-Qepenuent Kinase ^l^ulv^-j, tiaiiscnpt variant z, mrviN/\ 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1 , mRNA 


JN1VL UjZoZ/ 


riomo sapiens cyciiii- dependent Kinase z (ULJLvZ), tiaiiscnpt variant z, mKJNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1 , mRNA 


"ATA A AA/Cf 

NM OOojzz 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM 005430 


Homo sapiens wingless-type MM1 V integration site lamily, member 1 (WN 11), 
mRNA 


NM 003394 


Homo sapiens wingless-type MMTV integration site family, member 1 0B 

(WIN 1 1 Ud), m K IN A 


JNIVL UZjZLo 


Homo sapiens wingless-type MJVL l v integration site lamily, member l UA 

(WIN 1 i\JJ\), 111 iv IN /a 


aja/t nn<^'7n 

IN IVL UIOJ/U 


riomo sapiens meL transtormmg oncogene (ueriveQ rrom ceiL Line inlvl^j- rv/vr>o 
nomoiog ^ivirj/i^j, mrviN/\ 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


IN IVL UUjUoO 


riomo sapiens saicospan (Lvras oncogene-associated genej (oor in j, mKJNi\ 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


TvTA A A1 Q1 ^1 
JN IVL U L O VJD 


Homo sapiens tumor endotneLiaL maiKer o ( iri/ivioj, transcript variant J, mKJN/V 


IN IVL UDJUJ^f 


nomo sapiens tumor enciotneiiai marKer o y i rj/ivio ^, tianscript variant z, mrviN/\ 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM 033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1 , mRNA 
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INIVL \Jj>dZ/j> 


nomO SapieilS riDOSOlllal piOieill, Large, rU ^Kr l^r UJ, TiailSCnpT vanant Z, mKJNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


JNJVL UvZvZo 


Homo sapiens iiDronectm 1 (rJNij, transcript variant 1, mKJNA 


JNJVL UU44oU 


rlomo sapiens tiuiooiast activation protein, alpna (rAr), mKJNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript van ant i, mKJNA. 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript van ant z, ni K IN A 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


JNJVL_U(JJ3y5 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


JNJVL (J331U1 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 

mKJNA 


NM 032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
tianscnpt variant 1, mKJNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
tianscnpt vanant z, mKJNA 


JNJVL loZZUo 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


TvTA A CW A tC A A 

JNJVL U14o44 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 

yr Dn^^Dlr ), mKlNA 


JNJVL UUoDM 


rlomo sapiens iipopnuin r> (uterogioom iamuy memoerj, prostatem-iiKe 

1 n D J, Illrv 1\ /A 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYB A2), transcript variant 1 , mRNA 


INIVL UU / J 40 


rlomo sapiens opioid growtn tactor receptor (UurKj, mKJNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM U15965 


Homo sapiens cell death-regulatory protein Cjk1M19 ((_rKlM19), mKNA 


NM_0 14275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


jNM_UU187z 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1 , mRNA 


JNM (Jlo413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_U04oiz 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_03Jo57 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


JNMUUlzoo 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 

(UiiM j, mKJNA 


JNJVL UU4Zo / 


rlomo sapiens goigi oJN Ar receptor complex member z (CjUoKzj, transcript 
vanant a, iyi k in a 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
vanant r>, ni kin a 


JN1V1 uuzyuo 


nomo sapiens lacnxm ( klj a j, iyi kin a 


TvTA>f (\C\^ C\C\A 
JNJVl UU1UU4 


riomo sapiens iiuosomai piotem, large rz ^Kri^rZj, niKLNA 




noiiio sapiens iiuosoiiiai pioieiii, laige, n ^rvx^i^r^i ^, iiirvi>i/\ 


NMO 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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nomo sapiens caicium/caimoQuiin-ciepencient protein Kinase 10 (^aiviivioj, 
mRNA 


INIV1 UjZI JO 


riomo sapiens iNU-Ui-KZ protein ^invj-LI-Kzj, m k in /\ 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


TvTA A f \ 1 Q M /I A 


riomo sapiens jnulik protein (JNULIK), mKJNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC5 1 1 75), mRNA 


NJVL_U14zJ9 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(iiirZJ3Z), mKJNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant snort, mKJNA. 


JNJVL_UUVjo / 


Homo sapiens lectin, galactosiae-Dinamg, soluble, 9 (galectin y) (LOAl^yj, 
transcript variant long, mrviN a 


inivi uu 1 1 o / 


JrLomo sapiens J3 melanoma antigen (oAOiij, mKJNA 


TvTA/T flOO 1 AO 
IN 1V1 UZZ 1 OZ 


riomo sapiens caspase recruitment uomam iamny, memoei id ^l^aivljid j, 
mRNA 


IN IV1 U 1 4 / D D 


nomo sapiens enuosome-associateQ r i vii-Qomain protein ^j^inuu-tiin j, miviNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


JNJVL UUo44U 


Homo sapiens tnioredoxm reductase Deta ( i kj, mKJNA 


NM (JlOooJ 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


JNJVL UUZ1 IV 


Homo sapiens major nistocompatibility complex, class 11, UU alpna (rlLA- 

JJUAj, 111 is. IN A 


XTA/T no 1 one 

IN IVL UZ IVUo 


riomo sapiens suppression ot tumongenicity / i / J, transcript variant d, 
mRNA 


TsJA/f n 1 8/L 1 O 
INIV1 U1541Z 


riomo sapiens suppiession 01 tumongenicity / (o j / j, tianscn.pt van ant a, mrviNA 


IN IVL UD4UZU 


nomo sapiens putative ion cnannei piotem laj oi^rj/ivz (laj or tiivz j, miviNA 


IN IVL LOJZol 


nomo sapiens aacnsnunu nomoiog z ^urosopnnaj (jJALUZj, mrviNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


JNM UJU /9o 


nomo sapiens nypotlietical protein !JlvrZpjo41vUozz (lJKrZl^jo41vUozzj, 

ITlrvIN A 


XTA>T HO ^1 17 
IN IVL UZD 11/ 


nomo sapiens nypotneticai piotem i^lj i i o / i (ri^j 1 1 o / 1 j, miviN a 


IN IVL U14oVj 


nomo sapiens iviAAuyDi protein ^iviAAUboi,), miviNA 


NM 000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 

m D\T A 

111 IV IN f\ 


IN IVL IOjIOj 


nomo sapiens -terminal mouuiator protem i ivii^ j, miviN a 


tvta/t no 1010 

IN IVL UZ 1 Z 1 Z 


nomo sapiens JiLr -DiiiQing tiaiisciiption tactoi z.nangiei yz^r j, miviNA 


IN IVL UU / Zd 1 


nomo sapiens or J4U nuclear oouy protein i4uj, mKJNA 


JNJVL UUooOo 


nomo sapiens caivlf responsive element Dincimg protein j (^lumanj (^rvbojj, 

mT?TsJ A 

iiirvi > s\ 


im ivi uuz? / j y 


nomo sapiens aDi-mieractor iz ^onj-coniaining protemj \/\ i r - i j, mrviN/\ 


XTA/T PKOQAA 
rNIVl UZ)Z"00 


noiTio sapiens cniomosonie i open reaumg name zh- ^i^ioiizh-^i, inrvi>/\ 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


IN IVL UU^Ul / 


nomo sapiens spiicmg iactoi, aiginine/seiine-ncn j (orKoj j, mrviNA 


1N1VL UUOZoV 


nomo sapiens tann i ^ i i^in i j, itlkin a 


IN IVL uuuy /u 


nomo sapiens iiDosomai piotem 1^0 ^rvri^oj, mrviNA 


JNJVL UU^9/J 


nomo sapiens riuosomai protein L14 ^KrLi4j, mKJNA 


tvta/t nn 1 1 

IN IVL UU J jOJ 


nomo sapiens Qinyaroorotate Qenycrrogenase ^ujiujjji j, nuciear gene encocmg 

lllllVJL/llVJllLU Idl IJ1VJLC111, lllIVl>J>rA_ 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 



337 



(400/104) 



XTN/T H 1 "XAAA 
INIV1 UU^t^f 


T— 1 1 \ rvi / a conianc nKinnilin 9 / T 1 fA 1 NI9 \ mt?ATA 

rlOlliO Sapiens UDiqUlllll Z U-Dl^-UINZ niKJN/\ 


INIV1 UjjUO/ 


nomo sapiens uoic|uiim i ( ur>i^i^iN ij, transcript variant z, niKJN/v 


MAyT H1 'XA'X Q 
INIVL Ulj^fJo 


riomo sapiens uDLquLLin i ^ursi^i^iN i nansciipt vanant i, niKJN/\ 


INIVL UJZ 1 1 J 


riomo sapiens potassium cnaimei, suDtamiiy iv, memoer 10 (IvL^injs.ioj, nirCiN/v 


INIVL UDJ)Zo4 


rionio sapiens \yj\r , ro, ig, ivu, ana in i rc-contammg protein ^wriJvJviN j, 

III IV IN /\ 


IN IVL LO-jZ / o 


riomo sapiens o piotem-coupieci leceptoi luz ^ortviuzj, mrvi>i/\ 


rNivi ujjz / o 


nomo sapiens vitrm ^vii ^, mrviN/\ 


INIV1 UJZ047 


nomo sapiens giuxamate C/aiDOxypepuciase-iiKe pioxem z i^l i ulz ^, iiiiv in /\ 


inivi \jj ju i z 


nomo sapiens nypomeiieai protein ^i^v^^i lh-lj / j, mrviN/\ 


INIV1 UUjZOO 


nomo sapiens toii-iiKe receptor j \ i livj j ? iiiivin /a 


INIV1 


nomo sapiens nv^v^rvz protein ^ n ^ l^az liirv in /\ 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


XTN/T f\1A1Af\ 
INIVL UZ^f /^U 


nomo sapiens aisruptea m Dipoiar aisoraer i ^uir>ui mKJN/\ 


T\JA/T C\ 1 ^79 1 
IN IVL U 1 J / Z 1 


nomo sapiens gem (nuclear oiganenej assocratec protein 4 ^oiiiVLUN^j, ihkima 


JNIVL Ulo / 


nomo sapiens riDonuciease o piecursor (KiN/Voiior lj, mKJN/v 


INIVL UjUV 1 0 


nomo sapiens ig supeiiamny receptor jliniiv (i^rNiivj, mrviN/\ 


INIVL UzZjjo 


nomo sapiens potassium cnannei, suoiamiiy iv, memoer i z> \ i /\oivo ) 

^ IV 1 N IV 1 J) J ? 111 IV IN t\ 


TsJlVL 09 9 ^7 A 
IMIV1 UZZZ) / O 


nomo sapiens pirosuucm ^rucj, transcript variant riiLUr i, in iv in /a 


IN IVL U 1 OZO" 


nomo sapiens oii i_^ protein ^oi± r^j? iiiin in /\ 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


INIVL LOjUjO 


nomo sapiens o piotein-coupieo receptor m- ^orrv/^-j, mivrM/\ 


INIVL UjJU 1 0 


nomo sapiens paiaiemmm z ^rvvLivizj, miviN/\ 


INIVL Uj JID / 


nomo sapiens nypotneticai protetn (LUCJ i4Uoj, mKJN/\ 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


JNIVL loZlo4 


homo sapiens solute earner tamiiy 4, sodium Dicaroonate transporter-iiKe, 

niAtnKAr 1 1 ^ Q 1 r^/l A 1 1 \ i-n DMA 

memoer 1 1 ^oi^L^H-zvi i m iv in /\ 


AJAyT 1 QQQ 

INIVL ujioyy 


nomo sapiens goigi pnospnoprotem j (uULinj ni iv in /\ 


INIVL ULo^f^O 


nomo sapiens i or -mtei acting piotem ^ i ir i zu/\ itikjn/\ 


ATA/T f\ 1 AO ^9 
INIVL ULOyjZ 


nomo sapiens ceil aanesion moiecuie-reiateav go wn-reguiatec Dy oncogenes 

^ L^\^7 IN 111 IN IN /A 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


ATA A f\<1 C\A < 
INIVL UDJIHO 


nomo sapiens nypotneticai protem ivlol. 14JZ / (^iviol^14JZ / j, mrciN/\ 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


ataa nmoi/i 
JNIVL VvjyiQ 


nomo sapiens cycim Ai (LL JN/V1), mKJNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


JNM_U19U93 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1A3), 
mRNA 


NM (JzlUz/ 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1A9), 

m 1< IN A 


JNM U19U/0 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1A8), 
miviN /a 


INIVL UUU^fOJ) 


nomo sapiens ujji giycosyitransrerase i ramny, poiypeptiQe /\i (Uui iai j, 
mRNA 


INIVL UlOOUo 


nomo sapiens /\LtLvV 1 piotem ^/\LtLyV 1 j, n 1 k in /\ 


aja/t n 1 AAD7 

IN 1V1 V 1 uou / 


nomo sapiens /a l cy\ j) piotem ^ /a l i_>y\ j) ^, iiirviN/A. 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (ST AF65 (gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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1_N|1V1 UU 17/ J 


nomo Sapiens enoiase Z, ^ gamma, lieUlOliaiJ \\1,W\JZ.)^ mivlN/A 


In 1V1 UU 1 H-Z o 


nuniu sapiens enoiase i, ^aipnaj ^jj/In^i j, inivrN/A 


1N1V1 UZ)ZOJ)U 


nomo sapiens cacinerin reiaieci zj> ^L/L/nzj j, iiaiiscrip i vai lam z, in in. in i\ 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


1\I1V1 UU^fUOJ 


riomo sapiens caQiierin i /, l^l caQiierin ^iiver-iniesiinej ^v_.urii / j, nirvrN/\ 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


JNJVL UU4yJJ 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


JNM (JjzolV 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant z, mKJNA 


NM 024 1 1 0 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant l, mKJNA 


NM 032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 

mKJNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


\1 \ 4 AC3AA/C 

NM_U53(J(Jo 


Homo sapiens serme/tnieonme kinase zzB (spermiogenesis associated) 
(STK22B), mRNA 


JNM (JlzUoJ 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mKJNA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type III, alpha polypeptide 

/'C /^TvT^2 A *v,DAT A 

(oL-JNJA), mKJNA 


JN1V1 UUjj4/ 


rlomo sapiens neat snock /UlclJ protein j (glucose-regulated protein, /okJJ) 

/ncn A ^ \ r> TvT A 
(HorAj), 111KJNA 


1N1V1 UUj / / / 


nomo sapiens uynem, axonemai, neavy poiypepxiQe 1 1 ^uiNArii i nij\i>A 


Mi\yr n 1 ^9Q9 


riomo sapiens uDiquiim-iLKe, containing rriu anu kiino rmger uomams, 1 

^ univr i in in. in /A 


MATT 09 OR 8 A 
1_N| 1V1 U Z U O O O 


nomo sapiens udicjuitiii specinc pioiedse zo ^uor zoj, miviM/\ 




nomo sapiens zim linger proiem zyi ^z^iNFzyi j, mrviM/\ 


TsJA/T fl9zL^9Q 
in ivi uz'+jzy 


nomo sapiens cniomosome i open leading name zo ^v^ionzo inrviNi/\ 


1N1V1 UZ)J)UUJ) 


nomo sapiens o iul lla^ - 11 kc i \ o i l lla^ l i j, in in in /\ 


TsJA/T fl7^^9Q 

1NI1V1 UJ)J>J)Z!7 


nomo sapiens o ivjlc-v -hkc i ^ o i l llv l i j, in in in /a 


In 1V1 U 1 J 1 U 1 


nomo sapiens cnromosome i open leading irame i / ^^iorii / mrviNi'-v 


TsJA/T fl^9^^1 
1M1V1 UJ5ZZ) Z) 1 


nomo sapiens o pioiem-coupieu lecepioi D^t ^vjrrivZ)H-j ? mrviN/\ 


Mivr rn 1 80S 
iMivi ujioyo 


nomo sapiens TeKiin d y i jj/is. i jj, mrviN/\ 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


injvl uzz/ro 


nomo sapiens cniomosome ? open leaumg name iz ^L^yornzj, mruNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


JN1V1 U 1 /o4 / 


nomo sapiens cniomosome 1 open leading irame z/ (L loiiz/), mKJNA 


JNM. U 1 /O / J 


nomo sapiens cniomosome l open leading name zo (Uloiizo), mKJNA 


TvTA /f M1 £HMA 

JNM UloUUU 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 

{ 1V1 IL L A J, 111 In IN /a 


1N1VL UlJ^oV 


nomo sapiens cysteine sumnic acid ciecarDoxyiase-ieiated protem z (l^oAU j, 

11 1 In IN /A 


TsJA/T filzl/A^zl 


nomo sapiens synuecan d ^rN-synciecaiij ^oulj j, mivr>/\ 


INIiVl U l^fo J? / 


nomo sapiens cniomosome i openieacimg name 10 ^ lomoj, itiivLna 


TsJA/T 0071 7Q 

iNivi uu / i / y 


nomo sapiens msunn-iiKe o ^iinioi^o^, in in in /a 


TsTM 005478 


l— I / m { \ cynifnc inciilin — liVr* ^ / I Tvj C T ^\ m F? M A 
±±VJ111VJ odUlCllo llloLAllll llJvt/ lllNOLiJ 1, IIIIVINj^V 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma- glutamyltransf erase- like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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TsJA/f 0^9 QQ& 
iNlVl UJZ77O 


UAtYir\ CQtxif»nc T^T? rlAtYiom / * / mt f q 1 n 1 i~w t 7 / T^ I~? TA l\ A 7 \ in T? AvI A 

n OHIO SclJ) ICilS 1 in. UUIIlalll COIliailllllg / \r iSAJrvL / J, III Ivl A /A 


TsJA/T 0^9QQ^ 


nomo sapiens usnei syiidiome ^uonjAj, mi\jAj/\ 


MATT 007 1 1 0 
rN 1V1 UU / 1 1U 


nunii) Sapiens teiomerase-associated protein i ^iJi,.r i j, mtviAi/A 


AJA/T 07^£»^A 


nomo sapiens w jl/ repeal domain y ^wj-^ivyj, transcript valiant z, miviM/v 


TvJA/1 0 1 &Q^7 
rN 1V1 U 1 O7OJ 


numu sapiens W-L' repeal ciunidiii y \ \\ Lsis^y iranseripi vaiiaiii i, iiiivina 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


ATA/f fill^^O 

jnjvl ujjooz 


nomo sapiens wu repeat Gomam 4 (WiJiv4j, transcript vanant miviN/\ 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


JNJVL UloOOV 


rlomo sapiens WJJ lepeat clomam 4 ( WJJK4), tiaiiscnpt vanant l, mKJNA 


ATA/T A1 7001 

JNJVL Ul /ooj 


rlomo sapiens WJJ repeat domain 1 J ( w u K 1 J j , mKJNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant z, m k jn a 


NM_005698 


Homo sapiens secretory earner membrane protein 3 (SCAMP3), transcript 
variant l, mKJNA 


JN1V1 UU^oV/ 


rlomo sapiens secietory carrier memorane piotem z (bUAiVLrZ), mKJNA 


ATA /1~ O/i/; 

JNJVL UU4ooo 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant i, miviNA 


ATA/T 0^9 OOO 
IN1VL UDZoZZ 


nomo sapiens secietory camei memDiane protein i (oL^ajvlt i j, transcript 

Variant Z, II l Ix In r\ 


TsIA/T 0^981 1 
rNIVl UJZO 1 1 


I — I { \ / x C 0 1^ 1 /^TTi C 1 f*r^ 1" fill fTAf T*4TV\+/^1 TTi 9 / I~? |— < I~^ O \ Il*QHC^1*11lI !7Q1*1QTlI 9 m T? A\.I A 

nomo sapiens ret linger protein z, ^ivr^x^z^, transcript variant z, mivi^.rv 


TvTA/1 00^708 
1AI1V1 \JKJD / 70 


I — I / \ / \ COI^I^nC 1 T*^+ "fill (Tflf MTaIaIH 9 / T? I— T O \ IvOtlDPnill TfQ1*1QTlI 1 till? AT A 

nomo sapiens ret linger protein z ^rvrrzj, tiaiiscript variant i, mivi>j/\ 


TATA/f 0^9817 


nomo sapiens miuiiiie z yrvLiuz, j, nanscripi variant z, in is. in /a 


TsJA/T 01991^ 
1M 1V1 U 1 ZZ 1 O 


I — I / A -f\~\ / \ COI^If^nC 1 111 1 /I 1 1 11 ^» 7 / 1\ /4 I TA 7 ^\ ft*Q11CP1*11lI T7Q1*1QtlI i TH 1? ^VT A 

nomo sapiens niiuime z ^iviir^zj, nanscripi variant i, in iv i m /\ 


TsJA/T 0007Q& 
rNivi uuu / 70 


1 — 1 { ~\ m / x o o«i r^- n c /I AiiQtvi in ^ **/c»/-» pia+ai' TA ^ ( 1 ^ t? TA ^ \ m T? ^VT A 

nomo sapiens dopamine receptor uj ^ i_>/ is.l^ j j, in iv ia /\ 


TsJA/T 0007QA 
1>J 1V1 UUU / 74 


nomo sapiens dopamine receptor u i ^i^/ivl/i iiiivi >j /a 


TsJA/f 0007Q/^ 


nomo sapiens dopamine leceptor uj \ uikljj transcript variant a, mixiN/\ 




nomo sapiens dopamine receptoi \uisajd j, tianscript variant e, lmviNiA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


ATA/f 077^^0 

JNJVL ujjojy 


nomo sapiens dopamine receptor Dd {dkuj j, transcript variant c, mKJNA 


ATA/f finA^Q 
JNJVL UjjOjo 


nomo sapiens dopamine receptoi l/j (uku d ), transcript variant d, miviN a 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


ATA/T f\C\Af\£.^ 
JNIVL UU4UOl 


rlomo sapiens cacineiin iz, type z (JN-caciLienn Z) (UJJriiZj, mKJNA 


NM 030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 

w» T> AT A 

mKJNA 


ATA/f r\^OC2 1 


rlomo sapiens cIJjjUZo.o gene (cLJ jjUZJ.oJ, mKJNA 


ATA/T H^OQI/i 

JNIVL UoZolO 


nomo sapiens tripartite motit-contammg j> 1 v 1 Kiivi^ 1 j, transcript variant z, 

m DMA 

mKJNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 

m T? AT A 
mKJNA 


ATA/T 0^9 
JNJVL UOZbOD 


nomo sapiens transglutaminase z> ^ i oivi / j, mKiN a 


ATA/T 0^9 0^7 
INIVL UDZVD / 


nomo sapiens putative nuclear protein (inaaki mKiNA 


ATA A M<OQ^1 
JNIVL UjZojI 


nomo sapiens similar to KnouAr (Oior>uj, mKJNA 


ATA/T 077 990 

INIVL ujjzzy 


nomo sapiens tripartite motit-containing ij (ikiivlidj, transcript variant 1, 

111 IN. In 1 /A 


TsJA/T 0 1 ft 1 07 


nunio Sapiens leuuiiie-riL/ii lepeai-LUiiiciiiiiiig d \l^iki\\^d Tn\\j_\i\ 


TsJA/T 01zlR7Q 
IN 1V1 UHO / j 


nomo sapiens kj protem-coupied leceptoi iuj ^oriviuz) j, mtviM/A 


ATA/i 0007Q7 


l— 1 ( i m / a cQnipnc Hnn/titimp vp*c*f*w\c\v TAzl ( FA FA/1 \ tti f? AvI A 
j__lvjiiivj &apit/ii& LivjpaiiiiiiC/ icv^cpivji l-zt^ ^ ^, 1 1 1 ix i n j\ 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA 
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In 1V1 VJ Z7 0 1 


nomo sapiens soiute carrier iamny zo, memoer o ^oi^v^zo/\oj, mrvr>i/\ 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


INJVl UDZ:04 


nomo sapiens cysteine and tyrosme-ricn piotein i \\^\ irvij, mivJNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


JNJVL 


nomo sapiens solute earner tamiiy Zo, member y (oLLZoAV), iukina 


JNJVL UjZyjj) 


rlomo sapiens testis specitic, U (ibvjrAU), mKJNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mKJNA 


JNJVL lOZoVl 


rlomo sapiens peptidoglycan recognition protem-l-alpna precursor 

(ruL i rvr laipna J, ITllviN/v 


AJA A H^OQQQ 

JN1VL UjZooo 


Jtiomo sapiens ivi/\/\U!>oJ-reiateci gene (JUJL^i i4ojVj, ni k in a 


JNJVL UDZoo / 


riomo sapiens i on-mterieuKin i receptor ^iirvj domain- containing adapter 

piOtem ^ 1 IrVrV-T J, III IV In r\ 


1M1V1 UjZOOO 


nomo sapiens nidi, i -ceu uiiierentiation pioxem z ^ivrrvi^z j, mrviNy-v 


TsJIVt 0^9 R89 


nomo sapiens zinc linger, imprmteci d ^z>iivij) mrvi>i/\ 


TsJA/T n^9ssn 

1N1V1 UjZOOU 


nomo sapiens nypotneticai piotem ivio^ i / ddkj ^ivivjti^i /djkj), mrviM.rv 


TsJA/T 0^9 87^ 


nomo sapiens iiypoxneLicai protein ivioi^ iuh-oj ^ivivji^iuh-oz) ) 9 mrviM/\ 


1M1V1 UJZO / H- 


nomo sapiens syiiiaxinir3z i aidz j, itixvin/^ 




nomo sapiens putative cytoKine mgn m normal- 1 ^ntiM-i mrvi>i/\ 


TsJA/T fK9£^9 
InIYI UjZOOZ 


nomo sapiens nypotneticai protein ivi\jx^zioz>'4- ^ivtvjri^zi o^h-j, mrviM/Y 


TsJA/L 0^9 8^1 
InIVI UJZOOl 


nomo sapiens nypotneticai protein ivivjv^zio/j ^ivivji^z i o / d )^ mrvi>i/\ 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


INIVL UjZooo 


nomo sapiens nypotneticai protein ivioL,zuzro ^vioi^zuzdz) ^i, mivrN/\ 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


JNM UjZo4z 


Homo sapiens J3Ll^z-like 1^ (proline rich) (DCLzLJzj, mKJNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


JNM (J3zM4 


Homo sapiens microtubule -associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_Uzzoz9 


Homo sapiens solute carrier family 13 (sodium- dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


JNJVL U loo d j 


homo sapiens oiiactory receptor, tamiiy 1, suDtamiiy rv, memoer 1 (UKirvi), 

111 KIN A 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin- associated protein Al, 59kD, basic 

/»/\ rvi nnnr>nt O A / C KI 1-i 9 A m DMA 

component zj ^oin i t>z j, mrviN a 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


JN1VL UU lo4/ 


nomo sapiens coiLagen, ty]3e IV, alpha o (LUL4AO), tianscnpt variant A, mKNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM U33493 


Homo sapiens cell division cycle z-like 1 (rllbLKb proteins) (ClJCzLl), 
transcript variant 9, mRNA 


JNM (J3349Z 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM (JJJ491 


Homo sapiens cell division cycle z-like 1 (r^llbLKli proteins) (CDCzXl), 
transcript variant 7, mRNA 


NM UJJ49U 


Homo sapiens ceiL division cycLe z-Like 1 (rllbLKJ^ proteins) (CDCzLl), 
transcript variant 6, mRNA 


NM UJJ4o9 


Homo sapiens ceiL division cycLe z-Like 1 (FlliSLKb proteins) (CDCzXl), 
transcript variant d, mrvLN/v 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NJVL_(JU1787 


Homo sapiens celL division cycle z-like 1 (rllSLRb proteins) (CDCzLl), 
transcript variant 1 , mRN A 


NM_(JU59o3 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant i, miviNA 


JNIVl LoZO.3 / 


nomo sapiens o-pnase Kinase-associaieQ protein z ^p^-> J ^oivrzj, transcript 

Vclrlcllll A, IllrvlN r\ 


1M 1V1 UZ I7OO 


llUITlU SdpiCIlS rlH- J11SIOI1C IalTlliy, ITlCIIlDCr C yrlH-r a)} lllrviN/\ 


1N1V1 UUZ /H-o 


nomo sapiens mitogeii-dctivateci piotem Kinase o ^ivi/vr is^oj, mrvi>i/\ 


1NIV1 ULOZ)Z / 


nomo sapiens nzo msxone iamiiy, rn.em.uer in ^nzDriM liiiv in i\ 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


inivi uuuyyy 


nomo sapiens riuosomai protein ljo (KrLjo j, miviN/v 


in ivi u u u y zJ 0 


nomo sapiens riuosomai protein Lj /a ^rvri^o //vj, mKJN/\ 


inivi uuuyy / 


nomo sapiens riuosomai piotem Lj / ^ivrVLo / j, mKJN/\ 


JNJV1 UZZUD^f 


nomo sapiens potassium cnannei, suoiamiiy is., memuer i s> ^is.L^rNJS.i j j, miviN/v 


IN 1VL UZ 1101 


nomo sapiens potassium cnannei, suoiamiiy iv, memuer i u ( i rvri/iv-z ) 

^ IVl^ IN IV 1 U J, III IV IN lA 




nomo sapiens seiemum omcuiig piotem i ^oJ-/i^j-/iNr>r i j, miviNi-v 




nomo sapiens norooiast growtn iactor io ^fvj-T ioj, transcript variant z, im\_LN/\ 


IN 1V1 UUH 1 1H- 


nomo sapiens norooiast growtn iactor ij> ^fvj-T i jj, transcript variant i/\, miviN.rv 


1N1V1 UJ)J)OH-Z 


nomo sapiens norooiast growtn iactor id yr\jr i j), transcript variant irs, mix_LN/\ 


rN ivi u 1 oz / y 


nomo sapiens cacmerm y, type z ^i i-cacinerm^ unv iiiiv in /\ 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


1N1V1 Uj I07I 


nomo sapiens cauneim zu, type z (LUnzu j, miviN/\ 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


JNIVL K)jJO/L 


homo sapiens cycim Jd^ (ll jnjd^), tianscnpt variant z, mKJN/v 


JNJV1 loJo/U 


nomo sapiens cyclm r$3 (UUJNrS^), transcript variant l, mKJNA 


JNJVllo J J /y 


Homo sapiens cell division cycle z, ul to o ana OZ to JVl (CJJOZ), transcript 
variant z, m iv in /\ 


TvTA/T fin 1 

inivi uu 1 / 00 


nomo sapiens ceil division cycle z, 01 to o and uz to ivi ^l^ul^zj, transcript 

17QT*1QT1+ 1 1Y»I?^T A 

variant i, iiiivin /\ 


IN IVI UU^tjOl 


nomo sapiens cacmerm /, type z ^\_,i_^n/ ^, tiaiisciipt variant o, miviN/\ 


1NIV1 OZOOH-O 


nomo sapiens cacuieiiii /, iype z ^v^r>/n/ ^, Liaiisciipi vanaiii a, iiirviNi'-v 


IN IVI U 1 / / jt 


nomo sapiens paimcieipmn yr/\\^rvLLJ miviN/A 


TsJl\/L 0^9879 
INlYl UZ)ZOJ)Z 


nomo sapiens soiute earner iamiiy zo, memuer / ^olczoa/ j, miviN/\ 


IN IVI U 1 0 / 1 0 


nomo sapiens testis SLjecmc, i^t ^ i oUAi^tj, miviN/\ 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


XTA/T Ci'X'X 1 on 

rNivi uzoizu 


nomo sapiens naKeu cuticie nomoiog z ^urosopnnaj ^inivuzj, mivr>/\ 


INJVl UjjUjI 


nomo sapiens cycim dj {k^k^wdj ), tianscnpt vanant ^, miviN/\ 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


JNJVL UlVol / 


nomo sapiens LAI 1 (LULjoZo /), mKJN A 


NM_0 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 

(UAUJNAZ1JJJ, m K IN A 


JNJVL UloJlV 


Homo sapiens tyrosyl-JJJNA pnodpnodiesterase (llJrl), mKJNA 


/I" f\1 A Af\A 

JNM U144U4 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 5 

AClN U J ), mivlNA 


IN IVI \J 1 


nomo sapiens caieium ciiaiinei, voiLage-ciepeiicieiii, gaiiiiiia suuuim *+ 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore comrjlex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 3 
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(O A PXT07^ mT?M A 
^^/\^1N \j d J, Illrvl n /a 


TsJA/T flflzl7zl7 


nomo sapiens caspase 3, dpoptosis-ieidteci cysteine piotedse (UAor j mrviNA 


1N1V1 UUjOOZ 


nomo Sdpiens nurouidst growtn idctor 10 ^rur io,l ? trdnscript vdridnt i, mrviNA 


NM 020770 


Homo sdpiens cingulin (KIAA1319), mRNA 


ISJTV/T 070778 
1N1V1 LOU / / o 


riomo sdpiens nypoifieticdi pioiem ikui jji ^ri\ui jji mrviN/v 


A.TA/T flfl/1Q97 


riomo sapiens miiocnonciiidi noosomdi pioiem i^4V (ivirvri^yj, mrviNA 


NM 031962 


Homo sapiens kerdtin dssocidted protein 9.3 (KRTAP9.3), mRNA 


"VTA/T H7 1 OA 1 


riomo sdpiens Keratm dssocidteci piotem y.z (RKi Ary.zj, mKJN/\ 


NM 033456 


Homo sdpiens potassium chdnnel, subfdmily K, member 7 (KCNK7), trdnscript 
vdndnt ii, ni i< IN A 


NM 031854 


Homo sdpiens kerdtin associated protein 4.12 (KRTAP4. 12), mRNA 


NM 033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant JJ, m K IN A 


JNJV1 Udjd^o 


Homo sapiens potassium channel, subfamily Jv, member / (JvCJNJv/j, transcript 
variant r>, in i v in a 


AJT\/T H777/17 


nomo sapiens potassium cnannei, suDianniy jv, memoer / (Js.^ iNrv/ j, tianscnpt 

Ydl ldll I /\, III lv IN /\ 


xta/t fi77ioi 

IN 1V1 U J J lyl 


nomo sdpiens KeidTin dssocidteu protein y.^t ^jvAr 7.4 j, rnrvLNA 


TsJA/T 0770/^1 
1N1V1 UjjUOI 


nomo sapiens Kerdtin dssocidteci protein h-. / ^jv/vr h-. / rnrviN/\ 


1N1V1 UjjIoo 


nomo sdpiens Kerdtm dssocidteci protein h-.z) ^K/ir4.j ^, in ivin t\ 


Tsiivr 0770^9 

1N1V1 LO.JUOZ 


nomo sdpiens Kerdtin dssocidteci protein h-.z ^jvAri.z mrviN/\ 




nomo sdpiens Keidttn dssocidteci protein h-.ih- ^rv/\r h-.ih-j, iTirviN/\ 


NM 033060 


Homo sdpiens kerdtin dssocidted protein 4. 10 (KAP4.10), mRNA 


xTA/r n77£»zi7 


nomo sdpiens riDOSomdi piotem i^j?o ^rvr i^joj, trdnscupt vdridiii i, mrviNA 


>JT\/T C\ 1 -N/l 1 A 


nomo sdpiens noosomdi protein i^jo (rvri^joj, trdnscript variant z, mrviNA 


1N1V1 UU/ZUV 


nomo sapiens noosomai protein l^dd yts^ri^D j j, mrviN a 


1N1V1 UUU77O 


nomo sapiens noosomai piotem Ljja ^rvr^i^jjAj, mrviNA 


tvtt\/t 077^77 


nomo sapiens Deta-transQucm repeat containing ^r>irvc_^j, transcript variant 1, 
rnrviN .rv 


TsJA/T 0777zL^ 


nomo sapiens leguidtoi 01 cj-piotem sigiidiniig o ^rvvjooj, mrviNA 


TsJA/t 077^47 


nomo sdpiens nypoineticdi pioiem rvzyiz^t i ^rvzyiz^ i mrviNA 


MM 07 7 1 R/r 
1M IV1 CO J 1 O O 


nomo sdpiens Keidttn dssocidteci protein yd ^N/\r < +.i j j, mrviN/\ 


1N1V1 COJ>COU 


nomo sdpiens kj piotem-coupieci leceptoi yi ^ ur i\7 1 j, mrviNA 


1N1V1 UjZ /Zo 


U nrnn conipnc U\/i^t\tUr*i\i*-A 1 t-»r/Atr»i n A/TOr^19Q91 ^ N/I 1 909 1 A mT?7sJA 

nomo sdpiens nypoineticdi protein ivto^izvzi ^ivt kjk^ i zyz i ^i, mrviN/\ 


xrivt 079010 


nomo sdpiens nypoineticdi protein ivicj^It-i do ^ivicj^ ih-i j)oj, mrviN.rv 


TsJA/T 079 8^7 
1M1V1 COZOZ) / 


nomo sdpiens mitocnonciridi noosomdi protein lj o ^ivtrvrt^jo^, in ixin /a 


tnjivt 079^zio 

IN 1V1 UjZOt-U 


1-4 mitt /a ciinipnc h\rr\r\the*i\r><x\ it rMtr»in MT^r^ 1 0^9 A ^A/T dC* 1 0^9 mT?7sJA 

nomo sdpiens iiypouteticdi piotem ivio^iujzo ^ivicjc i kjdzo), mrviN/\ 


TsJA/T 079^0 
1N1V1 COZZ)OU 


nomo sapiens ivio i r uj j piotem ^ivto i r kjjd ), mrviNA 


XTA/T 079^94 
1N1V1 COZJZH- 


I — I / A ITT / A CQtM ^110 1^/^*1*0+1 IT T L."' L!' / A / "» lof A /I f\1*A+P1 IT A A T? 1 ' A 13 A /\ \ ITT T\.I A 

nomo sdpiens Kerdtm dssocidteci protein h-.h- ^rvrvi/\r h-.h-^i, mrviN/Y 


TsJA/T 0797^1 
1N1V1 COZOZ) 1 


I — I / A ITT l~\ C Qm /^1T C ITT 1 "f" / \ / * It /TIT /"1t*1 O 1 1*1 V\ l~\ C / A tTT O 1 1TT*/T"i'/^*1 IT I /I ^ / IV /T T3T /I ^ \ ITT T? A 

nomo sdpiens miiocnonciiidi riDOSOitidi piotem i^ho ^ivtrvr i^h-j mrviN/\ 


NM 031963 


Homo sdpiens kerdtin dssocidted protein 9.8 (KRTAP9.8), mRNA 


XTA/T 07 1/179 
1NIV1 COIUZ 


nomo sdpiens uriQine-cytiume Kinase i ^uc_,jvi j, mrviNA 


TvTA/f 07 1 9QQ 
1N1V1 colZoV 


nomo sapiens iiypotneticai protein ivlcjL^j14o (^vioc_oi4oj, mKJNA 




I-I/mtt/a cQiriATic T>T? C\ 1 7 Q A r\m+r>in /DD O 1 itt DMA 

nomo sapiens rxvcjiJoo protem (rrvcjijooj, mrviNA 


TvTNyT 07007^ 


nomo sapiens Keratm associated protein y.y ^Jvrvi Ary.yj, mrviNA 


AJA/T 0708 1 7 
1N1V1 UjUo 1 / 


t-t/^iTT/r CQ1A10HC 1nnx/T-flT/=»+i/-»o1 i^i-/T-f/^iiT TAT^Th Vix/I 7/1 T7 H7 1 Q (TWfTl 7T>A 7/1 T7 M7 1 Q^i 

nomo sapiens nypotneticai protein ijrvrz^p^j^+rujio v uivr z^y^d Uj io 

ittRTsJ A 

11±1_V1>I / V 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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JNJVL UzZ4oV 


nomo sapiens nypotiieiicai protein ri^jzi iyj similar to protein related to dau 
ana cei Denis (rLJZi ibO), mKJNA 


JN1V1 KjALdQQ 


riomo sapiens pioiem Kinase lNjniu-ivi ^injivlu-IvI nirciN/v 


jnivi uuzyz^ 


nomo sapiens regulator 01 o-piotem signalling / (Kuo/ ^, miviN/\ 


tsja/T c\ic\ac\i 

1M1V1 \JZ\J'^\JZ 


riomo sapiens cnonnergic receptoi, nicotinic, aipna polypeptide iu (^riKJN/Yiuj, 

111 IxlM /\ 


TsJA/T m^zL9n 
iniyi ui jh-zw 


nomo sapiens jjjxrzji jo^uuioj proxem ^UKr/ii jo^uu^oj mix in /\ 


1M 1V1 U 1 O J) J J 


nomo sapiens ncjpuzjo protein \l^\jk^d izvz,), mrviN/\ 


iniyi uzuj)/u 


nomo sapiens \j pioiem-coupieQ leceptoi o^t ^vjrr rvoH- miviN/A 


1M 1V1 U 1 7U 1 O 


nomo sapiens nypoinencai proiem ^rLjzuzoi miviN/\ 


in ivi u i / o / z 


nomo sapiens nypoxnencai proxem Fi^jzuo'Hho ^jri^jzujHhoj, miviN/\ 


1M 1V1 UlOJ / S> 


U nnin c 'i nir>n c V»x^r\r\+V»^+ir»'a1 nmlpin P I T1 1971 ^ P I I 1 1971^ mPTsJ A 

nomo sapiens nypoineiicai protein flj i iz / 1 ^fi_/J i iz / i mrviN/\ 


TsJA/T fl 1 £977 
1N1V1 U 1 oz / / 


nomo sapiens nypotneticai protein rLj myjz ^rLj luyjz j, mrviN/\ 


1M 1V1 KJ 1 OZH-Z 


nomo sapiens nypotneticai protein rLjiuoH-/ ^rpj iuoh-/ mrviN/\ 


IN 1V1 U 1 OVJJ) D 


nomo sapiens initocnonuriai noosomai piotem i^'+o ^ivrivx i^h-o miviN/\ 


TsJA/T m^zl/^8 
IN 1V1 U 1 OH-O O 


nomo sapiens nypotneticai protein \yj\j\^z> v v mrviN/\ 




nomo sapiens ± ivv^i /oo protein i\ui /do ^, mrviN/\ 


mat n 1 AQ£\A 
IN 1V1 1/1^704 


PTomrk c'lnipnc W I A A 1 HA^ nrrkt^in n<TT A A 1 HAM mPXT A 

nomo sapiens in i /a/a i uoj protein ^ivr/Aj-viuoz) 111 in. in /a 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


TvTA/f fl 1 A 1 7 A 
IN JV1 U 1 4 1 / 


nomo sapiens noJ^LJ44 protein (HorLJ^j, mKJN/\ 


A.TA/f C\ 1 /I 1 < A 
IN JV1 U It- 1 DO 


nomo sapiens Drs^rz^r do^kju^od piotem ^uivrz>r jo4UU4oj)J, m is. in /\ 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


TvT A A A1 ^^Q 1 

JNJVL UljOol 


homo sapiens r>y protein yt>y)^ mKJNA 


JNJVL UlzJUl 


Homo sapiens atrophin- 1 interacting protein 1 ; activin receptor interacting 
piotem 1 (rsJAAU /Uj), mKJNA 


IN IVL UUOoOO 


nomo sapiens activating tianscription ractor / (AJr / niKJN/\ 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant l , in is. in 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


IN IVL UUjZO/ 


nomo sapiens gap junction protein, aipna o, jUkJj (connexm dkj) (OJ/\oj, mKJN/\ 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


JNM 0(JJlo4 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, Jd, 1 jUkJJ ( 1 ArzJ3), mKJNA 


ATA A {\f\^2(\HCl 

JNM_(Jlo(J /y 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


JNJVL UUZoIj 


nomo sapiens proteasome (prosome, macropamj zoo subunit, non-AlFase, 1 1 
(PSMD11), mRNA 


JNJVL UUzj / / 


homo sapiens pzi (UUivJN lAj-activated Kinase z (rAivZj, mKJNA 


JNJVL UUJoo/ 


homo sapiens tiuroDlast growtn tactor l / (rLrr l / J, mKJNA 


NM_003885 


Homo sapiens cyclin- dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 

111KJNA 


NM_003939 


Homo sapiens beta- trans ducin repeat containing (BTRC), transcript variant 2, 

mKJNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


JNM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


JNJVL KJDD^yo 


homo sapiens nexoKmase i (hivij, transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM 033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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JNJV1 (JJJo4U 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NJVl_(J33o3o 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


"MAT A'J'J^'Jf 

NJVL_(JiJoi5 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NJVL 03J634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 

mKJN A 


JNJVL_UJJoJ J 


riomo sapiens oLAJN domain-containing z (pCAJN Dz), transcript variant z, 

mKJN A 


INJVl \JZZ\JD\J 


nomo sapiens oL^ain Qomam-containmg z (ol^ainijzj, tianscript variant i, 

111 IVlM /\ 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


ATA/T n^o/ino 
JN1V1 UJZ4Uy 


riomo sapiens r ixiiN liiQuceQ putative Kinase i ^riiNrvi j, mrviNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


JNJVL UU4 /zV 


riomo sapiens Ac-iiKe tiansposaDie element (ALiiij, mKJN A 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NJVl_(J(Jzl 15 


Homo sapiens nexokmase 3 (white cell) (HK3), nuclear gene encoding 
mitocLiondnal protein, mKJN A 


JNJVL UUU loo 


Homo sapiens nexoKmase l (riKl), transcript variant l, nuclear gene encoding 
mitocnonunai protein, mKiNA 


JN1V1 UU^f /Zo 


riomo sapiens ull/\u/ m ^Asp-oiu-Aia- Asp/riisj dox polypeptide zi (uuaz i ^, 

m R AJ A 
llllvl > f\ 


IN 1V1 UZZ 1 H- O 


n (j 11 10 sapiens cytoKine receptor-iiKe iactor z i\Lrz j, 111 ix i >j /\ 


TsJA/T 099^7 


no 11 10 sapiens 1x/\dj) 0, meniDer iv/Ao oncogene iaiiiiiy ^ iv/a djo j, 111 is. in t\ 


1M 1V1 U 1 OH-Z O 


nomo sapiens 1 > con protein ^ i > c-o 11 j , niiv 1 n /a 


IN 1V1 U 1 ozz / 


noiiio sapiens cnromosome i open leaumg name y ^^lonyj, mrvi>i/\ 


1M1V1 UIt-ZOj 


nomo sapiens cmoiiiosome i open reacimg name y ^v^ioriyj, mrviN/A. 


TsJA/T n 1 £zL7^ 
1M1V1 U10H-/Z) 


nomo sapiens i r /a reguiateu locus ^ i r aj\l j, mrvTN/\ 


TsJA/T 0904^1 
1M1V1 UZUH-0 1 


nomo sapiens garQma-tuuuim complex component ^uv^r o j, 11 1 is. in /\ 


tsja/t n^no^zi 

1N1V1 UJ)U!7J^+ 


nomo sapiens cmomosome 1 open reaumg iiame lz> ^x^ionzz) ), mrvi>j/\ 


1M 1V1 U J) \jy D J 


nomo sapiens ciiioiiiosoiiic i open leacuiig iidiiie ih- ^luiiiHj, iiirviN.rv 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


JNIVL UloolO 


nomo sapiens cmomosome j open leading name o (U!>ortoj, mKJNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorfZl), mRNA 


NM_033508 


tt * 1 1* / 1 1 • a i • i * i • i , r- .\ 

Homo sapiens glucokmase (hexokmase 4, maturity onset diabetes oi the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_033507 


Homo sapiens glucokmase (hexokmase 4, maturity onset diabetes oi the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 
mKJNA 


JNM UUUloz 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1 , nuclear gene encoding mitochondrial protein, 

ml? XT A 

m K. IN /\ 


TsJTV/T 09^941 

1N1V1 WZJJZH- 1 


nOIIlO SdpieilS UDA OOlllcllll-COIlLclllllIl^ 1 ^ U D AU 1 ^, IllrvlN^-V 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


JNJVL UUU4UU 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


JNJVL U14ZOO 


nomo sapiens djn /va- activation pi ot em iu ^DAriuj, mKJNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NJVL_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant l, mKJNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant z, mKJNA 


NM018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
valiant J, mKJNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


JNM U3343 / 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 




Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 

4, mKJNA 


JNJVL vjdQju 


Homo sapiens phosphodiesterase jA, cOMr-specitic (rDto Aj, transcript variant 

Z, mKlNA 


JNJVL UUlUoJ) 


riomo sapiens pnospnocuesterase da, coivir-speciiic (rJJcjAj, transcript variant 

1 , mivi > r\ 


IN 1V1 UUU lO" 


n 01110 sapiens nexoKinase z ^ n ivz 111 is. in /a 


TsJA/f 1 
rNlVl 1 


noiiio sapiens Keraim associaieci proxem d.d ^jx^rvr d.d iiirvi>/\ 


rviivi \jjiyjy 


nomo sapiens Keiatm associated piotem j.z (jvKiAr j.z mrviN/\ 




noiiio sapiens r-uux oiiiy pioLeiii y dau" j, LidiisciipL vdiidiii iiixvi>i/\ 




nomo sapiens r-DUX oniy protein y \r DJsxjy j 9 transcript variant z, mtviM/A. 




nomo sapiens f-dox oniy protein y \r Dy\\jy ), transcript valiant i, mrvi>i/\ 




nomo sapiens r-oox oniy protein z^t yr dauz^ j ? tianscnpt variant i, mtviM/\ 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


A.TA/T fl1 01 7Q 

in ivi u i z i / y 


nomo sapiens r-oox oniy piotem / ^rjz>7^L^/ j, ihkina 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


JN IVL U 1 Z 1 / / 


nomo sapiens r-Dox only piotem j (rrJAUj), itikjna 


JNM U3z14j 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


JNJVL UloolJ 


Jtlomo sapiens a disintegrm ana metalLoprotemase domain Zl (AJJAIVIZIJ, 

ITlKiN A 


JNJVL UUjo14 


nomo sapiens a ciisintegrin anc metalLoprotemase domain zu ^AUAiVizu 

111 Iv 1>J i\ 


1M 1V1 KJ 1 D U7 O 


nomo sapiens i d*-* protein ^ i ^h-j, niiv in /a 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


1NJVL UUZoo / 


nomo sapiens aigmyi-tKJNA syntnetase (kako), itikjna 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


xta a r\i /innc 
JNM U14U(Jj 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


"N.TA A C\1 1 OOO 

JNM (JJlooZ 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


\m j\ ai oono 

NJV1_(J 18898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant l, mKJNA 


JNJVL Uj JOOJ 


nomo sapiens protocaunerm aipna suuiamiiy l^, z ^rtujiALZ transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1 , mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, m K IN A 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM 032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


JNJVL 018929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1 , mRNA 


JNJVL 032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


TvTA A A1 Om O 

NM 01o92o 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 , mRNA 


JNJVL 032101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


JNM 01o92/ 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1 , mRNA 


JNM 032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NM 018925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1 , mRNA 


NM 032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


TvTA A A1 OA1 

NM 018926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1 , mRNA 


TvTA A A'5 / >AA'7 

NM 032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


TvTA A C\ 1 OOO/l 

NM 01o924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1 , mRNA 


TvTA A A11AA/; 

NM 032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


TvTA A A 1 OA'T? 

NM 018923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1 , mRNA 


tvta a r\^^)r\ac 

NM 032095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


TvTA A A1 OOOO 

NM 01o92z 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1 , mRNA 


TvTA A A1TAOA 

NM 032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


TvTA A C\ 1 O f Y~> 1 

NM 01o921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant l, mKMA 


TVTA/f AQOAOO 

NM U3zUoo 


Homo sapiens protocaunerm gamma subfamily A, o (rCL/HOAo), transcript 
variant 1 , mRNA 


TVTA/f A1 /I C\C\A 

NM U14UU4 


rlomo sapiens protocaunerm gamma suDiamiiy A, o ( r L LJrlLjAo j, transcript 
variant 2, mRNA 


NM U3zoj3 


rlomo sapiens nypotneticai piotem rLJi4ooo (ri^Ji4oooj, mKJNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM 0320o7 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NM Ulo9ZU 


rlomo sapiens protocaunerm gamma suDiamiiy A, / (1 L UnuA / j, transcript 
variant 1 , mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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JnJVL (J3z(J54 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


\i \ 4 ai o n 1 o 
JNJVL (Jloylo 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1 , mRNA 


NJVL kjdZkjdd 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NJVL OloVl/ 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1 , mRNA 


NJVL (JJzUll 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


X T \ /T A^OAAA 

NJVL (JizUUV 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


"N.TA /I" A1 OA1 C 

NJVL (Jloyij 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1 , mRNA 


tvta a at 1 nm 

NJVL Ujiyyj 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NJVL KJjZKJyZ 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


NJVL uioyiz 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1 , mRNA 


NJVL 032091 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


A.TA A C\ 1 OA1 /I 

NJVL 01oyl4 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mKlN A 


JNJVl lozUVU 


nomo sapiens piotocaunenn gamma suDiamily A, 1U (^UUnOAlU), transcript 
variant z , ni iv in a 


JNJVL Uloy ID 


riomo sapiens protocaonerm gamma suuiamiiy a, iu (r L^uriOAiuj, transcnpt 
variant i, n 1 iv i >j /\ 


IN 1V1 U 1 J7 1 ZU 


nuinu sapiens piotocacmeriii oeta o ^ruuriDo ^, mrviN/\ 


TsJA/T n 1 SQzLfl 
1N1V1 U J07^U 


riomo sapiens piotocaunerm oeta / {r\^LJriD / miviN/\ 


1N1V1 U107J7 


n uiiio sapiens piotocaunerm ueta o ^ i unDo j , niix i > /A 


TsJA/T fl 1 

JN1V1 Ul jOO" 


noiiio sapiens piotocacuiertii ueta ^rLunDj mrviN/\ 


IN 1V1 KJ 1 07J O 


nomo sapiens piotocaunerm oeta h- ^ i l unD^ iiiin. in /a 


1N1V1 U 1 D / 


nomo sapiens piotocacuiertii oeta d \r y^LJriDj j, mtviN/v 


1N1V1 U107JO 


l — I / A »->T / A CQtM AUC »T f/A't'/A/*'} / \ It 1"* 1 IT 1^£*+C1 0 / 1^ 1 ^ I — I I— ^ 0 \ V»T t? A 

nomo sapiens protocaunertn ueta z ^il u n dz ^, iiiin. in /a 


xta/t niT^zin 

1N1V1 U 1 jj4U 


I — I / A ITT / \ AMC »T t"*/ A "1" / A / * r .l / \ It ^ t" 1 IT l^/^+O ! (\^^C^ 1 ^ T— TT-J 1 \ ITT 1~? "^.1 A 

nomo sapiens protocaunerm oeta t v un d i mxviN/\ 


TsJA/T 0900^7 

iNivi uzuyz) / 


I — I / A ITT /T C O IT 1 r** IT L!' T"\TV~\"d"/"W~ > O /^1t Qt»i-ii Vr + r "\ 1 / 13 1— Tt-J 1 ^\ ^ f TT t? ^VT A 

nomo sapiens protocauiienxi oeta 10 y i \~ unD ioj, in in. in /\ 


TsJA/T fl 1 
1N1V1 U107JJ 


I — I / A ITT / A COVMPHC *T 1~/ A "1" / A / w .l / \ It ^ t" 1 IT l^/^+O 1 ^ / 1~) T ^ 1 — I L3 1 ^ \ t? ~\J A 

nomo sapiens protocauiienn oeta id ^jr^jL/njoiz) j, miviN/\ 


IN 1V1 U 1 OyJ^T 


XJ /A ITT C QtAI |T C IT 1"*/ A / A / "* O / ^ It I - * 1 |T Vr a+ Q 1 _/l 1 ^t— Tt-J 1 /I \ "ITT t? ^VT A 

nomo sapiens protocaunertn oeta ih- \ i \^ unD iM-j, in is. im /\ 


1NIV1 U107JJ 


I I / A |TT / A CQMIOI^C 1 |T t~/\'l"/A/*'l / I1t I'M IT t\^"^"0 1 ^ f~V^{~^ 1 ^ 1— Tt-i 1 ^ \ ITT I~? "Nvl A 

nomo sapiens protocaunerm oeta id yr L/JJiid i j mrviN/\ 


IN 1V1 U107JZ 


I — I / ~v itt / a l 1 • i ia i r»n C IT 1"/ A 'f / A / » / 1 It 1" 1 IT It f- ' } 1 O / O^"^ 1^ I — 1 1-J 1 O \ ITT !? ^.1 A 

nomo sapiens piotocaunerm oeta iz \ i \^ u iid i z j , inrviNz-v 


IN 1V1 \J 1 oyO 1 


nomo sapiens protocaunerm ueta 1 1 ^± lltidi i mix in /\ 


1N1V1 UJ07JU 


nomo sapiens piotocaunerm oeta iu \ i \^ unD iuj, in in. in /\ 


1N1V1 U.J 1 OD 1 


I I / A ITT / A CQtM IT WA"I"/A/* '1 / I It 1" 1 IT *" | 1 |T It ' 1 Q / I ^ I I A ^ "f- 1~*.| IT C / "* 1"* 1 IT "i" A T '1 1"* 1 '1 IT "i" ll ■fYlT?"M^A 

nomo sapiens protocaunerm aipna y \i x i_v n r\ J ) ^ transcript variant i, tntviN/A 


TsJl\/T 0718^ 
IN 1V1 KJD JOjO 


nomo sapiens protocaunertn aipna o ^r^i>/n/\o j, transcript variant z, mrviN/\ 


TsJA/T fl 1 8Q 1 1 
1N1V1 \j 1 o" 1 1 


nomo sapiens piotocaunerm aipna o ^rLunAo tianscn.pt vanant i, iiiivin/\ 




I— I / a \w ( a c'^i ni fnc Twotor*iiH1if : 'Tm Qli^liii 7 (~V*(~^W\-\ t va nccnnt ^/tintiTit ^ TnT?"^TA 

J_-LVJ111VJ odlJlC'llO IJl VJ LVJL/dLlllC/l 111 dlljllcl / ^ I X V-J 1 1 /v / ^, Ll CllloV^l 1|J V VClllClllL Z/ ? 111 IN i N / V 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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tsjivt rn 1 aqi 


n UII1U Sdpiens piUtUCdCllienn dipnd 3 ^rL/UnAj J, irdllSCnpi Vdrlalll Z, mivLNZ-Y 


1N1V1 U 1 OyUO 


numu sdpiens pi utucdtiiienn dipnd d yr\^Ljrii\D j, tidnscnpi vd.nd.iit i, itiivlnz-v 


1NIV1 Ujl'tyO 


numu sdpieiis pruiULdciiieriii dipnd z ^r^uriAz j, irdnsL/ripi vdndiii mrviNz-v 




nuniu s dpi ens proiocdcuieriii dipnd z ^unz-vz j, xidnscripT vdndiii z, liixviNz-v 


IN 1V1 U 1 oy\JD 


n (jniu adpienis pi utucduneriii dipnd z \ i l un az irdnsL/ripi vaiidiii i ? mrviNz-v 


TsJA/T 1/111 
1N1V1 UJ) 1411 


numo s dpi ens proxoC/dcmeriii dipnd i ^rLunAi j, iidnsL/ripx vdridiii j>, mrviNz-v 


1N1V1 Uj 1H-1U 


numo sdpiens pruiucdcinerin dipnd i l unA 1 ^, iidnsL/iipi Vanam z, mrviNz-v 


1N1V1 U 1 0"UU 


numu sdpiens pruiucdciiierin dipnd i ^rLunAi j, xransC/ripi vdridni i, niiviN z\ 


MA/f fH 1 
1N1V1 \)D 1 OOJ 


numu sdpiens pruiucdcmerm dipnd i j L/Uiiai j iidiiSL/ripi vdridni z, mrviNz-v 


XTA/T fl 1 SQflzl 
INIYI U 1 oz/KJ^t 


numu sdpiens pruiucdunerm dipnd i d yr k^ljlii\i d ), iidiiscripT variani i, mxviNZ-v 


xta/t rn 1 8 aq 

1M1V1 UJ) 1 


numu sdpiens pruiULduiierm dipnd o ^ri^i^nz-voj, irdnsL/inpi vdndni j, mrviNz-v 


IN 1V1 Uj lO O^t 


numu sdpiens piuiucdcuierm dipnd iz ^rL/UnAiz j, iidiiscripT vdndnT z, mxviNz-v 


1N1V1 KJD 1 OtO 


riuiiio sdpiciis pr uiucaQncriii dipnci o ^ r lj n /\ o trciiiSL/ripi VciriciiiT z ? iiirviN /\ 


1N1V1 U 1 o"UJ> 


numu sdpiens pruiULdcmerm dipnd iz ^rL/UnAizj, udiisLripi vdrid.ni i ? mrviNz-v 


1M1V1 KJD lOOl 


I — I / -v ITT / A DQ111 f»T1C> f-\ / \ \ / » '1 / 1 It 1"* 1 IT Q 1 IT It O 1 f 1 ^1— T A ll 1 \ + T*0"1T O OT*1 A ' 1" 1 ',1 IT \ 9 TV* 1? ^VT A 

numu sdpiens piuiucdcuierm dipnd 1 1 ^rLuriAi i iidiisLripi vdridni z, mrviNz-v 


NM 018909 


Humo sapiens prutocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


1NJV1 UjIoOU 


numo sapiens piuTucaQiiemi aipna iu (rLUnAiuj, tiaiiscripT variani j), mrviNzv 


JNJV1 UJloDV 


numo sapiens piutucaanenn aipna iu {r v_unz\iuj, transcript variant z, mKJN/\ 


NM 018901 


Humo sapiens prutocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


JNIVL U1D4ZV 


homo sapiens JJJs.rZ>r jooLzUz4 plOteill (JNiionrSr J, mKJN/V 


NM 031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 

(oLLzjAloj, m K IN A 


TvTA A m 1 AA1 


Homo sapiens Diam cell meniDiane piotein 1 (oL ivii^i), itikjna 


JNJVL loU/OZ 


homo sapiens basic nelix-loop-nelix aomam containing, class r$, 5 (onLnrMj, 

m K IN A 


IMIVI UzjUjj 


nomo sapiens caicium cnannei, voltage- oepenaent, r/^i type, aipna i a suuunit 
^^zaa^inz-yizaj, irdnscupi vdridni z, in i v in /a 


IN 1V1 U 1 H-H- o / 


I I / A ITT t~\ 0 am |T C 1 IT 1 1 / * 1 c^r\ 1 O T* / "» \ rP+A1t1 T*1 / * It t"* / A "i" 1 IT / I I QI A ^ Q 1 \ ITT T? A 

nomo sdpiens nucieoidr cysteme-ricn proxem ^noAoj"! ^, miviNA 


1M1V1 UZJZJ7 


l-T ATYl A PTIO IT l*V \ ^ T l~' 1 ITT ITT C^l / \ t \ *\ \ It 1 l ( \ i_1 |T / 1 O / T \ T O \ ITT T? AT A 

nomo sdpiens progrdmmeu uedin ngdnu z \ i ulz mrviNz-v 


IN 1V1 UZ'toJ" 


I — I /• -\ |TT / A CQtM AtlC It \ / IT / \ "f" It ^ 1 / * O 1 fM'Aipitl |h Tf T9 1 £\Q*7 f Ih T T9 1 ^\C7^\ ITT 1~? A 

nomo sdpiens iiypoineiicdi proiem rLjzioo / ^rLjzioo/ j, miviNZ-v 


1M1V1 UUUJ/J) 


I — I / x |TT / \ i ' 0~K\1 |T i ' 1 |T ^ t" 1 1 1 1^- 1 IT 1 r J 1 l^\ It O /^l 1 1 A 1 ITT A 

nomo sdpiens liiierieuKiii i, dipnd ^ii^iz-vj, in iv in r\ 


1N1V1 UUjj'tO 


I — I / -v ITT / A C 'T IT 1 ^ IT C |T po4 C It IS" Cif\ \s~ 1 ^ |T I - */ A "f" 1 IT 1 O 1 IT It O / I — I CJ TO A \ |TT T? ^VT A 

nomo sdpiens nedi shock yu-Ki^ pruiem i, dipnd ^nor L/Aj, miviNZ-v 


1M1V1 UUO7UU 


I — I / X |TT / "\ 1 IT l"l^V^ 1"/ A IT o1f\1rO 1 f T A 1 ^ \ ITT I~? "^.1 A 

numu sdpiens mieneiun, dipnd ij ^ifinz-vij) mrviNz-v 


rNivi uzj>uo / 


numu sapiens luiivnedci iidiisciipuun idciui ruALz ^j3rj_/oj, mrvLNy-v 


TsJA/T 099^^9 
IN 1V1 UZZ jjZ 


numu sdpiens i_^inz-v ^cyiusme-j-j-meinyiiidiisieidse s> dipnd ^i^inivi i jz-vj, miviNZ-v 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


XTN/T H99 1 1 Q 
IN 1V1 UZZ 1 iy 


nomo sapiens piotease, senne, zz ^rivoozzj, mrviNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


JNJVL Uloooj 


Homo sapiens DEAD-box protein (HAGE), mRNA 


JNJVL UU4ol4 


Homo sapiens tnymicime Kinase z, mitocnoncinal (1J>^Z), mKJNA 


ATA 4" 

JNIVL UzU J 4o 


nomo sapiens solute earner lamily l / ( sodium- dependent inorganic pnospnate 
cotransporterj, memoei o (oLli /z\oj, mKJNzv 


1N1V1 UZloUy 


nomo sapiens solute carrier tamiiy i / (sodium- dependent inorganic pnospnate 
coirdiisponei ^, memuei / ^olL/I /z-v/ ^j, mxviNZ-v 


TvJ1\/T 0901^1 
IN 1V1 UZU 1J) 1 


T— I / -V ITT /A C '1 IT 1 IT t? / » It 1"*/ A ITT /A C / \ ITT f** 1 / A IT f** IT T*<^l>0 / 1 1 IT (T _ f\*OTV1 / 1 / A l"*"IV^ \ |TT I~? ^VT A 

nomo sdpiens enromosome i open redumg irdme o ^^lorioj, miviNZ-v 


TsJA/T fl 1 1AAA 
IN 1V1 Ul / H-H-H- 


nomo sdpiens cmomdim dccessiuinty complex i (^nrvz-v^i miviNZ-v 


NM 016960 


±±VJ111VJ OdpiCllo ZilllV^ 1111^ CI piVJLC/111, OLlUlCllllll^ 1 / V , \1_ ±t/llVJ& ,1 ^Z-/±X± ±N 111 I v 1 >rf r\ 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1 ), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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IN 1V1 U 1 S) Z / ^+ 


no mo Sapiens polymerase ^uina aiiecxeaj, lamDCia \ iull j, miviN/\ 


IN 1V1 UUjZj J 


nomo sapiens inyrogiouuim ^ iuj, miviM/\ 


1N1V1 UU1"Oj 


n oiiio sapiens epicieniiai growin iacior ^ueia-urogasnone ) \\-j\jv in in. in i\ 


1N1V1 UU / 1 JO 


nomo sapiens iNix^Yo-reiaieu gene ^iJioir)!)!-/^, miviNA 


NM 007000 


Homo sapiens uroplakin 1 A (UPK1 A), mRNA 




nomo sapiens signal recogniiion panic le /zku ^oivr /zj, miviN/\ 


JNJVL KJVOoyZ 


nomo sapiens jjjna (cytosine-j-j-metnyLtransieiase d Deta (jjjnivli dd)^ mKJN/v 


JNJVL UUO /uU 


nomo sapiens uio]3iaKin z ^UrJvzj, miviN/v 


1N1V1 UUOOyi 


nomo sapiens exnacenuiai iiiik ciomam-coniainmg i (^aJ-^jviji j, mKJN/\ 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 

^OIN/Vl j> J, 111 in. IN /\ 


1N1V1 UUO^fy^f 


nomo sapiens -C/tsz repressoi iactor ^1^1x1^ miviN/\ 


iNlvl UUOjjZ 


nomo sapiens zmc imgei pioiem Zjo ^z>inj h zooJ, mKJN/A 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


AJA A nn^HQ/i 
JNJVL UU0Uo4 


nomo sapiens pnospno lipase Az, group vii (platelet- activating tactor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


JN1V1 UU4WV 


nomo sapiens myosin vi (iviYUo), mKJN/V 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


TVTA A A A /I T 1 O 

JNM (J(J4zlz 


Homo sapiens solute carrier family 28 (sodium- coup led nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM UU4:>jO 


Homo sapiens nuclear iactor ot activated 1 -cells, cytoplasmic, caLcmeurm- 
dependent 3 (NFATC3), mRNA 


\Tii k A A /ICC /I 

JNM (JU4jj4 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


JNM 1)1)0695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 

mKJN/V 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine- 5' -decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 

_ r> X T A 
mKINA 


NM 000367 


Homo sapiens thiopuriiie S-methyltransferase (TPMT), mRNA 


NM_001z50 


Homo sapiens tumor necrosis iactor receptor supertamily, member 5 

/T\ T C7 O C CT ^ \ t ^ DMA 

( lJNrKoJ H J>), lllKJNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 

mKJN A 


NM_003978 


Homo sapiens pro line- serine -threonine phosphatase interacting protein 1 

(^r o 1 r Lr I J, 111 1< IN A 


JNJVL UUJoz/ 


Homo sapiens prostate cancer overexpressea gene l (rUV l j, mKJNA 


JNJVL UUZo j / 


Homo sapiens oviductai glycoprotein l, izuku (mucin y, oviauctm) (UVurJ j, 

mKJNA 


NM 002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(UuiJnj, m is. in /\ 


1N1V1 UUU^f UO 


nomo sapiens gonaQotiopm- releasing normone recepior ^oiNivnivj, miviNA 


aja/t nn 1 070 
iNivi uuiy/y 


nomo sapiens epoxiQe nyuroiase z, cytoplasmic (iir ny^zj, miviNA 


aja/t nn 1 i 

1N1V1 UU 1 / 0 1 


nomo sapiens cycim r (L.dNr miviNA 


NM001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 

IIllvlN r\ 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP -binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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1N1V1 UIOjjj 


nomo sapiens serine/ aigmme repetitive matrix z ^oivivivizj, rnKJN/\ 


AJA,f C\ 1 9/1 1 9 
JNJVL U1Z41Z 


nomo sapiens nistone nz/v.rvz, valiant (nz/vv j, miviN/v 


jnjvi uuio7/ 


riomo sapiens cnonQroinn suiiate proteoglycan ^ ^nieianonia-associateQj 

^ or U4 ^, III in. In /\ 


1M 1V1 UO 1 ^ZU 


n uiiio sapiens mnoL/nonciriai noosomai proiem Ly ^iviivx^i^vj, n 1 is. in /a 


in ivi vzyjjyj 


noiiio sapiens nypoineiiL/ai pioiem oddio / / 1 1 j j, iriivi>i/\ 


IN 1V1 U 1 Z> yj> O 


riomo sapiens miiocnoncuiai riDOSomai pioiem i^ ^ivirvr i^h-j, iiiiviNi/\ 


XTA/t 004^7 
INlYl j / 


n uiiio sapiens nuvieosome assemoiy proiem i-iiKe i ^in/vl ili in is. in r\ 




n uii io sapiens - i ^ /ai^ - i j , in in in /a 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


JN1V1 (JZZKJDz/ 


nomo sapiens cnemoKine ^l^-,a.-l^ motiij ngaiiQ 10 ^v^-a.l^-Lioj, miviN/A 


JN1V1 UZZU'+o 


riomo sapiens casein Kinase i, gamma i (^orNrvioi mrvrN/\ 


jnjvl u i yuuv 


riomo sapiens i oii-miei acting piotem { i vji^i^ir ^j, mrviN/v 


AJA /f n 1 q n < Q 
JN1VL UlolOo 


riomo sapiens cartilage aciciic piotem i (UKi/\c ij, mKJN/\ 


INIVL Ul 


nomo sapiens polymerase (UiN/v airectecij, epsiion d [pi / suDunitj {rKj\^r,j j, 
mRNA 


T\JA/T 007^^0 

INJV1 uu/^Dy 


nomo sapiens jvllinji piotem ^ivii^rNDi mivrN/\ 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


JNIVL vZVOJD 


nomo sapiens zinc tmgei piotem Zo / (Z^NrZo / j, mKJN/\ 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


JNJVL UzUJoj 


riomo sapiens eukaryotic translation initiation tactor zr>, subumt 3 (gamma, 
58kD) (EIF2B3), mRNA 


JNJVL U1343Z 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


JNJVL (JUJ /4U 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


JNJVL 033311 


Homo sapiens potassium mwaraly-rectirymg channel, subtamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


A.TA 4" A')')') 1 A 

NM 033310 


Homo sapiens potassium mwaraly-rectiiymg channel, subtamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


TV TA A A1 /f/ri 1 

NM Olooll 


Homo sapiens potassium mwaraly-rectirymg channel, subtamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


A.TA A A'm^A 

NM 033360 


Homo sapiens v-Ki-rasz Kirsten rat sarcoma z viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


A.TA A AA/1AOC 

NM 004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM 0ZZ44Z 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant J, mKlNA 


N1VL UZ 19oo 


riomo sapiens ubiquitin-conjugating enzyme r^z variant l (Udczv ij, transcript 
vanant 1, mKJN/V 


JNJVI UlOJ>4V 


nomo sapiens uuiquitm-conjugatnig enzyme llz variant i y\j dllz v i j, transcript 
vanani z, i i 1 in in /a 




nomo sapiens nn- nistone iamny, memuer rv ^nH-riNj, in in in /a 




nomo sapiens ni nisione idimiy, memuer vj ^n^r u j, iiuvin/a 




nomo sapiens nj nistone iamny, memoer in. ^n^rrvj, iiiinin /a 


InIVI UUjjjj 


nomo sapiens nj nisione iamny, memuei j ^njrj iiiivin/a 




I— J i \ m / ~v c'^nifnc T-L^ Liicfonp 1 ~£'a m 1 1 \ / m tti L^ rr P T— [ ^ P P ^ tn T? TnI A 

I__LVJ111VJ OCl|Jlt/llo ±±J lllOLVJllt' lallLliy , 111C111UC1 X ^JL±J± ± J 9 111IV1>IZA. 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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1N1V1 UUD.3ZZ 


nomo SapieilS ni LllSTOne IamlLy, memDer 3 ^nilO mivlN/Y 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


ata/t 1 C\ 


nomo sapiens nz/\ nistone tamiiy, memDer u (nz/vriJ), ihkina 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


"VTA A f\11^2GQ 

NM_U3335o 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_(J3335o 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


ATA A M^JO'JCC 

JNJVL_(J33355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


"N.TA A AA1 TOO 

JNM UUlzzo 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM (J3334U 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


tvta a mmn 

NM_U33339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


ATA,T nHHQ 

JNM_UJJ J Jo 


riomo sapiens caspase /, apoptosis-reLated cysteine protease (LAor / transcript 
variant ceita, mrvrM/\ 


ATA/T HA1 OOl 

JNlvl KJUiZZ/ 


riomo sapiens caspase /, ap opto sis -related cysteine protease (U/Vbr /), transcript 

Valiant aipila, ITlrvl^jrv 


aja/t 00100^ 

rNlvl UU1UUZ) 


nomo sapiens riuosomai piotem oj ^ivroj j, mrvi>i/\ 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


ata/t o 1 ^ as 

IN JV1 Ul jjOO 


nomo sapiens rvr /v-umQing tians- activator ^rvD 1 1 mrvrs/v 


ata/t nnoiQA 


nomo sapiens lympnocyte- activation gene d (lauj j, mKJ\i/\ 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


ATA/T AACCQQ 


Homo sapiens mm Din, Deta u (iNriiDCj, mKN/V 


ata a ninci 
JNM UJJzj / 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 

™ T? AT A 


ata/t nn 1017 


nomo sapiens u-ammo-acic oxiciase ( yj f\\j j, mKJ\i/\ 


ata/t nn 1 AOO 
JNJVL UUlOZV 


nomo sapiens aracnicionate d- Lipoxygenase -activating piotem (/\i^LJA.j/\r j, 

R AT A 




nomo Sapiens auieiiergic, Deta-z-, leceptoi, suiiace \t\ljis^dz.), mivi>i/\ 


TsJA/T 000^8^ 
IN 1V1 UUUOO J 


nomo sapiens auieiieigic, aipna-zv^-, receptor ^ /almv/\zv^ j, mrvi>/\ 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


ATA/T OOOAS 1 
JNIVL UUUOOl 


nomo sapiens dcueneigic, aipna-z/\-, receptor ^.rvrjiv/AZ/A j, m ivin /a 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


ATA>f C\11T7H 

JNJVL KJjjZ 1 1 


nomo sapiens lacmin (LALK1 j, mKiNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM (J(J4oz3 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


A.TA A AAT1/I/C 

NM (J(Jzz4o 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


ATA A AQO/inC 

NM U3Z4(Jj 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


ATA/T C\"21Af\A 

JNJVL loZ4U4 


nomo sapiens transmemDrane protease, senne 5 (iivirrvoo^j, tianscrtpt variant 
C, mRNA 


NM 032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


JNM_00688.3 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA 


X T \ yf AAA/1C1 

JNM 000451 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 

m K IN A 


JNM 00o47o 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit g (ATP5L), mRNA 


JN1V1_UU03 jo 


Homo sapiens Air synthase, ri+ transporting, mitochondrial ru complex, 

SUDUlllt a (A 1 r J H J, mKJN A 


iMlVL UZ400J 


LI,. - , x oo«ianci 1x-ir»x/x+1x^+i/-»o1 ix-t-/x+/=»i-ix "PT / C" T I O O TO G \ <x-» F? X I A 

Homo sapiens nypotneticai piotem r i^jzz / zy ^tjljzz /zyj, mtviNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


JNM UJJ4jJ 


riomo sapiens mosme tnpnospnatase (nucLeosicle trrpnospnate pyropnospnatase ) 

ATP A\ *n"D TvT A 
( 1 1 1 A J, m IV IN A 


JN1VL UJ?Z14^f 


riomo sapiens iv a e>ol , memoer is. Ao oncogene iamuy {\\j\e>0\^), mKJNA 


inivl loizyo 


riomo sapiens K^Arsjjrs, mem Dei rvA.o oncogene iamuy (KArsjjrsj, mrviNA 


IN1VI UZZ3 /U 


riomo sapiens L^-type (caicium cepenQent, caroonyciraTe-iecogniTion ciomamj 
lectin, superfamily member 12 (CLECSF12), mRNA 


IN 1V1 UZZoZD 


riomo sapiens poicupme (ivlooi j, mrviNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


JN1VL UIOjZZ 


riomo sapiens kad14, memuer KAo oncogene iamuy (KArSi4j, mKJNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


JNM OO/Ooo 


Homo sapiens protein kinase (cAMr- dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


JNM OOz/Jz 


Homo sapiens protein kinase, cAMP-dependent, catalytic, gamma (PRKACG), 

mKJNA 


JNM_UUjUj j 


'•f 1 . X M -X..-^ . X , . j X d -i .-"X -J.-x . '1 -M>» X ^~X >X -d>^ -4- ,-x -MA j—x J"' , • I X .■ X « y X ^~X >- J -^A. y-X -4- ^~X -m 'X y~X J— L* y~x 1 — 1 w p -tf ~X y X «A y - ^ >-X. /I / 1 r 1 • ill 1 J ^X. 1 \ 

Homo sapiens receptor-associated protein 01 the synapse, 43kL) (KArbJN J, 
tianscnpt variant i, mKJNA 


INIVL loZ04j 


Homo sapiens receptor- associated protein ot tne synapse, 4jkli (rvA.r oin j, 
iidiiscript variant z, mix in a 


TsJA/T fn^fK 
IN1V1 U-jJOUZ) 


nomo sapiens cnorea acaiiniocytosis ^x_^n/\v_,j, TTaiiscnpi variant /\, mivi>j/-v 


1M 1V1 UlJlOO 


T— IaTM A C O "1^1 C i * 1^ / A f*^» <\ Q^»Q11+llAPTrtAC1C Z' I — I A ^TQtl CPnn'f T7Q1*1Q1lt T-i "1^^ 1? ^xT A 

nomo sapiens cnorea acaninocytosis ^ n/\ v_ j, transcript variant r>, mrvi>/\ 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPR1), mRNA 


TsJA/T n^no/^T 

inivl louyo / 


Homo sapiens Keratm associateu protein 1.1 ^kki Ar 1.1 mKJNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


TvTA/f m 1 QQC 

JN1V1 lolooj 


J y~X * -x .-^ y~X i — I y X -MV^ -M *-"X -ri^x y - ^ 1 J * X -riy* y~J >^ -4- 1 J -« y^J 1 y — i -w- y J -a>* y x >X.>X s~X I / 1 J 1 J T \ - -x -X 1 M f\ 1 / \ 

Homo sapiens r>ardet-r>iedi syndiome z (ddoz), mKJNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


JNM_007083 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 

(JN UJJ 1 O), mKJNA 


~NJA A C\ 1 1 1 1 H 
JNM UlJD 1 / 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 1 , mRNA 


JNM UU04/4 


U 1 y~x -^^^>X y~x y — i y - x -4 /*~^ «^X y~i 1 i -a -»--x y~*- ■ ■ r ^— x ? y~v ^-x 1 1 ^ ^x "X ,-~x ^ ^X. -*X L-x ^x y - X ^ ^x r~X y - X <■ — ■ <■ — a y~x y~X -* y- x /-"X y^J y-w- 1 -w- t" y~x y~X -4-^ y~X j #- -4 -i'X / 1 1 / \ J \ 

Homo sapiens lung type-1 cell membrane-associated glycoprotein (1 ia-zj, 
transcript variant 2, mRNA 


JNM UUoZ/j 


Homo sapiens splicing tactoi, argmme/serine-rich o (orKooj, mKJNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


NM 001954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 2, mRNA 


JNM U1JW4 


Homo sapiens discoidm domain receptor tamiiy, membei i (UUKi j, transcript 
variant 3, mRNA 


NM 0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1 , mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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™T?AJ A 
UlrvLN/V 


IVIIVI UUjU4o 


nomo sapiens solute earner tamiiy y ^soGiurn/nyoiogen exenangerj, lsoiorm z 
(SLC9A2), mRNA 


inivi uu i y / 1 


nomo sapiens eiastase i, pancreatic ^i_/i^/\i j, mixJN/v 


rsiivi loj^+iz 


riomo sapiens nypotneticai pioiem similar to l^o/v^j? ^iviol^14ojoj, niKJN/\ 


JNJVL VDD^ZKJ 


nonio sapiens nyj^oiiieTicai piotem ivio^^-uzz ^rvjz io^f jj, miviN/\ 


TsJA/T CillACiQ 

JN1V1 Uoj4Uo 


riomo sapiens nypotneticaL piotem nld^jZvj (JVLJdCoZioj, hikma 


JNJVL \J lH-jyj 


nomo sapiens Quai acaptor or pnospnotyrosme anc j-pnospnomositicies 

^PlAPP^ tyiRATA 
^L/Arrl J, llllvl \ /A 


MAI nn^oi8 


nomo sapiens giycogenm z i ozj, mivi>j/\ 


tsja/t nni^no 

rNlVI W IDVZ 


nomo sapiens giycopiotem z ^zymogen granule meniDiairej ^vjrzj, mivi>i/\ 


1M1V1 UUOjOZ 


nomo sapiens nuciear rviM.rv export iactor i ^invvf i in ivi n /\ 


TnJA/1 fl^ 1 ^ 
in ivi \j z> j id j 


nomo sapiens nuciear jvtn/\ export ractor d yisj^rj tiairscrrpt variant miviM/\ 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


JN1VL UjjIDj 


nomo sapiens nuclear kjn/y export tactor j (iNy^r 1 z>), tiansenpt variant J, mKJN/\ 


IMJVL loJOZ 


nomo sapiens nuclear kjn/v export tactoi r> (JNA^rDj, tiansenpt vanant z, mKJN/\ 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


JNJVL UZZlOZ 


nomo sapiens nucLear KJN/V export tactor 5 (N j^r J), mKJN/V 


JNJV1 UZloUo 


homo sapiens UJJr-N-acetyL-aLpna-JJ-gaLactosamme.poLypepticie jn- 
acetyigaiactosammyitransterase y ^oaiiN/vc- 1 (O/vlin ivj, mrviN/\ 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


JNJVL Ul /41 / 


nomo sapiens UiJr-N-acetyi-aipna-iJ-gaiactosamine.poiypepticie jn- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


JNM 004Zol 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM 004570 


Homo sapiens pnospnomositiae-3 -kinase, class z, gamma poLypeptide 
(PIK3C2G), mRNA 


NM_00zo4o 


Homo sapiens phosphoinositide- 3 -kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM 004598 


Homo sapiens sparc/osteonectin, ewev and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM 033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


A.TA VT nocono 

NM 0z5z0o 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
vanant l, mKJNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
Kinase j (^ivLrrvZ), tiansenpt vanant z, mKJN/\ 


NM 001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
Kinase) (rSivirivZ), nansenpt vanant 1, mKJN/V 


NM 003933 


Homo sapiens BAI1 -associated protein 3 (BAIAP3), mRNA 


NM 005467 


Homo sapiens N-acetylated alpha- linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM 005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 

mKNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 

mKJN/V 


INIiVl UUDZ^ / 


nomo sapiens noroDiast growtn ractor d ^munne mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


~NJA A f\ 1 A O C 

JNJVL U14zjo 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


JNJVL uioyu4 


nomo sapiens tiansiation initiation tactoi irz (irzj, mivJN/\ 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


JNM01 J 445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


"VTA A Pill 1 71 

JNJVL 055 1/5 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


JNM_055 172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


ATA A 1 1 T 1 

JNM (J55171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


ATA A AT) 1 TA 

JNM_055 170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


a.ta >r r^3^ 1 /^o 
JNM 055169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


TVTTV A AOO 1 /"O 

JNJVL_055 168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


A.TA 4" AH 1 /T"7 

JNM 05516/ 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


ATA A AA1 TO 1 

NM 005781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


ATA A AA^TOO 

NM 005 /82 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


ATA A AAOTO^? 

NM_005785 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


ATA A AA/1 /C 1 1 

NM 004651 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


"VTA A AOTJAA 

NM_055300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e leceptoi (LKxo), transcript variant z, mKJNA 


xta -T nn^oo 
NM Ul IjZZ 


riomo sapiens low density lipopiotem receptoi -related protein 8, apolipoprotein 
e leceptoi (LKro j, tianscnpt variant j), mrvrsi/\ 


JNM UJJJZJ 


riomo sapiens sodium Dicaroonate transporter 4 (iNr3L^4j, transcript variant d, 
mRNA 


JNJVL \JDDDD 1 


nomo sapiens caveonn ^lav j tianscript vanant i, mrviN/\ 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


A.TA A AA1T3Q 

NM 001z55 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


ata a niioni 
NM 0552^1 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


"VTA J ATTOAA 

NM_055290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


ATA A AUTT/l 

NM 055274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM_025058 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(/\lj/\ivi i j j, tianscnpt variant i, mrviN/\ 


NM_033308 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM019112 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(FJJOrKBJ, mKJNA 


JNJV1 UUozUo 


Homo sapiens platelet- derived growth factor receptor, alpha polypeptide 

(1 IJurKA J, 1Y1 Iv IN A 


JN1V1 UJ)J)U10 


nomo sapiens piateiet-aerrveci growtn iactor oeta polypeptide ^simian sarcoma 
viiai ^v-sisj oncogene nomoiogj ^ruurDj, iraiisciipi variain z, niiviM.rv 


rNlVl UUUO / o 


numu sapiens aciieneigic, aipna-iL>/-, recepior (aura \ yj )^ mix in /a 


iMivi uuuo / y 


nuinu sapiens aciieneigic, dipnd-ir>-, recepioi ^/alviv/a iDj, iii ix i > /\ 


1M1V1 UUZO / J> 


nuinu sdpiens prumyeiocync leuKemid ^x^ivii^^, trdnscnpi vdridni o, miviM/\ 


IN1V1 UjjZjW 


nuinu sdpiens piomyeiocync leuKemid yr ivii^^i, irdnscnpt variant 1 1, miviN/-v 


1M1V1 UJOZH-y 


numu sdpiens prumyeiucyiic leuKemid ^rivii^^, iidiiscripi varidni iu, miviM.rv 


IN1V1 UJ)J)ZH- / 


numu sdpiens piumyeiucyxic leuKemid yr ivii^j, xranscnpx vdriani o, mivi>/\ 


TsJA/T n^^9zL^» 

1M1V1 KJD JjZH-O 


numu sdpiens prumyeiucyiic leuKemid yr ivii^, iidiiscripi vdridni /, miviM^rv 


rNlVl UJ> J>ZH- J 


numu sdpiens piumyeiucyiic leuKemid ^± ivii^^i, irdnscnpi varidni iz, miviN/\ 


NM 033244 


Hcmu sapiens prumyelocytic leukemia (PML), transcript variant 5, mRNA 


TsJA/T H^^9A9 
JN1V1 XjddL^L 


nomo sapiens piomyeiocyric leuxemia jvluj, iianscripi vaiianx mivr>i/\ 


NM 033240 


Homo sapiens promyelocyte leukemia (PML), transcript variant 2, mRNA 


JNIVL UJJzJV 


nomo sapiens piomyeiocytic leukemia (riviLj, tianscnpt valiant mKJNA 


NM 033238 


Homo sapiens promyelocyte leukemia (PML), transcript variant 1 , mRNA 


JNM 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 4, 
mKJNA 


MA A nQ^JAQ 

JNJVL_UJJ3UJ 


homo sapiens adrenergic, alpna-iA-, receptor (ADKAIzV), transcript variant z, 

1T1KJN J\ 


NM_033302 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 3, 

™U AJ A 
mKJN A 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


JNIVL k)jj>Z/o 


nomo sapiens ring imgei piotein zz (KJNrzzj, tianscnpt van ant Deta, mKiN A 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


JNM K)33Zy4 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (LAor 1), nansenpt valiant gamma, mKJNA 


JNM UJJZVZ 


nomo sapiens caspase l , apoptosis-related cysteine protease (mterleuKin l , beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


JNM UUlzzJ 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convenasej (LAor i j, iianscnpt variant oeia, mKiNA 


JN1V1 UUO / / 1 


nomo sapiens Keiaim, nan, aciQic, o (JvKinAoj, mKiNA 


JNJVl UUZZoU 


nomo sapiens Keiaim, nair, acidic, j ^JvKinAjj, itikina 


IN 1V1 U U U 0 Z O 


nomo sapiens Keratin i<4 (epiQermoiysis ouiiosa simplex, uownng-ivieara, 
jvueonerj ^ rv iv i ih-j, in iv in /a 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


jnivl uuuy id 


nomo sapiens noosomai protein Lo (KtLo j, transcript variant i, mKJNA 


JNJVl UUUOOl 


nomo sapiens rioosomai protein Ly (^Kri^yj, itikina 


NM 007104 


Homo sapiens ribosomal protein L lOa (RPL10A), mRNA 


JNIVL KJjjZjj 


numu sapiens epitneiiai stiomai mtei action i (Dieastj (tiroiiij, mKJNA 


AJA/T H9 1 1 OA 
JNJVl UZ 1 1¥0 


nomo sapiens soQium DicarDonate transporter ^rNrj^^-j, transciipt variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (JdjUIN L J, 111 IV IN JA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


JN 1V1 U id 5 1 y 


Homo sapiens dipeptLdyipeptidase / (JJrr /;, mKJN A 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


JNJVL_(J(Jo(J57 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM_(J(JU648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


\ 1 1\ r {\ (\f\ O 1 

NM UU0381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 

LTLKJNA 


NM_002645 


Homo sapiens phosphoinositide- 3 -kinase, class 2, alpha polypeptide (PIK3C2A), 

*^T>AJ A 

LllKJN A 


ATA A AAO/^MQ 

JNJVL UUZoUo 


riomo sapiens pLateLet- derived growtn tactor beta poLypepnde (simian sarcoma 
virai (v-SLSj oncogene nomoiogj (rUWDj, iianscript vai^am i, mrviNA 


rMlVL UU 1 1 


riomo sapiens aipna-ieiopioiein yj\rr), mrviNA 


JNJVL UUUOoU 


nomo sapiens adrenergic, aipna-iA-, receptor ^aljkalaj, transcript variant i, 

m DM A 

11 1 Iv In /A 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


JNJVL VZKjjDJ 


nomo sapiens pnospnonpid scramoiase 4 (rL^oL^rv4j, mrviNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


TvTA/f {\1 QA Q/1 

JNJVL Ulo4V4 


nomo sapiens leucme-ncn and deatn domain containing (LKljij), mKJN a 


NM 004998 


Homo sapiens myosin IE (JVLYOIE), mRNA 


NM_033226 


Homo sapiens ATP-bmdmg cassette, sub-iamily C (CFTR/MRP), member 12 
(ABCC12), mRNA 


JNM UJzIUj 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


JNM_(J.3zl(J4 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(rrr lK12r>), transcript variant 4, mKJN A 


JNJVL loZLlo 


Homo sapiens protein phosphatase l, regulatory (mnibitorj suoumt lzr> 
(PPP1R12B), transcript variant 3, mRNA 


JNM UUz4ol 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 

\r r r L LvL Zit> J, naLlSCnpt valiant L, lllrviNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


JNJVL UUoUUj 


riomo sapiens Woliiam syndiome l (wolnammj ( Wl'olj, mKJN A 


JNM U1j/zz 


Homo sapiens calcyon, Ul dopamine receptor- interacting protein (CAECYUJN), 

miviN A 


TvTA/T C\C\A 1 Q/1 
IN IVL UU^f 1 o4 


nomo sapiens tiyptopnanyi-tKiNA synthetase y w a k o j , mKiNA 


NM_0 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
meniDer / ^olloa / j, n i in. in ja 


1N1VL UlOoZj 


nomo sapiens mesotnenn (JVioLiN transcript vanant i, iyikjna 


XTA/f fl 1 ^/l C\A 
IN IVL UL J)^fU4 


nomo sapiens mesotnenn ^ivlol^in transcript variant z, mKJN a 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


JNJVL UUZ4oU 


]! 1 -4^>% -« r^-4^ -4>^ -4<* -4- /-"V -4^%, -4>% l>% y'^V /-^ -4>% l>% -4- j^v >^ H -4^ y^V4 ~4 1 -4- j- -v -aw / -a -a^_ Ia -a Law -4 -4- y'^V -a/* \ y-^i -a -a L-at -a -a -4^ -4 -4- 1 f /\ 

Homo sapiens protein pnospnatase 1, regulatory (mnioitorj subunit izA 
(PPP1R12A), mRNA 


JN1VL UUjouo 


} 1 r~\. 1 -\ ~\ ST~\ -4^*4 -4 y^V -*^ < -§--a Law a a Law 1 /~1 -4- j r "fr- 4^>~V "4 "4 r-4 - l>4i -4- a— v j^-k -4- -^-a 1 A_. / 1 j M 1 j 1 A_. \ -4^4k-^a 1 J I^L 1 

Homo sapiens iiDroDiast growtn tactor Lo (rur loj, mKJN A 


JNM Uloy/9 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


IN IVL KJZZIZ/ 


nomo sapiens soiute earner iamiiy zo ^soQium-coupieu nucleoside transporter^, 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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TvTA/f mil QQ 

JNJVL KJjjiyy 


nomo sapiens stresscopm-re rated peptide (oJ<x), mKJNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mKJNA 


TvTA A f\1 1 All 


Homo sapiens membrane-type frizzled-related protein (MFRP), mRNA 


JNJVL UZZ4oo 


riomo sapiens zmc linger protein, suolamily 1A, j (regasusj \ Y liOAb U bj, 
m iv in /\ 


JNJVL UU4JZU 


riomo sapiens a i r ase, L^a i i transporting, cardiac muscle, last twitcn i 

^ATP9A1^ tyiT?TsJA 

\.r\ 1 1 Z/A 1 J, 11 1 IV IN /A 


TsJIVf 09 1 047 
In 1V1 UZ 1 UH- / 


nomo sapiens zmc linger proiem zjj ^i>irzjj j, mrvi>/\ 


NM 020152 


Homo sapiens chromosome 2 1 open reading frame 7 (C2 1 orf7), mRNA 


TsJA/T O 1 HAAH 
INiVl KJ 1 / 


nomo sapiens cniomosome zi open leaQing name yi ^L.zionyi j, miviNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


JNJVL Ulo^Uo 


nomo sapiens UJVir-UJVir Kinase (UJVir-CJVirJvj, mKJNA 


JNJVL UloUoo 


Homo sapiens giutarecloxm z (C_rLKyLZj, mKJNA 


JNJVL UIozjO 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 

mKJNA 


TvTA/T O 1 /I '7Q 1 
IN 1VL U 1 4 / o 1 


nomo sapiens iiKeiy ortnoiog 01 mouse coneci con lormmg protein i 

ffcTT A A090^ inRTsJA 


TsJA/T OlzLzL^ft 


nomo sapiens v crs i -iiKe nomeoDOx z ^ v j_/1n i ts^z. mrviM/\ 


1M 1V1 KJ ID D O S> 


nomo sapiens transcripTion iacior-iiKe h- ^ i flh j, in iv i n /a 


MATT 019481 
1> 1V1 KJ 1 Z^+ O 1 


nomo sapiens zmc linger pioxem, suDiamiiy i/a, d ^/aioios ^z^iMriN i/\j) mrvi>/\ 


TsJlVT 0199^0 
1M 1V1 KJ 1 Z,Z,D KJ 


U nmn cQnipnc POM ( PON/I 1 9 1 ro t Viomr\1r\rr^ qhH 7"P^ -Pneirm ^POA/T'ZP^^ mRTsJ A 

nomo sapiens r^ivi \r wiviizi rat nomoiogj anci z^r j iusion ^rv^iviz^rj j, mrvrsi/\ 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


JNJV1 UUD o4V 


nomo sapiens lmmunogioDuim su]3eiiamuy, memoei o (^lOoroj, mKiNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


JNJVL UU4Z4J 


nomo sapiens tiansgiutammase r> ( iOJVir>j, mKJNA 


JNJVL UZUoJl 


nomo sapiens megaxaryoDlastic leuicemia (tiaiislocation) l (JVLlvLl j, mKJNA 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase- derived 
UKr 1, UKrZ, ana ]3utative envelope protein (noUoooVj ), mKJNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 

r\A*\/z.r\\ *«DAT A 
(JVlloUJ, mKJNA 


JNJVL loJJZo 


nomo sapiens oox-o (hooUAoj, mKJNA 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

*v»r>M a 
mKJNA 


JNJVL kjdjZjo 


nomo sapiens protein pliospnatase 1, regulatory (lnmbitor) suounit 14A 

mnn 1 D 1 /I A \ o KI A 
( i l l 1 in. 1 4 A J, mKlNA 


TsJA/T 0^^9 1 ^ 
JNJVL UjjZJ j 


nomo sapiens nypotneiicai piotem jviol.iz4oo (jviol^ iz^ooj, mKiNA 


JN1VL loJU/U 


nomo sapiens cat eye synarome cnromosome legion, canaiaate j (Ldlkj j, 

m P TsJ A 
111 IxlM f\ 


TvTA/T 0^97^9 


nomo sapiens nypoinencai proiem ivio^i jj^o ^ivio^iDZj^to mrvi>/\ 




T-Tomr» canipnc Vi\/r»o+Vip»+in^1 nrrkt^in A/TOPI ^008 fMHr 1 ^OOS'l mPTsJA 

nomo sapiens iiypoLiiencai pioiein ivivj^i juuo ^ivivj^ij)wuo^, iiirvi>i J rv 


TsJA/T 0^9^71 
1M1V1 KJJ^D 1 1 


T-T^atvi/"\ CQnipnc 1^Arr^/^+li/=»+ir»o1 i-\t^/\-fr» i n \ /I Z^" 1 1 1 A / \ /I C^. 1 ^ /I 1 f^.\ tviPTsTA 

nomo sapiens nypoTiieTicai pioxem ivio^iz)^+io ^ivivj^i D^rio), mrvi>j/\ 


TsJlVT 0^9^f^ 


nomo sapiens iiypoTnencai proiem ivio^u 1 14 ^ivivj^u 1 Hj, mrvi>j/A 


TsJA/T 0^9^^ 


nomo sapiens nypoiiieiicai proiem ivivj^iujh-u ^ivio^iujh-uj, mrviM/\ 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


TsJA/T 0^99^0 


nomo sapiens nypoinencai proiem i^rvrz^p^fj^-rur)^- ^i^rvrz^p^fj^frur)^-^, uikina 


TsJA/T 0^99zL0 


nomo sapiens nypoiiieiicai pioiem rLjzjjiv ^rr^jzj) j i!7j, iiirvi>j/\ 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM 031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-eiythrocytic 4 (SPTBN4), mRNA 
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TsJIVT 09^9^7 


nomo sapiens nypotnetical protein ivioi^z / h-h- ^ivioi^z /h-h-j, miviN/\ 


TsJA/T 09^0^1 


nomo Sapiens nypotnetical protein rbjzjuzz ^rLjzjuzz j, nrixiN/v 


mm 09zLQ7zL 
IN 1V1 UZ47 / i 


nomo Sapiens nypotnetical protein rLj 1 1 ouu ^rLj 1 1 ouu j, mrviN/\ 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


TsJA/f 09zL80^ 
JNJVL UZ^foUD 


rionio sapiens nypoineiicaL pioiem rLjzi i /z ^ri^jzi i /z mivJN/\ 


NM 024804 


Homo sapiens hypothetical protein FLJ 12606 (FLJ 12606), mRNA 


JNJVL 0Z40jZ 


Homo sapiens nypotnetical protein MOCo04o (MOC304o), mKJN A 


JNJVL UZ4U4Z 


rlomo sapiens nypotnetical protein JVlOLvZoul (JVLLrUZoUl), mKJN A 


JNJVL UzUjJj 


rlomo sapiens KiLLer cell lmmunogloDulm-liKe receptor, two domains, long 
cyiopLasmic tail, j ^JvirvZiJi^j j, mrviN j\ 


TvTA/T 09 1 Q^O 
IN 1V1 UZ 1 y D V 


riomo sapiens nypotnetical protein ri^jzzu^i similar to rivouo Dincing proteins 

fUT T99041^ mRTsJA 


XTA/T 090/^zL 


ri oiiio sapiens z,H--cueiioyi o/\ reciuciase z, peioxisomai ^Lvcv ivz miviN/\ 


1M1V1 UlO /ZZ 


nomo sapiens d w iv i protein ^rioAH-UH-oi / mix in /a 


XTA/T 090^QzL 
IN 1V1 UZUj "t 1 


nomo sapiens zmc imgei proxem jD^r j ^ lulj / 1 ioj, mix in /a 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


JNJVL UloOZy 


nomo sapiens nypotnetical piotem rKUzjjj (tkuzjjj j, mixiN/\ 


JNJVL UIojOO 


I_J . . r j J n l /»"\/Af It r-.fi/ »'i 1 a fr^I PDOMO/l'J / F>D OHO/I "2 \ mPMA 

nomo sapiens nypotnetical piotem r KAjuy^to ivL^uy^+o j, mtviNA 


JNJVL UloLDU 


nomo sapiens nypotnetical piotem ru iuzyo (r-LJ iuzvo j, iiijvina 


JNJVL UloUlV 


nomo sapiens nypotnetical piotem ri^j luiyj ^r.LJ luiyj j, miviNA 


jnjvl ui /ouy 


nomo sapiens nypotnetical protein ujvrz,p^j?^+/\i /zi ^urvrz^p^fj^-Ai /zij, 

wDM A 


IN1V1 UIOjjZ 


nomo Sajjiens selenoprotein ^v, i ^oJ-/-t^a.i ^, mrviN/\ 


IN 1V1 U 1 \JD ou 


Wr*mn cQnipnc p1 ni1 p 1400477 PT?O0A77n H 0^ 1 ^190zl^ tyiPXTA 

nomo sapiens cione n^U4 / / i ixv^w-i- / /p ^i^^v^z) izuh-j, mix in /a 


TsJA/T H 1 A009 


nomo sapiens L.oi-^y protein ^u^o iuy / j, miviN/\ 


IN 1V1 \J 1 L rz/ 1 D 


nomo sapiens jviiA^rvuooj piotem ^js.i/\/\wooj) ^, mix in r\ 


TsJA/T 0 1 ZL700 
IN 1V1 UH/ UU 


nomo sapiens jn.i/\/\uoOw) gene jjiociuct ^jvi/at^vwooz) miviN/\ 


TsJl\/T 01zL££0 


Wrirvirk c'inir>nc k" 1 A A O 1 OO (tpup nrn/li ^ kT 1 A A 0 1 00^ mD\l A 

nomo sapiens jvi/vrvuiuu gene prociuct ^jn.i/\/\u i uu j, miviN/\ 


TsJA/T 0199J.8 
IN 1V1 KJ 1 ZZ4 O 


nomo sapiens seieno|jnos|jnate syntnetase z ^or ozj, mixiNz-v 


TxTlVT 007999 
1N1V1 UU /ZZZ 


nomo sapiens zmc-imgeis anci iiomeouoxes i ^iiai mrviN/A 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


TsJA/T OOA£»9^ 
JNJVL UUOOZJ) 


nomo sapiens pnospnogiyceiate QenyQiogenase (rnuunj, miviN/\ 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


JNM OOoojV 


rlomo sapiens gamma-tubulm compLex protein Z (utrz), mKJN A 


NM 016441 


Homo sapiens cysteine -rich motor neuron 1 (CRIM1), mRNA 


NM 014/O/ 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


N MO 0421 J 


Homo sapiens solute carrier family 28 (sodium- coup led nucleoside transporter), 
member 1 (SLC28A1), mRNA 


JNM 003141 


Homo sapiens Sjogren syndrome antigen Al (5zkD, ribonucleoprotem 
aut o antigen c> o - A/ Ko ) ( o o A 1 j , mKJN A 


NM_002607 


Homo sapiens platelet- derived growth factor alpha polypeptide (PDGFA), 
ti ansenpt variant 1 , mKJN A 


JNM UJJUZJ 


rlomo sapiens platelet- derived growth factor alpna polypeptide (FJJOr A», 
transcript variant 2, mRNA 


JNM UUjo/j 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


JNJVL UlOUoJ) 


nomo sapiens cannaumoiu receptor i ^oramj ^i^jnki j, transcript variant z, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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INIVL K)\)j>OyJ 


nomo Sapiens Lympnocyre antigen o complex, locus u {el^c* j, mrvi> a 


INIV1 UUO / O / 


nuniu Sapiens melanoma antigen, iamiiy lj, z ^ivrrvorj/rvz nirviN/\ 


IN 1V1 \) 1 OZ \JD 


n (jiiio sapiens pLaieLei ueriveLi growin iacior c ^ i uur ^ , niiviN /a 


1>J 1V1 U 1 / y ID 


JTlOmO SdpieilS rlSp^U-aSSOClaimg leiallve OI l^QCJ)/ ^rl/VLvl^J, llllvIN/\ 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


TsJA/T H 1 ^ ^ A A 
iNlvl U10.3OO 


riomo sapiens ivno ujr ase activating pioiem o (AKnuAro miviN/v 


JNJVL UlzZoy 


riomo sapiens nyaLuronogLucosammiciase 4 (riY/\L4j, mKJN/V 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


JNJVL UU4yoO 


riomo sapiens Kinectm 1 (Kiiiesm leceptoi) (ivi JN ij, mKJNA 


JNJVL UU lo4U 


riomo sapiens cannaDinoicl receptor l (Dramj (UJNKlj, transcript variant l, 
mRNA 


TvTA A C.1 A A 1 *7 

JNIVI U1441 / 


riomo sapiens r>cL-z DinQing component j (ddLj), mrvJN/v 


NM_033223 


Homo sapiens gamma- aminobutyric acid (GAB A) A receptor, gamma 3 

(Li A t> JvO J j, mKJNA 


JNIVI UUj /Oz 


nojuo sapiens tripartite motii-coiitammg zo (irviivizoj, mKJN/V 


JNJVL UljyUo 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 

A.T A 
mKJN/\ 


JN1V1 UjjUZU 


riomo sapiens tripartite motii-contammg dd { irviivijjj, transcript variant oeta, 

mDATA 
11 1 IV 1 >J /A 


In 1V1 U J ZH-Z 1 


nuniu sapiens cytupLasmic imKer z ^ i i^inz transcript variant z, iiirs.iN t\ 


ATA/f \A\f\ 
1M1V1 Uj1410 


rromo sapiens cnromosome 10 open reading rrame z ^Liounzj, iiii\.in /a 


IN 1V1 \J 1 H-H- 1 Z 


nomo sapiens oian-mtei acting piotem ^oi-rj, mrviN/\ 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


INIVL UltODZ 


nomo sapiens testis specmc anrcyiin-LiKe protein i ^.luloizoi j, mrviN/v 


JNJVL UJ jjOV 


nomo sapiens i nj i vjj pioiem { i rjj i uj j, mKJN/\ 


INJVl UJ?J)Zo4 


nomo sapiens transQucm Deta-LiKe i piotem (Jdlj y j, mrviN/\ 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


JN 1V1 UzU4 1 4 


riomo sapiens UcAU/ti ( Asp-Oiu-Aia- Asp/ His j box poLypeptiae z4 ( UUAZ4 j, 

m lx IN A 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


JNJVL UUo/U/ 


nOJiio sapiens Dutyiopiiilin-liKe d (olJNLJj, mKJNA 


NM 00249 1 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


\T \ 4 AA1 OO/C 

JNM UUUoo 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NM_033150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mKJN A 


TvTA/T f\f\ 1 Q A A 

JNJVL UU lo44 


homo sapiens colLagen, type 11, alpna l (primary osteoartnritis, 
sponayioepipnyseai ayspLasia, congenital^ (CULzAij, transcript variant i, 

mt?XT A 
111 Iv In f\ 


TsJA/T H9^9zL^ 
INIV1 UZJZ4J 


nomo sapiens pi e-rs-cen Leuivemia nanscnption iactoi ^rrj^vn-j, inrviN/\ 


XTA/f OflzL^zL? 
INIVL UUtjT-Z 


nomo sapiens caiciesmon i (lal vj i j, tiaiiscript variant j), mrviN/\ 


TsJA/T 1 ^7 
INIVL Uj j 13 / 


nomo sapiens caiciesmon i (laljji j, transcript variant z, mrviNA 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


IN 1V1 W J> J 1 J 7 


nOlIlO SdpieilS CaltieSlIlOIl 1 ^V^.rvr^ry'l LlallSCIipL VallallL IlirvlN.rV 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


JNJVL U14Z4Z 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


"NT A A t\1 1 1 CO 

NM U3315o 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


ATA A ATI 1 CC\ 

NMUJJ 159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


JNM UU/31Z 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


JNJVLUUol 19 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


A.TA A A "> T 1 

JNM U33165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NJV1 033164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant r^, mKJNA 


JNJVL IojIoJ 


Homo sapiens libroDlast growtn tactor o (androgen-mducedj (ruroj, transcript 
variant r , m is. in a 


JN1VL \)\jZ\j\jy 


riomo sapiens iiDroDiast growtn tactor / ^Keratinocyte growtn tactorj (rur / j, 
mRNA 


iNivi uzivu/ 


riomo sapiens uystioDievm, oeta ^uirNr>j, transcript variant i, mrviN/v 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


TvTA/f nil 1 AH 

JN1VL UJJ14/ 


riomo sapiens ciystioDrevm, Deta (UiJNrSj, transcript vanant z, mrvJN/\ 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


JNJV1_UU0777 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


JNM (J(J(J/o4 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 7 (C YrzA7), transcript variant 1, mRNA 


JNJVL_UJUjo9 


rlomo sapiens cytocnrome F4jU, suDtamiiy HA (pnenoDaiDitai-mauciDiej, 
polypeptide / (LirzA/j, transcript variant z, miviN/V 


XTA/T C\C\C\H^1 
JN1V1 VJVK) /OZ 


nomo sapiens cytocnrome r^fou, suuiamuy ii/\ ^pnenoDarDitai-induciDiej, 
poiypeptiue o \\s i izao ^, mrviM/\ 


NM 018957 


Homo sapiens SH3 -domain binding protein 1 (SH3BP1), mRNA 


iNlvl UjjZjo 


nomo sapiens o-piotem gamma o suDunit ^orsooj, mrvi\i/\ 




nomo sapiens winged nenx/iorKnead tianscnption tactor ^nrni j, mKJN/\ 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


TvTAyT MOO 1^/1 

JNJVL UZZ 1j4 


nomo sapiens up-iegulated by dLu-L Wo (LUUo4l lo), mKJNA 


JNJVL UUJ / / 5 


rlomo sapiens nyaluronoglucosammidase z (nYAl^zj, transcript variant l, 

ITllviN A 


aja/t n^07Q/i 

1N1V1 UjZ/*74 


nomo sapiens jnozz piotem (iNozzj, mrviNA 


JN1VL loU /Oo 


nomo sapiens lntegnn-imKed Kmase-associated senne/tnreonine pnospnatase zl^ 

1L IV /A 1 J, 111 IVl>J r\ 


IMIVI UZOZZ) / 


nomo sapiens i>v_rzz protein ^rsvjzz^i, mrviM/\ 


rviivi uzuyyo 


nomo sapiens iiDroDiast giowtn iactoi o (ruroj, mrviN/v 


IMIVI \J 1 O^HO 


1 1 / ^ / \ C O "1^ 1 /^*"t^ C i ' I'll 1 i ~* Ct/~*t/^\ VMn/^1Tl<T 1 fT 1 1 \s \ / * "i" 1 n H ( Qlt^~iT |h H~\ Tnl?^VT A 

nomo sapiens siauc acici Dincimg ig-iiKe lectin / ^ oiul ca^ / j ? rrirvi>/\ 


1M 1V1 UlOl jH- 


nomo sapiens piasma giutamate caiuoxypepticiase \r Kjv^r), mrvi>j/\ 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


1M 1V1 Ul JZO / 


nomo sapiens pnospnoproiem eniiciieci in dSLiocyies i j {rci\Lj> ^ ? iiirvi>j/\ 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


ATA A r\f\1H£.Q 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


ata/t nnoni n 
JNJVL vvZviv 


Homo sapiens libroDlast growtn iactor y (glia- activating iactor) (rOry), mKJNA 


JNJVL UjdZij 


hLomo sapiens protein pnospnatase 1, regulatory (mniDitor) subunit 3r 
(PPP1R3F), mRNA 


JNJVL KJjZ /41 


rlomo sapiens 1-acyigiyceroi-J-pnospnate u-acyitransierase 1 (lysopnospnatiaic 
aciQ acyiiiansieiase, aipnaj (AurAi i j, mrviN/\ 


ATA/f niO 1^9 
JNJVL UZZOZ 


JrLOlTlO SapieilS r r 1ZU1 piOieill \rr 1ZU1 J, ITlrvlN/V 


ATAVT flT799^ 
IN JVL UJJZZD 


Jiomo sapiens luij anQ oiisni mumpie uomams i ^L^oiviiJi j, mrviN/\ 


ataa ni/i^n^ 

JNJVL 


riomo sapiens potassium large conductance caicium-activateu cnannei, 
suDiamny ivi, ueta memuer h- ^rvv^i^ivirjH-j, iiiin. in /a 




nomo sapiens Kinesm piotem ^uL/O^o^j j, mrviM/\ 


1M 1V1 Ul JJ !7*+ 


nomo sapiens zinc linger protem iu ( IvUA i j ^z>inf iv^J 9 tnrviN/\ 


INIVI UUjjoo 


nomo sapiens cytoplasmic miKer z i i^iniz tianscript variant i, mrvi>j/\ 


ATA/f C\"X11^f\ 
IN1V1 LOZ / DO 


nomo sapiens torsm iamiiy i, memuei d ^torsm jdj ^ivjrvijj^, niiviN t\ 


ATA/T 0^9/^80 


nomo sapiens nypotneticai piotem ivio^ijdu / 1 ^ivtvjrv^ i dv / 1 j, mrviM/\ 


ATA/f fH9997 


nomo sapiens nypotneticai protein rLjzzo/7 ljzzo / yj, mrviM/\ 


In 1V1 W 1 H-jUO 


nomo sapiens torsm idiniiy i, mentDei d ^torsm dj \ t vjivid^, itirvi>j J rv 


ata/t rnnoon 


nomo sapiens ceu cycie progression z pioiem ^^.r rvzj, mrvi>i/\ 


ata/t n^n^^s 

TNTV1 LOU / JO 


nomo sapiens oxysteioi Dincung piotem z (UoDrZj, mrvrN/\ 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


ATA/T H 1 £99 ^ 
JNJV1 UloZZD 


nomo sapiens nomoiog 01 l^. eiegans smu-i ^imviu-i mKJN/\ 


IN 1V1 U 1 OZ o D 


nomo sapiens ivruppei-iiKe iactoi iz ^rvi^rizj, mrviN/\ 


ATA/T fifl'79/IQ 
INIVL UU/Z4V 


nomo sapiens ivruppei-iiKe iactor iz (isJLrizj, ihkjn/\ 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


ATA/T r\flA/l 1 1 

JNJVL UU041 1 


homo sapiens 1-acyigiyceroi-J-pnospnate u-acyitransierase 1 (lysopnospnatiaic 
aciQ acyitiansi erase, aipnaj (AurAJ i j, rnKJN/\ 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


JNM UUUZoj 


rlomo sapiens peptidase U (riirlJ), mKJNA 


ATA/T C\C\*\ A 

JNM UU14o/ 


i 1 , X -rf A A . X 1 -MAk -M -rfA 1 V # _ -MAk Ia -r - ^ y - ^ JA 1 >A ^ ^-a A| MA j X -rfA / ~< ^A MM ■ f 1 - ^ ^ *~ *■ W / J A» Ia, , , i d A Ia j X M A. \ rf A -MA , -A- W — M -MMk |1 

rlomo sapiens glucose-o-pnospnatase, transport (glucose-o-pnospnatej protein l 
(Our 1 1), m K IN A 


ATA/T n^^i 1 QQ 

JNJVL Ujj J70 


nomo sapiens pnospnatiQyimositoi giycan, class o (riuoj, mKJNA 


jnjvi uuzyzu 


nomo sapiens regulatory iactor h- ^mnuences jila ciass 11 expression^ 

^ lv r yV'H 111 iv In /A 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


ATA/T CYX"X1\A 
JNIVI UJJZ14 


nomo sapiens giyceioi Kinase pseuQOgene z (^oivJrzj, mrviNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


ata a ni/;r\i c 
JNM UIoUIj 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co -transcribed (LOC94105), mRNA 


JNM_U33(J93 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM_03309z 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


\t \ 4 All AA 1 

JNM UJJUVl 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


JNM_U33U17 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 

ml? AT A 
m Iv IN /\ 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NM015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 20, 103kD 
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/p\P^ VOH^ ™T?ATA 
\ LJL/yxZU J, 1Y1 K IN A 


JNJVL Uj5Zo04 


nomo sapiens nypotneticai protein rLj i4y.3o (ri^j i4yjo j, mKJNA 


JN1V1 UjZOj7 


nomo sapiens ]3nos]3noinositoi 4-pnospnate adaptor protem-z (j'ArrZj, mKJNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 

(/\£5L L 1 1 J, 111 iv IN /A 


JN1V1 UjZZo4 


riomo sapiens nypotneticai piotem ri^ji^yjo (rLj i^yjoj, mKJN/\ 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


JNJVL UZ1 /Z / 


riomo sapiens tatty aciu aesatuiase d (rAJJojj, mKJNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast) -like 4 (iiHJVL4j, mKJNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


JNJVL (Jzl l/o 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 

piOtem (JuJvr j, mKJNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 

(JN UJJ 1 4), mKJNA 


JNJVL U1VUV1 


riomo sapiens plecKStrm nomology Qomam-containmg, tamily A 
(^pnospnomositicie Dincimg speciticj memoer d (ri^j^r^riAjj, mtciNA 


JNJVL yJioZyj 


riomo sapiens nypotneticai piotem ru iuw / (^ri^j juvv/ j, mKJNA 


JNJVL UlJzJy^ 


nomo sapiens a lipase, ri^ transporting lysosomal (vacuolar proton pumpj, 
memuer ivi \/\ i ± oivi 111 iv in /\ 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


INI 1V1 Ul J077 


nomo sapiens putative giycoiipiu nansier protein (lulj iUD4j, mrviNA 


JN1V1 UlOJUV 


nomo sapiens leucine caiooxyi metnyitiansterase ^i^L^ivii j, mrvJNA 


iNJVL U1jj4j 


nomo sapiens o piotem-coupieci receptor ^vjzaj, mrviNA 


ata/t nnoofi 

JN1V1 UlZZZo 


nomo sapiens pinn-iiKe transcription tactor \r il^d j, mrviN a 


ATA/f flfkAQQA 
JNJVL UUOooO 


nomo sapiens Air syntnase, n+ transporting, mitocnonariai r i complex, 
epsiion suDUiiit \/\ 1 r j>\-j)i mrviN/\ 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1 , mRNA 




nomo sapiens mteiieion leguiatory iactoi 3 (ikt j j, tiansciijjt variant z, mrviNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


JNJVL lo314J 


nomo sapiens tiDioDiast giowtn tactoi j (rOrj), tianscnpt vanant z, mKJNA 


ATAvf nori^iQ 
JN1VL UZUoJo 


nomo sapiens tiDioDiast giowtn tactoi 15 \r\jr 15), mKJNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 

mKJNA 


ATA A ClL "2 1 "2 H 
JNJVL lOJ 13 / 


nomo sapiens tiDioDiast growtli tactor l (acidic) (rC_rr lj, transcript variant 3, 

wi T? AT A 
mKJNA 


ata/t n^o 1 no 

JNJVL U3Z1UZ 


nomo sapiens opiicmg tactor, argmme/serme-ncn, 4oku ^oJir^oj, itikina 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 

ITiKJNI A 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


JNM loJlJU 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


ATA>1" AOH/i^^ 

JNJVL UZUocO 


Homo sapiens kianey-specilic membiane piotem (JNA-l /), mKJNA 


ATA 4" Mil 1 OA 

JNJVL loJloU 


nomo sapiens olfactory leceptor, lamily M, sublamily 13, member Z (UKM13ZJ, 
r? ni a 

mKJNA 


ATA/1" nuiTO 

JNJVL lo J 1 /y 


nomo sapiens oltactory leceptor, tamily M, sublamily Jr>, member 4 (UKMr>4j, 

11 1 IN IN r\ 


±>I1V±. UJJl / o 


\^\cwwc\ ciinipnc Hnnnlp nnmfnnnY zl ^ T I N' /I ^ m F? Nvl A 

±±VJ111VJ OCllJlt/llo LIVJUUlt/ IIVJIIICUUVJA., t - ^ 1_V At ^, 111±V1>I^A. 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (JVIUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STJV1N3), mRNA 
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NM 032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

( Kr Jx4 J, 1T1 IV IN A 


IN IVL UZ^OO 1 


nomo sapiens nypotneticai protein r l^jz i^oz ^r.Ljzi<4ozj, itikina 


INIV1 UZIOjU 


nomo sapiens cnromosome iu open reaGing name z (^l. luonzj, itlivina 


H 1 7Q70 
IN IVL u 1 /y / Z 


rionio sapiens nypotneTicai piotem ri^jzuoov (ri^jzuoovj, mKJN/\ 


1M1V1 UZloVo 


rionio sapiens serine protease lnmDLtor-LLKe, witn ivunrtz anc w/\r Qoniams i 
(eppin) (SPINLW1), mRNA 


inivi uzuoj / 


rionio sapiens iiuroDiast giowtn iactor zz urzzj, mrviN/v 


IN IVL U 1 y 1 1 J) 


riomo sapiens nDrouiast giowtn ractor zi (rurzi itikjn/\ 


inivi ui /yzo 


ri omo s ap i ens nyp otnetic ai pi otem r l j z u o o y (tljz u o o y j , niKJN /v 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


jnjvl uijyoo 


riomo sapiens serologically aeimeQ breast cancer antigen o4 (pLJr3UAOo4j, 
mRNA 


TVTA/f A1 CQ1 Q 

jNivi ui^yiy 


riomo sapiens zmc tmgei piotem zzo (z>JNrzzoj, mKJNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


JNM 1)1)71)^6 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specitic, mKJNA 


JNJV1 UUZUU 1 


Homo sapiens tibro blast growtn factor 4 (neparm secretory transtormmg protein 
i, is^aposi saicoma oncogene j |rur4j, mrviN/v 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
iionuram, mrviN/\ 


IN IVL yjZZl^J 


riomo sapiens in/voi^ piotem (in/\v_j14J, mrviN/\ 


IN IVL UUDZVZ 


nomo sapiens o pLotem-coupieQ leceptor io ^Orrvioj, mrviN/\ 


IN IVL UU 1 D 1 1 


nomo sapiens Qynem, axonemai, neavy poiypeptiue o ^uiN/\noj, mrviN/\ 


IN IVL U 1 ZZ / 0 


nomo sapiens leuxocyte LmmunogioDuim-iiKe receptor, suotamiiy j\ (^witnout 
i ivl uomdiiij, memoer h ^11^1 /j, mrviN/\ 


TsJA/T 019009 
IM IV! U 1 ZU"Z 


nomo sapiens mciuciDie i -ten co-stimuiaioi ^i^vjo j, mrviN/\ 


NM 032447 


Homo sapiens fibrillins (KIAA1776), mRNA 


AJA/T 09zLO 1 H 
IN IVL UZ^+U 1 / 


nomo sapiens nomeo dox d j y nUADy j, m iv in /\ 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


IN IVL kjjZ j fy 


nomo sapiens synaptotagmm-iiKe z (oi ilzj, transcript variant b, miciN/\ 


IN IVL UZ4oVU 


1 1 yx ^X d~*i *~\ -*-X -4 **X-*-X /"^ -*-X-X 1 ~°a yx -4 -*>x 1 / l\ /I 1 If 1 y_ \ ^ -v -v 1 3 1 / \ 

nomo sapiens mucin lo ^iviudo), m K in a 


NM_0 18558 


Homo sapiens gamma- aminobutyric acid (GAB A) receptor, theta (GABRQ), 

*v»r>M a 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 

(UNrKorZlJ, mKJNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


JNM (JUoj4j 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppiessor) (JNrKZLJ, mKJNA 


JNJVLUUj JVo 


nomo sapiens protein pnospnatase 1, regulatory (mnibitor) subunit dL, 

/pool D'jr 'i ^DXT A 

(r^r r IKJL^J, niKINA 


IN IVL 


1 1 y~\ -*-V-X <^ -4-X /-X^*'*. O yx-** yx 1 y~\ yX 4^ 1 1 x T /l T-* yx y^ yx y~\ 1 y~\ -*-X yx <^ -*-X yx y^-** T"i / Sk / III M /\ — ] 1 

nomo sapiens seroiogicaLLy QenneQ coLon cancer antigen zo (oullau/o j, 
mrviN a 


TsJA/f 0^9 800 
IMIVl LOZoUU 


nomo sapiens nypoineticai protein flj ih-jzj ^rLj lh-dz^j j, mrviN/\ 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


TsJA/f 01^zL09 
IN IVL Ul J'+UZ 


nomo sapiens iatty acici ciesatuiase i ^rAUoi itikina 


IN 1V1 Uj 1 i -rZ, O 


nomo Sapiens iiypouieiicai pioieui flj ihjzj ^tlj ihozo j, iiirvi> J rv 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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JNJV1 


nomo sapiens uDiquitm L^-termmai nydioiase UL^ri^ / (uljij / j, mKJNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


JN JVL U 1 0 1 J O 


•£ 1 ✓"X -X'^'-X ^"X ^ — 1 -V -x>X. 4 . ->*. * x t — \ * -X>X -w T" y""X -^r ~v -x l-X. x "X 1 ^~X -X--X -*X i"~X 1 4- x-x y' J -d A ~XX . -v ^-w « x 1 / l\ /I 1 l\ /I 1 1 1 \ x -x. 1 9 HV 1 / \ 

Homo sapiens myotuDuiaiin related protein z (JVii jvlkzj, itikjna 


JNJVL UUOOO / 


riomo sapiens progesterone receptor membi ane component 1 (FVJKJVLL.1J, 
mRNA 


JNJVL UUoolZ 


riomo sapiens nucieai receptor co-repressor z (JNUUKZ), itikjna 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mKJN J\ 


JNJVL UUU441 


riomo sapiens solute earner tamily Zo, memoei 4 (oJLL.ZoA4j, mKJN A 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
tiansenpt variant z, mKJN A 


NM_0 15320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript van ant 1, mKJN A 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NJVL_UU54J5 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 

mKJN A 


JNIVL UU4/Z3 


Homo sapiens rno/rac guanine nucleotide exenange tactor (Lrr^r ) z (AKiiCjiirZj, 

mivJN A 


JNIVL UU4/UO 


Homo sapiens icno guanine nucleotide exenange tactor ^vxt/rj i (^Aivrivjri/r ij, 
mRNA 


JNJV1 UUIUj 1 


nomo sapiens noosomai protein ozo (Krozo mrviN a 


JNJV1 


nomo sapiens iiuosomai piotem oz/ (metaiiopanstimuini i ) (ivroz/ mKJNA 


JNJVL uuiuzy 


nomo sapiens noosomai |3rotem oZo (KK oZoj, mKJNA 


NM 002913 


Homo sapiens replication factor C (activator 1)1 (145kD) (RFC1), mRNA 


JNJVL_UUjooj 


Homo sapiens oirZi repeat domam-contaimng 1 (OirziKiJij, transcript 
variant z, miviN a 


JNJVL UIO 11/ 


Homo sapiens noroDiast growtn ractor iy (rur i^y), mKJNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC l), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

^ -x x. , — v ^ x -x l-x. ^ x ^ x « x , — v i ^1 . — v. ^ x -4- , x j -v # *i r x «- x -i ^ x -4- /-~x v _ -J -x ^ x ✓ x -4- . — v. -m -t x IX. /I X.-* 11 / y% 11 1 fc^. IX /I X^ 111 ^ X -x 1 9 fx. 1 / \ 

meniDiane sectoi associated piotem JVio-V (Ar J oivio-yj, mKJNA 


JNJVL UUlo4o 


j 1 _,~x ^^m^jm^ ^~x ^~x -4 -*^x /^t ^~x ^~x 1 1 j^x j p ~x -4^x. # ■ -r-4>^ x / 1 ^~x 1 -a>^ 1 >^ j^-x f mm m \ 1 j ■ / \ 1 \ ^.-x-^ 1 J 1 / % 

Homo sapiens collagen, ty]3e VI, alpna l (LULoAJ j, mKJNA 


TvTA A MM/1 0^3 0 

JNM UU4VJZ 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 

4 -\ -> -m -4- y--v j— v -IX X- < X - ^~X * "X \ 4 >-x 'X ^"X 4 -"X X l-X 1 / If / 'Xv /\ 1 £_ \ -^»x -m ~w y~X 1 *-™X ^~X ^~X- <^X * 'X -*--X j' "h j' X ^ J -4 X--X ^ T ^ >-x X -4 J 4- s X y~X 1 ^X ^ X * >-X >' X *X ■! ^~X 1 

autoantigen), memoer lo ^oI^UZjAIo;, nuclear gene encoding mitocnondiiai 
protein, mRNA 


JNM K)3Zy4j 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


ATA if MM/^O^O 

JNIVL UvoyjZ 


Homo sapiens smootneim (oJViiJNj, mKJNA 


ATA/f MM A /I 1 1 

JNJVL UUU411 


V 1 . x J-x.-X , X ^ — I j -v -X ^— v -*-x r — < l>x ✓"X 1 ^~x J^X -«X Ix, ^~X -w -r -w T 1 JX /^l >-X j — 1 -mr t-XX -4- l>X i-~X-^^~X i^X # Lx -X y~X -4- -4 -x^x 1 -rf>X -XX y^~X -M/X M<» « ^~X X<-X -w T 1 t f *v /% -x^x ■ ■ ■ -r-A<X>X iX 

Homo sapiens nolocarboxylase syntnetase (Diotm-[propnonyl-Coenzyme A- 
caiooxyiase ^Air-nydioiysmgjj ngasej ^hi^l^oJ, mrviNA 


TvTA/f fi'3A777 

JNJVL_loU / / / 


1 j-~x -ma >^x m~\ <x -x <^x-x>% i^i ^ 1 i -i ^-x j^-x ^x -a xxx -a <— x -xx -1- ff-\ ixx -x 1 -w- t 1 / -i- ^- x j* - x -l 1 -f x -x- >^x y x y X" 1 x X ^ X 1 ^ /^X 4--f^< X -X^X y"X X>X y- x XX 4 /^X -xx \ -MXX ^"X X'X^ y-"X 111 

Homo sapiens solute carrier tamily z (lacintated glucose transporter^, memoer i u 
(SLC2A10), mRNA 


IN 1V1 UZZ O y / 


Homo sapiens kain omding protein i / (KAJNrsr i / j, itikjna 


ATA A HK'J'JQ 

IN JVL U 1 J J? d y 


Homo sapiens activity-dependent neuioprotector ^aijinkj, miciNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


JNJVL UZZU40 


il_ 1 x--x>x /x n r\ x^ -x x-*^x 1 r\ 11x1 ---xx y--x x -x^x 1 /\ / T \s* r 1 /| \ « -x ^ 1 J "fV T /\ 

Homo sapiens kaiiikiein 14 (rvLJvi4j, mKJNA 


ATA/T MOMM/1 1 

JNIVL UZUU41 


Homo sapiens solute carrier tamily z (facilitated glucose transporter), memoei y 

^ O Ar\ J J, 1 1 1 IN. IN /\ 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM 0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRAT A 
III ivl N f\ 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


rNivi uuodoo 


nomo sapiens ceLL giowtn leguiatory witn ring imger Qomain (^orviy j, mrvJN/A 


ATA>f (\C\A QA 1 


nomo sapiens kao piotem activatoi UKe z ^k/\o/\jlzj, iiixcina 


AT\yT C\C\A 1 1 ^ 


rionio sapiens iiuroDiasi giowtn iactoi 14 (rur J4j, niKJN/\ 


ATA/T CiCiIlIAA 
1N1V1 ULOZ44 


riomo sapiens i orD-iiiGuceci iactor ald iamiiy nonieouoxj ^ luir j, nirviN/\ 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 

rviT? AT A 
111 Iv IN f\ 


1N1V1 UU0U4 / 


riomo sapiens rvJN/v DiiiQing motii protein iz (ivrsiviizj, mrviN/\ 


ATA/T n^O^Qft 
JNJVL UjZjoo 


riomo sapiens ring linger protem zo ^rviNrzoj, mrviN/\ 


ATA/T mn7A/i 


nomo sapiens apoptosis reguiatoi r>L^i^-o ^r5^LOj, mrviN/\ 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 

ml? AT A 


ATA/T H 1 ^^/l 1 


nomo sapiens testis derived tianscript \d mvi domains ) { i iio j, mrviN/\ 


ATA A fl 1 Q 1 A A 
IN JVl U 1 o 1 44 


nomo sapiens oecoi aipna iorm z ^ri^j iuo /oj, mrviN/\ 


ata/t n^om ^ 
IN IVL UJZUIj 


nomo sapiens ring imgei piotem zo ^rviNrZoj, mrviN/\ 


NM014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 

rr A PTAM A \ mt?ATA 
1 1V14/V J, 1Y1 Iv 1\ /A 


ATA/T 1 ^ 
IN IVL UZU41D 


nomo sapiens round m lniiammatory zone d yriz^/^D j, mrviN/v 


ATA>f nOHKQ 
JNJVL UZKjjDo 


nomo sapiens ung linger piotem io (rviNr loj, mrviN/v 


ata/t nn^QQO 

IN IVL UUjooZ 


nomo sapiens maciopnage erytnioDiast attacnei (ivi/\rj//\j, mrviN/\ 


ATA/T 

IN IVL UIOjZj 


nomo sapiens Kiner ceil lectin- iiKe receptor suDiamny r, memoer i ^rvi^rvr i 

11 1 Iv l>J /a 


NM 014141 


Homo sapiens contactin associated protein- like 2 (CNTNAP2), mRNA 


IN IVL UUOoOZ 


nomo sapiens tudoi and is^n domain- containing protein { iiJrvxvnj, mrviN/\ 


IN IVL UUO / /y 


nomo sapiens L^dC4z etiector piotem z ^ri/rzj, mrviN/\ 


ataa nn^ooo 

IN IVL UUOZyZ 


nomo sapiens tumor susceptioiiity gene iui \Y ouiui ), mrviN/\ 


ATA/T nn^/i/iQ 
IN IVL UU044V 


nomo sapiens L.dC4z etiector piotem ^ ^j^r ^ ^, mrviN/\ 


ATA/f nno^^Q 
JNJVL UUZjjo 


nomo sapiens purmergic leceptor i^zts., ngand-gated ion cnannei, i (rZrvAi j, 

i-n T? AT A 

111 Ivl N /A 


ATA/T flflA7 1 9 

jn ivi uuo / 1 z 


I — I / \ / \ i ' ^.l »^\ l C' Ih A CI ' 1 Initio C A / 1— <" A d 1 \^ \ -f- t"*^.l ~t~\ L' / * I - * 1 *"\ "f" TrQnQtli 1 "TY^ T? ^N.T A 

nomo sapiens rAoi Kinase ^rAo i ivj, tianscript varidiit i, mrviN/A 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


ATA/T no^noA 

in ivl uz3 uyo 


nomo sapiens rAoi Kinase (rAo ii>^j, tianscript variant mrviN/v 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


ATA/T C\C\1.HH f\ 
JNJVL UUJ//U 


nomo sapiens Keiatm, nair, acidic, / (r^icin/A /j, mKJN/v 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM (J(J4(Joo 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mKJN A 


ATA/T AA/CO fV2 

JNJVL UUoolo 


nomo sapiens adaptor-related protein complex J, mu Z subunit (AFJJVLZ j, 

rvit? AT A 

mrvLN/v 


ATA/T nn^/IQQ 
IN IVL UUD4yo 


nomo sapiens adapt or- related protein complex i, mu z suuumt yP^riNiz)^ 

i-nR AT A 
11 1 Ivl N /A 


ATA/T fl^9Q£1 
IN ivl UjZ70 1 


nomo sapiens dystiODievm, aipna ^uiina], naiiscnpt valiant zeta, mrvi>i/\ 


ATA/T 079080 


numo sapiens dystruurevm, aipna ^j_^iim/aj, iraiiscript variani epsiion, mrviN/A 


ATA/T 079Q7Q 
IN 1V1 \)DAz/ 1 y 


nomo sapiens dystiouievm, aipna i iMAj, uaiiscnpT vaiiani ganiina, itiivi>i/a 


ATA/T 07 9 07 8 
1N1V1 UJ)Zy / O 


numu sapiens dysxruurevm, aipna ^i>/iim/aj, iranscnpt variant oexa, mrviN/A 


NM 079Q7S 


I— 1 1 \ yy\ / \ cyni^nc H\7"dmV*TF k \/i'n qIi^Liq ^T^i 1 l\J A ^ t va n c ^ * r i t"^ t qIi^Liq mT?AJA 

±±VJ111VJ &d|JlCll& \JLj oil VJUl C V 111, CllJJllCl ^1— /1±>I^A^, LI Clll&L/l 1JJ L VClllClllL ClllJllCl, lllrVlN^A. 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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TvTA A MO A A 1 

JNJVL Uz441o 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


TvTA A C\1 1/1 

JNJVL lo3U14 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1 , mRNA 


JNJVL U141D / 


riomo sapiens osteogLycm (osteoinductive tactor, mimecan j (UOJNj, transcript 
variant 3, mRNA 


JN JVL U 1 0 1 J Z 


riomo sapiens retmoic acici receptor, oeta (K/\rvr>), nanscnpt variant z, miviN/v 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


JNJV1 032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D, mRNA 


"xta yr mom/; 
JNJVL OJzy/o 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


JNJVL (J3zW4 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA 


JNJVL 001230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mKJN A 


JNJVL UjZyyZ 


hLomo sapiens caspase o, apoptosis-reLatea cysteine protease (tAoro transcript 
variant beta, mRNA 


JNJVL UU1ZZO 


riomo sapiens caspase o, apoptosis-reLatea cysteine protease (U/YbFo j, transcript 
variant aipna, mrviN/\ 


IN JVL Ujj1.j.j 


riomo sapiens z ,j -cyclic nucleotide d ]3iios]3riodiesteiase (L.iNrj, mrviN/v 


JNJVL LoJlZD 


nomo sapiens oiganic cation transporrei l^iv ts i (^ujvdj j, mrviN/\ 


IN JVL U Z U D 4 y 


riomo sapiens anKynn repeat domain z ^stretcn responsive musciej (^/vrNivrviJZ j, 

111 IV IN /A 


rNivi uuujt-w 


nomo sapiens ryanoume receptor i ^sKeieiaij ^iv i rvi j, iiiiv i > s\ 


in ivi kj l oys>\j 


nomo sapiens synxaxin i o i s\ i o miv in /\ 


TsJA/f nizLsns 

iNlVl UHoUo 


nomo sapiens rvi/\>\u / ys> gene ljioquct ^rvi/\/\u / yo j, mrvr>/\ 


In 1V1 UUj4Zo 


nomo sapiens vav i oncogene ^ vav i j, mrvLN/\ 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


JNJVL UjJVoy 


Homo sapiens AlJU-VU protein ( ADU-vU), m K IN A 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


XT IV A AOO AO /I 

NM 032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM 032983 


TT * O j • \ j_ .1 j. ' a. f 1 

Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1 , 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
( 1 NrRbr oB), transcript variant 1, mKJN A 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
( 1 JNrKbroB), transcript van ant JVLooC, mKJN A 


JNJVL UUlzz4 


Homo sapiens caspase z, apoptosis-reLated cysteine protease (neuraL precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF1 1), transcript variant 2, mRNA 


NJVL_(JUJ7U1 


Homo sapiens tumor necrosis factor (Ligand) supertamily, member 1 1 
(TNFSF1 1), transcript variant 1, mRNA 


\ i J * f\f\C A f\C\ 

NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(0CYJ31 1 ), mKJN A 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nucieai gene encoding mitocnonciriai protein, mKJNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 

s r „--*v * -> . -a a ,■ — », , -J « -> s -w- * -X -A) -4- .-"X ✓""V Ia j'-x -*a* S^M aa + ^"X 1 -ay** -«A, ✓"X -4~ /-"V -4 -*.<-X -a>*vav 1 J Irk 1 /% 

gene encoding mitocnondriai protem, mKJNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


JNM vjlyyo 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


\tiv /T AA1 oon 

JNM KJKJlZZy 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


JNJV1 004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpna, mKJN A 


JNJV1 vjZyyi 


Homo sapiens caspase 3, apoptosis-related cysteine protease (LAbrj transcript 
variant beta, mRNA 


JNM_loJlD / 


riomo sapiens oiractory receptor, iamiiy z, suoiamiiy J3, memoer z (UivZrSZj, 
mRNA 


JNJVL UjjUjI 


nonio sapiens tnymic snomai co-tiansportei y 1 btu 1 mKJNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


JNM_0Ji007 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


X T N /f AT5AA/C 

NM_03J00o 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


JNM_0J 3005 


Homo sapiens deatn eilector nlament-iormmg Ced-4-like apoptosis protein 
(JJiirUAF), tianscnpt variant mKJNA 


JNM U33UU4 


Homo sapiens deatn eilector nlament-iormmg ued-4-iiKe apoptosis protem 
^iJiir Ar J, tianscnpt van ant A, iukjna 


NMO 14922 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(Uiir Ar j, tianscripT vanani o, nnviNA 


JN1V1 UUUUOO 


riomo sapiens conagen, iy|3e i, aipna i ^l.\ji^iai j, mKJNA 


jnivl uiyiuj 


riomo sapiens lenascm j^d { i rNy^j3 j, transcript variant ^.±5, mrviN a 


JNJVL vjjvjo 


riomo sapiens Deta-gaiactose-j-vJ-suJionansieiase d ^ualjoizj, mKJNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

mrviN A 


JNIVL UjjUZo 


nomo sapiens jjaiQet-j3ieQi syndiome ^+ ^JDJjo^fj, mrviNA 


JNJVL UZ loU/ 


riomo sapiens secretory pi otem obto (^oiiUo;, mKJNA 


INIVL \JZ\JiD 1 


riomo sapiens oivir- associated pi otem i (uJ\Aor i j, ni k in /\ 


IN 1VL U 1 0 1 J d 


riomo sapiens mitogen- activated protein Kinase o lntei acting pi otem d 

^lvl/\r JVolr j J, 111 in. In /a 




nomo sapiens ri-^-Kinase-reiateci Kinase oivivjr-i ^oivivji j, mrvi>/\ 


1M 1V1 UZ IVIt- 


nomo sapiens coiiim z ^musciej ^rLzj, mrvi>j/\ 




noiiio sapiens iiypouieTicai protem L^/iDjoio4 ^adjoi ot-^i, rnrvTN/\ 


1M1V1 KJDAyAD 


nomo sapiens nypotneticai protem iviuu i ouz j ^ivivjv-^iouzj mrviN/A 


KIM 0^?Q17 


±±VJ111VJ Sdljlt/llo 11 V Vj VJ HlVllVy Cll IJlVJlt/lll 1V±vJv^zC/Ot^O l 1V1_vJ V^zC/Ot^O 1, llllvl>lr\ 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ 14926 (FLJ 14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ 14529 (FLJ 14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC 15631 (MGC1563 1), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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ATA/T n^9^»^S 


UntnA c a it i r» n c V»A7~r\r\+Vt<='+ir»c»1 r-\rvr+^i-n \ A C\ AHH 1 ^A/Tf^f~ 1 ZL77 1 ^ rv»T?ATA 

nomo sapiens nypotneticai protein ivioi^h- / / 1 jivhji^h- / / ij, miviN/\ 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


ATA/T Ci'XTXHH 


nomo sapiens nypotneticai piotem ivioL^o^+y ^vioL^j^-yj, misuN/A 


ATA/T H^O -iOA 
JN1VL UdZjZO 


l I t -v , x i 1 <i iai r»n i' I-» * /»'\/'vfl'\i-»+i/»«i 1 »~\ t- / •v + /-> i *-» A/TA1A^/1A1 Q ^A /T Al A~^ /I A 1 Q \ vviD\T A 

nomo sapiens nypoineticai piotem iviOL>foio (iviol^^oioj, mKJN/A 


ata/t mo^nA 


riomo sapiens nypotneticai piotem iviOL. iUb'/^ (iviol. iuv /h-j, m_KJN/\ 


ATA/T H7 9 9Q1 
1N1V1 UJZZol 


1— [ / a t-»-> / \ canine K / »o 1 i "TM^Th 7n^/l 7 TM^J /p\l^ C7«C/n A\ mDAT A 

nomo sapiens nypotneticai piotem ujs.rz.pD^ / jujo (uts^rz^pj^ /jujoj, miviN/\ 


ATA /T m ^^^n 


riomo sapiens micro tuDuie- interacting protein tnat associates witn iKArj ^lviir- 

TW ml? AT A 
1 J> J, III IN. IN r\ 


ataa rn 1 487 


nomo sapiens nypotneticai protein iviov^h-ouh- ^ivio^h-ouh-j, mrviN/\ 


ATA/T 1 zL7H 
1N1V1 LO IH- / U 


nomo sapiens junctional aunesion moiecuie j \\j/\\\ls> mrviN/\ 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


InIVI U J 1Z1 j 


nomo sapiens nypotneticai protein ivio^.3z < 4-^+, ^iviov^.dz^+^+j, mrviN/\ 


ATA/T 1 OHQ 


nomo sapiens nypotneticai protein ijjvrz^pjoojzu^o ^iJJS.rz,r joojzu4oj, mrvi\i/\ 


ATA/T f^AG9/1 
InIVI KJDKjyZ^ 


nomo sapiens nypotneticai piotem r k i jj-in y d yr rviu-iN i ^ j, mrviN/v 


ATA/T n^ncO/i 


nomo sapiens nypotneticai protein rLj 14J jo (ri^j 14J jo j, mrviN/v 


ATA/T H^flA^ 1 
JNJV1 KJjVOJ 1 


nomo sapiens solute earner iamuy Zj (^mitocnonuriai oxocicarDoxyiate carnerj, 
memuer zi i^oll zjaz i in is. in y-\ 


ATA/T Pl9zl^71 


nomo sapiens nypotneticai protein rLjzzyn-u ^rLjzzy^uj, miviN/\ 


ATA/T 09^0 1 ^ 
InIVI UZ3U 1 D 


TTiTTTT/T c 'l it i one \£ T A A O/l 1 7 rr/^iTP' nrA/Tnr>+ / \<T T A A C\A 1 7 ^ itt T? AT A 

nomo sapiens js.i/\z-vu i + 1 / gene piociuct ^jvi/w^uh-i / niiviN/\ 


1M IVl KJZH- 1 U J) 


nomo sapiens nypotneticai protein ivio^zoiz) ^ivio^zoiz) miviN/\ 


ATA/T fnfK7R 


nomo sapiens nypotneticai protein iviuL/T-Uyj ^ivio^T-uyj) j, mi\j_Ni/\ 


ATA/T fl 1 Afl 1 ^ 
In 1V1 U 1 H-U 1 J 


I — I / "v / \ cot\i aiic A/TA/^t 1— i »t i"/ \ ^/~* i it / |V /T N/^ T i—i \ tTT T? Awl A 

nomo sapiens ivi i l ll protein ^ivi i l c. j ? in iv in /a 


ATA/T 09^004 
IN 1V1 UZ W"t- 


Wrimr^ CQni^nc h\n^t\iUr>t\(*<A 1 it r^tr»i it PI T99 1 84 / PI T99 1 SztA itt P KI A 

nomo sapiens nypotneticai protein rLjzzio^ ^rLjzzio i t / ), miviN/\ 


ATA/T 09^07$ 
1M 1V1 UZJ KJ / O 


nomo sapiens nypotneticai protein fi^jzzj) /o ^rLjzzj /o j, miviN/\ 


ATA/T 09^0^1 
In IVl UZJUOl 


U nrnn C o n ; pn p U\mt\iUr>t\{*<A 1 it r^tr»i n PI T9^49fi ^ PI 19 ^A l(\\ tyiPATA 

nomo sapiens nypotneticai protein rLjzjH-zu ^fi^jzjh-zuj, mrviNi/\ 


ATA/T 0940^7 


nomo sapiens nypotneticai protein tlj i iod / ^rpj i iod / miviN/\ 


ATA/T 09A8QS 


I — I / x ITT / A C O "ITi 1 /^1T C 1 It \ J IT / A It r** 1 / * O 1 IT 1"*/ A "t" r** 1 IT p" I T9 9 7 ^ 7 ( Pt T997^7^\ ITT T? A 

nomo sapiens nypotneticai piotem rpjzz iji \r i^j zz /j/)^ mrviN/\ 


ATA/T 09AS77 
In IVl UZ'+O / / 


I — I / ^ itt / \ compnc Itt /t^It e^^i r* o 1 »t t"*/ a I - i it P" I T 1 ^O/i^ ( Ih t I 1 Q O tTT F? A 

nomo sapiens nypotneticai protein rLj i jzoj ^tpj i jzoj miviN/\ 


ATA/T 09zl79^ 
IN 1V1 UZ4 / Z O 


I — I / x tTT / a c o it i r^- tT c It \ t it /• \ I - It 1 1 /"» o 1 it t"*/ a I - i it Ih T T9 9^9 7 / Ih t T9 9^9 7 \ itt T? ^VT A 

nomo sapiens nypotneticai protein rLjzzjz / ^rLjzzjz/ j, miviN/\ 


ATA/T 09ZL71Q 

IN 1V1 UZH- /IV 


PTrtTYirv CQnipnc 1t\/it^ Atli r»ti 1 iTi^Atoi n P I 19 '1 AH A / PI T99zl7zl^ mPATA 

nomo sapiens nypotneticai pioiein x^i^jz,z,h- /h- ^tpjzzh- / h- j, iinviN.rv 




nomo sapiens nypotneticai protein rLjzuoyo ^rLjzi/070 j, miviN/\ 


ATA/T ri9A^ns 

In 1V1 UZ^jUo 


P P a itt / a c 'i it 1 r» it t It \ / it / a + It r«+ 1 / » 1 iti'/a+ r»i it \ A 1 H 7 O A / I\ /l ^ ^ 1 H 7 O A ^ itt F? A.1 A 

nomo sapiens nypotneticai piotem ivivjr^iu/yo ^ivio^ iu / voj, miviN/\ 


AJA/T 09zl^zl1 
1>I 1V1 UZH-jtl 


PI 1 A ITT 1 A CQIIIPTIC P \ / IT ^ A t P r»t 1 ^ » C1 1 ITrrAt(^i IT A i\ (~r A C\ ^\ A ( \ ACi C A(\ ^ A\ TV\ T? AT A 

nomo sapiens iiypoiiieiicai pioiein ivivjv^h-ujt- ^ivivj^h-ujh-j, miviN.rv 


ATA/T C\1AC\&A 
InIVI UZ'+UO^t 


I— I / A tTT / \ CQniAtIC 1t\ /IT/A + 1t^»+1/»'J 1 IT 1'/ "\ + /~» 1 IT \ A ^ ^ A ^ / 1\ /I At A^ ^ A \ *TT T? AT A 

nomo sapiens nypotneticai piotem ivivj^jjoj) ^ivi\jt^z)j)oj> miviN/\ 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


ATA/T H9^n7Q 
InIVI KJZJKJ/o 


PP A ITT / A C '1 IT i r»iT c It \ / IT / A t It /^f 1 / » o 1 1T1-/Atr»i IT PT T1^Q^9 /'PI T1^Q^9^ ITT D\l A 

nomo sapiens nypotneticai piotem rLjijojz ^rLjijojZj, miviN/\ 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


iSllVl UZZo4Z 


nomo sapiens nypotneticai protein r L^jZZyoy {rL^jZZyoy), mKJN/\ 


JNM (Jzz/3/ 


Homo sapiens nypotneticai protein rUl JUjj (rLJ 1 JUjj), mKJNA 


NM 022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr (rLJ 1 JU4oJ, mKJN/\ 


JNM UZZ4J / 


riomo sapiens Alr-t)mamg cassette, suD-lamily kj (WHllii), member o (sterolm 

O \ /ATh>A^A1Q \ *vil> at a 

Z J ( AdLAjo J, m K IN A 


ATA/T H99 1 ^ ^ 
In IVl UZZlJ>J 


nomo sapiens popeye protein z (rUrZj, mKiNA 


ATA/T H99HAA 
InIVI UZZUOO 


nomo sapiens iiKeiy ortnoiog 01 mouse uDiquitm-conjugatmg enzyme elz-zdvis^ 

(Til 9^ni^^ mPATA 
^ PZ-ZJ) Wiv lilrvlN/\ 


±N1VJ_ Ul JT^Ov 


Homo <sanipn<i npotin ^ rr>KF7PS^6R0R4^ > l mRTsTA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4 A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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XTT\/T C\1C\11A 
IN IVL KJZAJLL 1 * 


LiOiTIO Sapiens nypOTneilCai prOieiLi LJJvrZ^pj4 /1^140 ^iJJVrZ^pr>4/vJL40J, lliK IN A 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


XTAyT C\ 1 OH 1 1 

JNJVL U1VU1Z 


norno sapiens pLiospLioLnositoL j-pnospnate-Dincung protein- z {rErrZ), mKJNA 


JNJVL UlooJj 


norno sapiens LiypotLieticaL pioteLn rKUzvuu (rKUzyUU), itlkjna 


ATA A H1 O^C7 

JNJVL Ulooo/ 


riomo sapiens nepatoceLLuLar carcLnoma-associated gene l JJzo (LUUjjvuoJ, 

111 K IN /\ 


XTA A C\^ Q A A ^ 

JNJVL Ulo441 


riomo sapiens peroxisomal trans z-enoyi loa reductase, putative snort cnam 
dicoLioi uenyciLOgeiicise ^no/\z jujUj ltllvin/\ 


1N1VL KJ 1 OOM-j 


I — I / ^ / \ por»i otic I^T nx /"\"i"l^ c^\i r* o 1 t" / a "i - ^ 1 T— LTh^I^x / 1 — I Lh' x^ /-i \ -tv^T?"^T A 

nomo sapiens nypoinetit/ai proiem neon ^ljllj/ooj, iiiivin /\ 


XTA/L 0 1 1Q£\1 
IN IVL Ul / 7U / 


nomo sapiens nypoinencai proiem rLjzuoju ^ri^jzuoz)uj, miviN/\ 


XTA/T fi17Q1zL 

in ivi u i / y 1 *t 


nomo sapiens nypoinexiL/di proiem ri^jzuo^u ^Jri^jzuo^+uj, mLviN/\ 


1N1V1 kj i / yvD 


U nnin c 'i nir>n c U\fi^{^tUr>i\(+'*\ nmTpin PT T9 H A9 7 / p T T90^9^^ mT?AJ A 

nomo sapiens nypoineiiC/ai proiem rLjzuozj ^rLjzuozj miviN/\ 


XTA/T fl 17799 
IN IVL Ul / / ZZ 


U nniA c'lnifnc P\/i-\^f Pr»tw»'i 1 nrntr«in PT JIOOAA ^ PT T90944 > k m RM A 

nomo sapiens nypomeiiL/di proiem rLjzuz44 ^ri^jzuzH-'+j, miviN/\ 




nomo sapiens pio i -niTcrdtiiiig proiem inu-L/lj/L, rai nomoiog ^in kjuci miviNZ-v 


IN 1V1 Ul / 0 1 O 


T-TAtviA c'inir>nc P\ /i-\^tP r»t i ^'j> 1 »x r^tr^i n PT T90004 ^PT T90004^ mT?XT A 

nomo sapiens nypoineiiL/di proiem r l^jz,kjkjkj l t ^ri^jzuuuH-j, mLviNZ-v 


XTA/T H 1 2 1 £ ^ 
IN 1V1 UlOlOJ 


nomo sapiens nypoineticai proiem rLj iu /u*+ ^ri^j iu /u^+ j, miviN/\ 


XTA/L 01R074 
IN 1V1 UlOU/4 


Urvmn c'lnipnc P\/n^tP r»t i I »x r^tr»i n PT T1 0^74 ^PT I 1 ^^7A^ mPXTA 

nomo sapiens nypoiueiiL/di pioiem rLj iuj ^tlj lkjd i^)-, mLvr>/\ 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


XTA/T H 1 SHzLQ 
IN IVL UloLH-V 


nomo sapiens nypoiiieiicai pioiem rLj Luzy / ^r-LJ ivzy / j, mrviNZ-v 


XTA/T H 1 QH9Q 
JN1VL UJoUZo 


nomo sapiens nypoineticai pioiem rLj luzi i ^ri^j luzi i j, mKJN/\ 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


XTA A HI A<1 n 

JNJVL UlcOlU 


nomo sapiens putative seLenocysteme Lyase (oCLi j, mKJN/V 


NMO 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
l JNrKbrorS), tiaiiscnpt variant z, mKJN/V 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


JNM (Jlozo4 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 

(U1U I -z ), m 1< IN A 


JNM Ulol4y 


Homo sapiens protein mnibitor ot activatea o 1 A 1 protein rlAby (rJAo Y j, 

ml? XT A 

m lx IN A 


XTA/T C\ 1 ^QQ7 
IN IVL KJ ijoy 1 


nomo sapiens proiem mniDiior 01 aciivaieQ oiAi proiem riAoy (rJAo i 

ml? XT A 
111 IV In f\ 


XTA/T Pl1A^&1 
1N1V1 UIOjOI 


nomo sapiens cloi i ^ lui j izyj j, itilvin/\ 


XTA/T 0 1 {\A1Q 

IN 1V1 VJ 1 OH- / y 


T— T/^tvi /a c o ix i an c P a j ix / \ I"P \~ i r* o 1 iifAtAi'n ( T ^ ^ P^ CIO /I \ -ix-i I? ^xT A 

nomo sapiens nypoineiicai proiem ^LUL/jiz^oj, miviN/\ 


AJA/f n 1 &AHA 
IN IVL U1D4/4 


nomo sapiens nypoiiieiicai pioiem {l^kjk^j lz^r^), miviNA 


XTA/T O 1 AOQzL 

in ivi kj i ouy^t 


PTnTYin ccinipnc V-\ 'si PPVTzL9 nrnfpin fT flP^ 1 1 9 9 \ mT?XTA 

nomo sapiens norLUH/ proiem ^ la^ji^ j i izz iiiin. in /\ 


XTA/T fl 1 ^QzL9 
IN IVI Ul J y-tZ. 


nomo sapiens lui-iz pioiem ^luL/jiuui j 5 inixi n /a 


XTA/T 01^47^ 
IN IVI KJ 1 OH- / 3 


T— TAtvi a cqmi3hc j ix / a I"P I - 1 ^ ■* o 1 ix i"* / a I - in / 1 — I x^ T^ P^ 9 1 ^2 \ "txiT9TNT A 

nomo sapiens nypoiiieiic ai proiem ^norLzi j j, mLviN.rv 


AJA/T H1/xZL^7 
IN IVL U 1043 / 


nomo sapiens pioiem Kinase uz (rjvuz j, miviN a 


AJA/T H 1 1 1 1 
IN IVL U L O L L L 


T-Ti^Trii-i CQnipnc FT A A MPQ ^ (T nnn nrA/Tnr>+ / I<f I A AfiAS^^ ml? XT A 

nomo sapiens maauooj gene procuici (jviaauooj j, miviN a 


XTA/T 01 zLflzLQ 
IN IVL KJ L 


nomo sapiens iniijiiuz proiem ^in±i-/uuzj, miviNA 


XTA/T C\^ AQ£\^ 
IN IVL U1t-"Oj 


T— TiX-rviiX u ' i tx I n c TkTTA A HQA'? r\rA+Air» / I<^ I A A M O P A -ixiI?XJA 

nomo sapiens jvi/\zvuyoj proiem ^jvi/\ J rvu!7 0j) j, iiiin. in z\ 


XTA/T fl 1 ^ ^ 7 1 
IN IVL Ul J J / L 


nomo sapiens ouivivJ-L-speciiic proiease (ouor i miviNA 


XTA/T 014780 
IN IVL U1t-/07 


1— T/x-rvi/x DonPric Tk^T A A AAOQ ftr>nr> nrA/TiipI / I<^ I A A H/aO ^ \ mPXJA 

nomo sapiens is.i/v/\uozo gene proouci ^jviaauozo itilvin/\ 


XTA/T 0 1 J.7 1 A 
IN IVL U L / lH- 


nomo sapiens maaujvu gene piouuci ^rviAAUjyuj, ituvina 


XTA/T 0147^8 
IN IVL UH / JO 


T-TriTnrk conipnc FT A AH9^A apnp nrn/Ti w»t M<T I A A H9 tyiPXTA 

nomo sapiens rvi/v/\uzj^+ gene prouuci ^ivi/vz-vuzdh- j, miviN/\ 


XTA/T nizLn^^ 

IN IVL U L M-UOj 


U n m n cQnipnc TTXHOI »x r^tr- i n / UTHH 1 ^ m P NI A 

nomo sapiens n i uu i pioiem ^n i uu i itilvin/\ 


1SJM 014170 


±±VJ111VJ odpiC'llo IlOfL/l JJ IJlvJLC/lll l ±±OJT U ,J 1, 111 I\ 1 > J\ 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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rNlVl UU/UOO 


nomo sapiens /vlN-LJ-i proiem \ J\ i n l>/- i mix in /a 


IN 1V1 UUO / U 1 


nomo Sapiens similar 10 0. [joiiiDe uirni^ ^i^iivii j, m_tvrN/\ 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


"MA/T (xCl&AH'l 
INlYi UUOH- / / 


nonio sapiens iv^vo-reiaieQ 011 cmomosome zz ^ivivr zzj, miviN/v 


JNJVL UUOUo / 


nomo sapiens mouiin, Deia, j { i ujd-dd j, mKJN a 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


ATA A C\(\£ZQ 1 C 

JNM UUjoIj 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZKl), mRNA 


JNJVL UlDo 1 / 


rlomo sapiens cargo selection protein (mannose o pnospnate receptor binding 
protein) (TIP47), mRNA 


JN1VL UlDoUl 


rlomo sapiens putative translation initiation factor (oUiij, mKJNA. 


JNM_(JlDo.3 / 


Homo sapiens POP7 (processing of precursor, S. cerevisiae) homolog (RPP20), 

mKIN A 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


JN1VL UU4WU 


rlomo sapiens insulin- nice growtn tactor Dmamg protein, acid labile subunit 

^LurALo j, lllK. IN JA 


in ivi uu^-y^o 


nomo sapiens Qynamm z (uinivizj, mKJN/v 


1N1V1 UU4ZOJ) 


nomo sapiens rvAoju, memoer rc/\o oncogene lamuy ( ivA. t> j u j, mKJN/v 


NM 004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 

(ZZKJJ, riJoW ) ( 1 \ LJ U r d 1 U J, 111 in. IN /\ 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


JNIVL UU4o / / 


nomo sapiens glia maiuiation tactor, gamma (Oiviroj, mKJN/V 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


JNM (JU4U44 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
fomiyltransferase/IMP cyclohydrolase (ATIC), mRNA 


JNIVL UU431j 


nomo sapiens JN-acylspningosme amiaonyaroLase (acid ceramiaase) (AbAnj, 

m O 7v T A 

ITiKJN/Y 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 

111 KIN A 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


JNIVL UUJ 1 1U 


nomo sapiens opz tiansciiptioii iactoi (or Z), iiikjn/\ 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM 000543 


Homo sapiens sphingomyelin phosphodiesterase 1 , acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subtamily a, member 4 (bJVLAKtA4), mRNA 


NM 002807 


Homo sapiens proteasome (prosome, macropam) 26S subunit, non-ATPase, 1 
(PSMD1), mRNA 


JNM (J(Jz7(J4 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
tnrombogiobuim, connective tissue- activating peptide ill, neutropnii-activatmg 

peptlde-ZJ (rrrSFJ, mKJNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


JNIVL UU loo/ 


nomo sapiens ALr syntnase, n+ transporting, mitochondrial r 1 complex, delta 

SUDUlllt (Air jJJJ, mKJNA 


IN JV1 UZU lOO 


nomo sapiens pzhl.ijjs.in i/vj-aciivaieQ Kinase o ^r/vjvoj, miviN/v 


JNIVL loZOO / 


nomo sapiens nypoiLieiicaL protein iviol.1 U44Z (iviol i U44ZJ, miviNA 


JNJVL VJjZZ) / 1 


nomo sapiens cur-iiKe moQuie-contammg mucin- iiKe leceptor ri/iviivj (ri/iviivj) j, 

111 IV 1 > J\ 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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JNJVL UZ4oJ / 


nomo sapiens Deta-gaLactose-J-u-suiiotransterase, 4 (OAL:5oi-4j, mKJNA 


JNIVL UZ4-01 / 


nomo sapiens nypotneticai protein rLj i J4uy ^r-Uj i j?4Ub' j, mKJNA 


JNJV1 UZU /yO 


riomo sapiens sema Qoniam, transnieniDrane Qomam ^ijvij, anci cytoplasmic 
domain, (semaphorin) 6 A (SEMA6A), mRNA 


1\I1V1 UIjZOj 


riomo sapiens metnionme aQenosyitiansierase 11, oeta ^ivi/\ i zd j, mrvi\i/\ 


1NJV1 UlZZjl 


riomo sapiens r rv Qomam containing z, witn ZuiNr Qomam ivjljiviz j, mrvrM/\ 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


TvT A A C\ 1 < Q A 

JNJVL UJjoOO 


riomo sapiens r K domain containing z, witn ZNr domain (r^KJJJVLZj, mKJNA 


NM_0 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 

( \z I A A AAA 1 \ DMA 

plO (JvlA/vUoo 1 j, mKJNA 


JNJVL U144j4 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM 0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence z (£,jvlkz), mKJNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mKJNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


JNJVL 0zz04U 


Homo sapiens Williams- Beur en syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


NJV1 032464 


Homo sapiens Williams -Beur en syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NJVL 032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


atti it f\ 1 A 1 A £L 

NJVL014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NJVL 03199Z 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NJVL 006234 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM 03295V 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(KULKZJ), transcript variant c, mKJNA 


NJVL UUZOV4 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
^r^^j-LrvZL^ transcript valiant aipna, mKJNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
\r L^i^rvz^ j, tiaiiscript variant gamma, mivrNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


JNIVL UUUVJ 1 


riomo saL^iens plasminogen activator, tissue (rLAJ J, tiaiiscript variant z, mKJNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM 033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


A.TA A~ AAOOOH 

NM 003oo9 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1 , mRNA 


NM OzzOOZ 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


A.TA 4" ATI 1 7A 

NM Ozzl/U 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
nans crip t van ant i, mKJNA 


NM_032408 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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ATA/T n 1 1 1 ^ £ 
IN 1V1 U 1 Z 1 O 


nomo sdpiens dpoptosis dntdgonizmg trdnsciiption idctoi ^ljjz/Uj, mrvJN/\ 


ata/t niA^A^ 


nOlTIO Sdpiens CeiltrOlTieie prOTeLIl r \S>DV/ 4UUKU, ITLltOSinj ^l^, lJ/lNr r nilvlN/\. 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


ata/t n^on^o 

IN IVL LoZUDZ 


riomo sapLens zinc nngei pioieLn z/o ^z>inl h z/o ndiiscLLpT vdiidni j, ltllvin/v 


NM 032051 


Homo sdpiens zinc finger protein 278 (ZNF278), trdnscript variant 4, mRNA 


ATA>f HIOA^n 


riomo sapiens zllic nnger pioteLLi z/o (Z,JNrZ/o), tianscrLpt van ant z, mKJNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


NM_UjjUUj 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 5, 
ltlRNA 


TvTA /I" A A 1 CI O 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 4, 
mRNA 


JNM UJJUU1 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 3, 

mKJN A 


JNM_UJJUUU 


riomo sapiens general transcrLption tactoi 11, 1 (OirZij, transcript variant z, 

O AT A 


ATA/T fl'JOQQQ 
1N1V1 \JDZyyy 


riomo sapiens general transcripTion iacior 11, 1 (uirzi j, iranscnpt variant i, 

111 is. 1>J /a 


7vjA/r 009004 

rNlVl \J\JAy\J L \ 


T-T^Tn/^i c 'l ni r>n c T? I ^ T? AT A Kin /A \ n fT nm+pin / T? 1-^ \ -rv»T?ATA 

nomo sapiens i v vj ivi>i J rv-uiiiciiiig piuiein ^ in. i_v d r ^, iiiixi n /a 


ATA/T 0097^^ 
IN 1V1 UUZ / Z) D 


nomo sapiens mnogeii-dciivdieci pioiem Kindse Kiiidse i ^Tvi/\r zivi nirviN/\ 


NM 012453 


Homo sdpiens tmnsducin (betd)-like 2 (TBL2), trdnscript vdridnt 1, mRNA 


ATA/T OOA^/1'7 

inivi uuoj^f / 


nomo sdpiens pepiiQyi pioiyi isomeidse n ^cyciopniim nj ^rririj, mrviN/\ 


ata/t oo 1 1 

jnjvl uu ioj5i 


nomo sapiens aiKanne pnospnatase, mTesiinai ysw^ri), mrviN/\ 


ATA/T OO 11^1 
IN IVL UZ 1 1 J L 


nomo sapiens caminne u-ocTaiioyiiransierase ^L^Jtvvj i j, mrviN/\ 


ata/t nn^non 
JNJVL UUjU^U 


nomo sapiens pnospno lipase az, group ivr> (cytosoiic; (rLAzu4Dj, mKJN/\ 


ATA/T OO0 19/1 


nomo sapiens excision repair cross-compiementing rocient repair cieiiciency, 
complementation group 6 (ERCC6), mRNA 


ATA/T 0901 
IN IVL UZUL J 1 


nomo sapiens oiorapim ^l^iulvj, mrviN/v 


JNJVL U L OJ L J 


nomo sapiens poiyuromo i (idi j, m is. in s\ 


ATA/T O 1 Q1 
IN IVL ULoLtO 


nomo sapiens poiyoiomo i (roi j, mrviN/\ 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


ata a nn 1 'jo 
JN IVL vlZiDy 


nomo sapiens deainess locus associated putative guanine nucleotide excnange 1 

/ PlP 1 p p \ rviT?ATA 


ATA/T OOTOA1 
JNJVL UU/UOL 


nomo sapiens seium consiitueni piotem (iVLor^jj) j, mrviN/\ 


ATA/T 00^^'70 
IN IVL UUDJ) fy 


nomo sapiens myosin i/\ (^tvl y kj i /\), mrviN/\ 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXI A (steroid 21 -hydroxylase, 
congenital adienai Hyperplasia j, poiypepiiQe z ^l^i rziAz j, mrviN/\ 


ATA/T ClCW.Clfc.L 
IN IVL UUUUOJ 


nomo sapiens complement component z (^l^zj, mrviN/v 


ATA/T (..ACiHQ 
IN IVL UL^fU/O 


nomo sapiens mitocnoiiQiiai noosomai piotem li d (iVLLvri^L d j, liirviN/v 


ATA/T 09 11^/1 
IN IVL UZ L L JH- 


nomo sapiens mitocnoiiQiiai riDosomai protein l^zd ^ivirvri^zj mrviN/\ 


ATA/T 0909/1Q 
IN IVL vZKJZ^y 


nomo sapiens a Qismtegrm-iiKe and metanoprotease (^reproiysm type ) witn 

+lirAmV\Acr\ATir1i-n 1-\ / t~\r^ 1 m/^+i-p Q ( A A A A' 1 '^1 Q ^\ -i'v»T?ATA 

inromDOsponcim type i motii, y ^rvry/VLVLL ovj, mrvi>/\ 


ATA/T 0 1 80Q4 
IN IVL U i ovy^f 


nomo sapiens ui to o pndse trdnsition z izj, nirviN>\ 


ATA/T 01zL1£0 
IN IVL Ul^lOu 


nomo sdpiens mitocnonuridi riuosomdi protein lzz ^ivLLvri^zz mrviN/\ 


NM 014175 


Homo sdpiens mitochondridl ribosomdl protein LI 5 (MRPL15), mRNA 


ATA/T O 1 ^2 ^ 
JNJVL Ul jjoj 


nomo sdpiens onj-QOmaiii piotem d (ponsiiij (onjuj mrvJN/\ 


NM 006434 


Homo sdpiens SH3-domdin protein 5 (ponsin) (SH3D5), mRNA 


ATA/T 0001 
IN IVL UUULjD 


T T /A"fAA /A O «A A "I /At A O C* <A"*A /A"tA 1 <A 4 A /A~tAA "1 <A /A "f AA "iA 1 /^fc-»AA /A"tA ^A "^""1 /A 4 A ffl^Al T*A\ /^X^ T j\ \ -fAA 13 T A 

nomo sdpiens rdnconi dnemid, compiementdtion gioup /\ ( l r/viNL./\j, mrviN/\ 


NM 005656 


Homo sdpiens transmembrane protedse, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sdpiens polymerdse (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sdpiens smdll inducible cytokine subfamily A (Cys-Cys), member 1 5 
(SCYA15), trdnscript vdridnt 2, mRNA 
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JNJVL UjZyoj 


Homo sapiens smalL inducible cytokine subfamily A (Cys-Uys ), member l j 
(oL^yaij), transcript vai lain j , rnKJN a 


jnjvi ujzyo^ 


nomo sapiens small inducible cytoKine subiamny j\ ^ ys-L^ys j, member i j 
i /\iz) j, irdiiscnpi vaiiani i, mivi>i/\ 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


IN JV1 UU /UD / 


nomo sapiens z>w iu lntei actor ^z^wijn i j, tiansciipt variant i, mtviN/v 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


ATA A AAOO/;0 


Homo sapiens translocation protein 1 ( JLUL J), mKJNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


JNM (J(J41oo 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
( o C Y A 1 4 j , transciipt variant 1 , mKN A 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(oLY AJ4j, transciipt valiant J, mKJNA 


JNJVL UJzyoz 


Homo sapiens small inducible cytoKine subtamiiy A (Uys-Uysj, member 14 
(SCYA14), transcript variant 2, mRNA 


JN JVL UZ 1 Z 1 V 


1 1 y~x -^^^>x ^~x ^~~x -ay^. -« j»*x ^ ^x . ■ i -i x 'X , x -f ^ x -a^x rf~x 1 s^m Lx ^x r — i -« ^~x -x^-x ^^x^>X -^~x 1 x y x -x -x 1 ,-~x f / 1 V% |\ /I 1 \ -x^x>x 1 J I^L 1 /% 

Homo sapiens junctional acnesion molecule z (JAJVLZj, itikjna 


ATA 4" HI 

JNJVL U 144 jo 


Homo sapiens programmed cell deatn 4 (neoplastic transformation mmbitorj 

^rJJLJJ't 111 Iv IN i\ 


IN JVL UU41V/ 


Homo sapiens seiine/tnieonme xmase iy (oi Jviyj, tianscnpt vanant i, mKJNA 


IN JVL UU/Z14 


Homo sapiens orLL^oj, endoplasmic reticulum transiocon component (o. 
cerevisiae ^ o co l hi iv in r\ 


InIVI UUOoUO 


nomo sapiens pioiem uansiocaiion complex oeia ^ojj/^oid j, miviN/\ 


In 1V1 UU 1 UZ O 


nomo sapiens nuosomdi proiem ozj ^ivrozj miviN.rv 


MA/T 001099 
1>J ivl 1 uzz 


nomo sapiens nuosomai proiem oiv ^ivr oiyj, mivi>j/\ 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


TsJA/f OO 1 090 
IN ivl UU 1 UZU 


nomo sapiens iiDOSomai piotem 010 ^ivxoioj, mivrN/v 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


TvTA A C\f\ 1 m H 

JNM UU1U1 / 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


JNM (J(Jz9(J7 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1 , mRNA 


NMUJ2941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


A.TA A AO 1 1 TO 

JNM (JZllzo 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM UUoziJ 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM OOoziz 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide H (rOLKzH), 
mRNA 


NM_U0zo95 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 

(rULJ<Zbj, mKJNA 


JNJV1 UU4oUj 


Homo sapiens polymerase (KJNAj 11 (UNA directed) polypeptide D (FUl^KzlJ), 

ITIKJNA 


JNJVL UUUVJ / 


Homo sapiens polymerase (^kinaj 11 (una directed) polypeptide a (ZZUkjjj 

(^1 ULlvZA J, 111 Iv In /A 


Ml\/T 001087 
1>J Ivl UU 1 y O / 


nomo sapiens eis variant gene o ^ i el l oncogene j ^ el i voj, 11 1 is. i > /\ 


in ivi \jjz.y i j 


LTntrin cci tufnc T^volor'tiHliP'TTn (\*C^~VW-\ r *) r *)\ E va x~\<lc y \y\\ \ / 'A i"i m n E r* m E? Tvl A 
JLLVJ111VJ oaUlCllJ) IJl VJ LVJV^ClLlllCl 111 Z-Z, ^ I \^ Lv 1 1 y , LI dll&wl 1IJ L VdlldllL L/, IIIXVIN^^V 


NM 032972 


Homo sapiens protocadlierin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadlierin 8 (PCDH8), transcript variant 2, mRNA 



374 



(400/104) 



JNM 032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c, 
mKJN A 


NM 032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 

mKJN A 


JNJVL UUzooV 


nomo sapiens r>n-protocadlierm (Diam-neart) (rLJJn/), tiansciipt variant a, 

lllKJN A 


JNJVl UltOoU 


nomo sapiens piotocadnenn iz v^unizj, mKJN/\ 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 

t«TJM A 

m iv in i\ 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


JNJVL OJzVoo 


rlomo sapiens protocaanenn 1 1 (FUJJrii 1), transcript variant c, mKJN A 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


JNJVL OJz^jO 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2, 
mRNA 


NJVL 0z4i0z 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


\i \ 4 AA^f 

NJVL_00o575 


rlomo sapiens mitogen- activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


JNJVL 004oJj 


Homo sapiens mitogen- activated protein kinase- activated protein kinase 3 
(MAPKAPK3), mRNA 


TvTA A AAOCOT 

JNJVL OOzjo/ 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1, 
mKJN A 


JNJVL UU4/jy 


Homo sapiens mitogen- activated protein Kinase-activated protein Kinase z 
(MAPKAPK2), transcript variant 1, mRNA 


JNJVL UJzVoU 


Homo sapiens mitogen- activated protein Kmase-activated protein Kinase z 
( ivi Ar JvAi ivz ^j, Transcript vaiiain z, iiikin/y 


JNJVl loZjlj 


nomo sapiens rJci-z-reiateQ ovanan Kiner proiem-iiKe ^rSvjJvi^j, mKiNA 


JNJVl U ID 100 


nomo sapiens maauuz / protein ^jvlUv^i j, hikina 


JNJVl UU1 /yj 


nomo sapiens cacnerm type z, vii-caQnerin (vascular epitnenumj (LL/nj j, 

ill rvlN /\ 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


JNJVl UU1 I7D 


nomo sapiens cadnerm type i, r-cadnenn ^piacentaij (L.un^ mrviN/\ 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


JNJVL UU4JOU 


nomo sapiens cadnenn i, type i, ii-cadiienn (epitneiiai) (cunij, mKJN a 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


"VTA A AACO/i A 

JNM UUjoo4 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1 , mRNA 


JNM U3z4jV 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 2, mRNA 


TvTA/f AlOim 

JNJVL lozlU / 


nomo sapiens letnai (Jj malignant Dram tumor i(jjmot protein (JJrosopniiaj no 
(n-i^(j jjvir> 1 tianscript variant 11, itikin a 


TvTA/T fl 1 <A 7Q 
JNJVl UO^f/O 


nomo sapiens letnai yj ) malignant oram tumor iyj jmot protein (urosopniiaj no 
^ 0 - j jivijd 1 Transcript variant i, in ivin /a 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1 , mRNA 


TvTA/r H^OzLAS 


nomo sapiens aspartate ueta-nydioxyiase (Aornj, tianscript variant z, mrvTN/v 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


TvTA/T H^OzLAA 
IMIVL LOZH-OO 


nomo sapiens aspartate ueta-nydioxyiase (Aorrij, tianscript vanaiit j>, mrviN/\ 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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JNlvl \jj l^ll 


nomo sapiens carDoxypeptidase, vitenogenic-iiKe (^Lr vlj, mKJNA 


IN1V1 UZZ/OO 


nomo sapiens kin a Dinumg motit piotem id (Kdivii:) ), mKJNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


TvTA A C\ 1 A 1. 1 f\ 
JNJVL KJi^jjKJ 


riomo sapiens protein pnospnatase 1, regulatory (mniDitoij suDimit i jj\ 
(PPP1R15A), mRNA 


JNJVL U143ZZ 


riomo sapiens piotocacinerm 1 1 (rUDrii i), tianscript variant a, mKJN/V 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


JNM (J(Jzo9o 


Homo sapiens polymerase (KJNA) 11 (JJJNA airectecl) polypeptide O (r(JLJ<z(j), 
mRNA 


JNJVL (JUUyJo 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 

(rULlvzJ3j, mKJNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant z, niKlN A 


JNJVL UU4Z1j 


Homo sapiens estrogen receptor binding site associated, antigen, y (J^JdAOv J, 

™ DATA 
1T1KJN A 


JNJVL UUD 111 


riomo sapiens crystainn, zeta (cjumone reQuctasej-iiKe i ^L. rvi alj ), mrviNA 


1NJVL UU^OOl 


riomo sapiens caivlt lesponsive element Dincimg piotein-iiKe i (L^iviiDi^i j, 

mDATA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


1\I1V1 UU /Zyj 


nomo sapiens complement component 4A (L4Aj, mtviNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


JNJVL UZJVj) / 


Homo sapiens mitocnondriai rioosomai protein (^iviKr j^^4j, mKJNA 


JNM Uzz^o/ 


Homo sapiens nyctalopin (NYX), mRNA 


JNJVL UZZ40 / 


Homo sapiens caioonydrate (JN -acetylgalactosamine 4-uj suitotiansteiase o 

( L ti o J o J, mivlN A 


JNJVL U 100 J> / 


nomo sapiens orpnan seven-transmemorane receptor, cnemoKine reiateu 
(VSHK1), mRNA 


IN 1V1 U 1 0 1 JO 


nomo sapiens anicyrin repeat anu oulo oox-contaming (Aod^ ), mtviNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


ATA A C\ 1 j£ 1 1 < 

JN JVL U 1 o 1 1 J 


Q_ _l ^~X -^^Xh^X y"X j — i j' x d -1 r~X -*^X r — i j- v 1 w— w- t"-«^-« -«'-X *-"X -MV^. ^"X X -4~ j X -* "X >' J Tt. M \ a ^k. l-^ * X -w 7- -'"X y~X -*^X -^H -4 -*--X. -4 -*-x. ^x— _z / /\ x^ 1 J 7 1 1 J fx. 1 f\. 

nomo sapiens ankyrin repeat and oUlo oox-contaming 5 (A0J3J), mKJNA 


JNJVL U14JVo 


nomo sapiens lysosomai-associated membrane protein d (LAivir jj, mKJNA 


JNM U144J4 


Homo sapiens NADPH- dependent FJVIN and FAD containing oxidoreductase 
(NR1), mRNA 


JNJVL UU4ooU 


nomo sapiens tragne i± mental retardation, autosomal nomoiog z (t^vkzj, 
mRNA 


JNM UUoojU 


Homo sapiens interleukin 24 (IL24), mRNA 


JNM UUoj41 


nomo sapiens tnioredoxm-liKe z (1 AJNLzj, mKJNA 


JNJVl UU4ooz 


U 1 j-~x -*>Xv>X. «-"X ^~X -*>X\ -4 -^.'X ^ — i S "J -w- r « "X ^"X -4 -»^X ^ X "W T" «-~X -*^X j""X < 1 1 V 1 1>X ^-~X ^~X ~V -r-w- "T" -tf>^ ^~X 1 "W T"-*>X\ i-~X -<>^. -A- 4 r -J ,-~x I I / I \ 1 /\ 1 1 111 -^-^-*^~X y — I v-"X -rfA 

nomo sapiens dynein, axonemal, Heavy polypeptide y JN Any ), transcript 
variant 1 , mRNA 


JNM UUUUzy 


nomo sapiens angiotensmogen (serine (or cysteine) proteinase mnibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


JNJVL UU4LOU 


nomo sapiens J3Ci^z-iiKe z (JdULzLZ), mKJNA 


NM 004049 


Homo sapiens BCL2 -related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


NM (Jiz955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1, 

111 IN. IN /A 


NG_0000l0 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 



376 



(400/104) 



NM lolZoz 


Homo sapiens immunoglobulin superiamily receptor translocation associated 1 
( IK 1 A 1 ), mKJNA 


ATA A m 10Q1 

JNJVL lolZol 


Homo sapiens lmmunogioDuim superlamily receptor translocation associated z 

nn t a o\ ™d AT A 
( llv 1 AZ j, mKJNA 


ata/t finn^^T 

1N1V1 UUU/O/ 


riomo sapiens cytocmome k^ldu, suDianniy iir> (piienoDarDitai-iiiciuciDiej, 
polypeptide 6 (CYP2B6), mRNA 


ata/t nom 


nomo sapiens postrepiication repair protein nivA.uiop ^kajjio j, mrviNA 


ata,t nn 1 71 n 
JN1V1 UU i / 1 u 


nomo sapiens r$-iactoi, pi op ei Gin (r>rj, ihkina 


ata/t no 1 Qf»n 

1N1V1 UZloUU 


nomo sapiens J Gomam containing piotem 1 yjur i j, itikina 


ATA/T C\1C\AC\A 
IN 1VL U Z U 4 U 4 


nomo sapiens tumoi eiiGotnenai marKer i piecuisor ^ixiivii ), mKiNA 


ATA/T C\C\^&H1 
INlVL UUOO/Z 


nomo sapiens soiute carrier iamiiy zz ^organic anion transponerj, memoer / 

TQTr , 99A7^ mRNA 
^ o LL ZZA / J, 111 1x1 N /\ 


IN 1V1 UUOJ70 


nomo sapiens uiUDicjuitm \ \j dlj ), mrviMy-v 


xta/t nn^zLA^ 

INlVL UUDH-HO 


nomo sapiens cnonuioiTin suiiate proteoglycan o ^DaindLdii j vjoj, mivi>/\ 


rNlVl Ul / J 


nomo sapiens seuT--L/ ^ n o ivi \ /\o lld j ? nirviMy-v 


ATA/T 001^^9 


nomo sapiens aiKaime pitospitaTd.se, placental ^tvegaii isozyme^ ^ali r j, itttvi>y-v 


TsTA/T fn077'3 
1N1V1 UJ)U 1 1 D 


nomo sapiens oeta tuuuim i, ciass vi ^i uddi hi ivi n /\ 


INlVL UZUO^J 


nomo sapiens citiomosome 1 1 open leading name 10 ^v^i lonioj, ntrvi>j/\ 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (C 1 1 orf 1 5), mRNA 


ATA/T HO Ci&AI 
INIYI UZU04Z 


nomo sapiens cmomosome 1 1 open leading irame i / (^i lorn / j, miviNA 


ata/t nonorn 
injvi uzuzui 


nomo sapiens j nucieottGase, mitocnoiiGnai ^in idtvij, mKJNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


JN1V1 UU / 1 / j 


nomo sapiens cnromosome o open reaGmg name z (Uoortzj, mKJNA 


xta 4" aa , '7AO'2 
JNM UU/UzJ 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 

r"lTHT?TT\ *v»T?ATA 

ucr 1 1 J, mKJNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


ATA/T M< 

JNJVl UUuIUj 


nomo sapiens Kapi guanme-nucieotiGe-excnange tactor Girectly activateG oy ca 

/cn A ^ \ rvit?ATA 
{ t r /\L J, miviNA 


ata/t nn^Ai7 

1N1V1 UUDOj / 


nomo sapiens synovial sarcoma translocation, cmomosome io (ooioj, itikjna 


ata/t nn 1 oi ^ 

INlVL UU1ZU 


nomo sapiens cnromosome i open reaGmg name i (L^iorti j, mKJNA 


ata/t nno^^A 

IN 1VL UUZo D *\ 


nomo sapiens tumor-assoctateG caictum signal transGucer i ^ialoiui 

mRAJ A 
111 In. In f\ 


TnTA/I nn^4Q9 


nomo sapiens cnromosome open reading irame iz ^v^vvornz ^i, 111 in in /a 


mm nn^7Q7 

1N1V1 UUJ) / 3? / 


nomo sapiens eitiDiyomc ectocietm development yiiinjLj j, mtvi>i/\ 


MA/T n^9 8^^ 


nomo sapiens nypotnettcai protein r t^j in-yz / ^rLj I'tyz / mtvi>j/\ 


INlVL UjZo 1 J) 


nomo sapiens itypottteticai protein .rr^j ih-ozh- ^fi^j ih-ozh-^i, mtviNi/\ 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


ATA/T n^9^S^ 
INlVL UjZjoj 


nomo sapiens cnromosome z> open reaGmg irame ^+ ^^Don^j, mKJN/\ 


ATA,f H'JOO'JQ 
INlVL UjZZjV 


nomo sapiens ny]30tneticai protein rLjZjj 1 1 yr l^jzjd i i j, mKJNA 


ata/t n^9n 1 9 
1N1V1 \JjZ\JlZ 


nomo sapiens cnromosome y open reaGmg irame d ^v^yorij j, mKJN a 


ATA/f n^ 1 Q99 

iNivi u^iyzz 


nomo sapiens in/a l t> i i protein ^LJL^ojoDyj, mKiNA 


ATA/f n^ 1 Qon 
JN1VL VJloyK) 


nomo sapiens cat eye synGrome cnromosome region, canGiGate o (Ui^UKo J, 

mRAT A 
1 1 1 1 N 1 n y \ 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


ATA/T n^nQAzL 
INlVL UjUV^ 


nomo sapiens cmomosome ij open leaomg name 3 i joho mtviN/\ 


INlVL UjUoUO 


nomo sapiens cmomosome i open reaGmg name zi ^i^ionzi mKJN/\ 


i\TA/r n^07Qn 

1N1VI u-ju/yu 


riomo sapiens iiypoitieucai pioiein cl/Auo \\^YJr\\jO)^ iiuvin/\ 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (C 1 1 orf24), mRNA 
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IN ivl UZZIOJ) 


T—T /A "fAA /A O O "fA "1 /A-fA O AO AtY^/^ 1 ^ /Af A /A"fA t^AO/ll-nrt "f"V*0-fAA *A /I ( 1 Av vA"f*~f"V1 \ 1AA X) ^VT A 

nomo Sapiens ciiromosome id open redoing irame {k^, idoiih- miviN/\ 


IN 1V1 UZZ 1 KJ / 


1— T /A fAA /A OOTA1 £A fA 0 /~*T'lf*^\"fVl iA£? A1Y4 £A /-x /A f A £A f A f*£A O /'lllA IT "f"V*OTAA £A / (~\. /A f*"fX^ \ tYl T? A 

nomo Sapiens tnruniosunie 0 open reacimg name y ^v_,ooii!7j, miviN/\ 


TvJA/T 00^781 
1M 1V1 UUO / O 1 


nomo sapiens enromosome o open leading name iu ^v^oonioj, miviN/\ 


iNiVl Ulyo¥j> 


nomo sapiens cmomosome s> open leacimg iiame ^i^-oon^tj, miviN/\ 


IN ivl KJ 1 ZZOZ) 


nomo sapiens eniomosome zz open leacimg iiame j> ^^.zzonj) nnviN/\ 


TsJA/T 0919^A 
In 1V1 UZ 1 ZZ) ^1 


nomo sapiens cmomosome zi open leaomg iiame jy ^^zioiijvj, miviN/v 


TvJIVf 090^4^ 
IN ivl UZUOHO 


nomo sapiens L/nromosome 1 1 open reaumg iiame 14 v^i ioiiih-i, miviN/\ 


TsJA/T 0191 19 
IN 1V1 KJ 1 Z 1 1 Z 


nomo Sapiens eniomosome zu open reaomg name i ^i^zuoni ), miviN/\ 


TsJA/T O 1 

IN ivl UloZOD 


nomo Sapiens zinc imgei piotem jji, zini imgei proiem ^toj ^z^iNrjoi j, miviN/\ 


XTA/T 0 1 Q 1 0£» 
IN IV1 Ul"l UO 


nomo Sapiens sepnn d ^or/r i d miviN/\ 


TsJA/T 090^7^ 
INiVl UZUO/Z) 


nomo Sapiens enromosome iz open reacung iiame d ^v^izonz) f, in is. in /a 


TsJA/T 090^7A 


nomo Sapiens C/iiiomosome iz open reacimg iiame h- ^^izon^tj, miviN/\ 


TsJA/T 090^7^ 


1— T /AI'VA /A O O ^A 1 An O /t» TaT*/A^IAA /"A L M i^AIAA 1 O /ATAXIA t'AQ/llTirr "fr*0"lAA ^2 / 1 0 i^\"f*"f V 2 ^\ TAA ~I\vT A 

riuiiio sdpiciis c iii (j iiiu s u in c iz open redding irdme j> ^v^izunj )^ iiiivi>j/\ 


TsJT\/T 090^^7 
IN 1V1 UZ U D O / 


T T /A "fA A /A Q O ~tA ^ O 1a "fr* /A ~f A A /A O /A "tAA 1 'O /~A ~>A At^ "fj^O A 1 -PV»«A ~fAA 1 O A"t*"(^^ -fAA 1-^ A 

nomo Sapiens enromosome iz open reading iiame o ^^izonoj, miviN/\ 


TsJA/T 0901^0 
1M ivl UZU 1 J) U 


nomo sdpiens emomosome o open redoing iidme ^^ooiih-j, miviN/\ 


TsJT\/T 01Q^Q^ 
In ivl KJ 1 7J7O 


nomo sdpiens enromosome zi open ledcnng irame oz ^^zionozi, miviN/v 


XTl\/f OIQO/^^ 

in ivi uiyuoj 


T T /A "fAA /A O «A -* A 1 AT^ O i^* 1a "** /A "*AA A O /A "fAA O /A"* A AT^ -f*£iO y^l "IA A "flf*«A"tAA O O rfA"**-^^ \ -fAA D "^.T A 

nomo sdpiens cmomosome z open redoing iidme z ^v^zonzj, miviN/\ 


iNivi u i oyjo 


nomo sdpiens enromosome y open ledomg irdme y ^^. yoriyj, miviN/\ 


TsJA/T 017^8^ 
iM ivl U 1 / JOO 


nomo sdpiens enromosome y open redoing iidme / ^^yon/ misj_N/\ 


TsJT\/l 01S^Q1 
iNivl UI0O7 J 


T T /A"tAA /A O O "fAM /^iA O 1a "t*/A"*AA /A O /A "fAA ^ /A"tA -**£^0 i^l "I ^fA A -f\-*0 "fAA ^2 /A"f*"f*2 \ -fAA D "rVT A 

nomo sdpiens cmomosome d open ledomg iidme j joiij j, miviN/\ 


NM 006134 


Homo sdpiens chromosome 2 1 open redding frame 4 (C2 1 orf4), mRNA 


TvT\/T O 1 AQAO 

iNivi uioy^u 


I F /A "fAA /"A H01A1 /^■nO Al^"t*A"tVl AO AfV^ A I /-A f A 1*AO /llfA A "Pf^O -fAA /-> /^"^ I /A"f*"f^> \ -fAA X? "^VT A. 

nomo sdpiens enromosome z i open redoing iranie o ^v^ziorioj, niKJN/v 


IN ivl Ul /4jo 


I I" >A"fAA A O OfM Z^"fA O Ia "f * /A "fA A O /A "fAA I *A."fA ZTi^fA /^l -| |A -f^T^rf "fAA I C l /A"**"l^l Q \ *fAA I J "^vT A. 

nomo sdpiens enromosome zi open redoing irame io (^zioriioj, miviN/v 


AJA./T 01 ^9 
iNivl Ul-jZCO 


nomo sdpiens cmomosome 1 1 open redoing rrarnez (L^i lonzj, miviN/\ 


NM 016190 


Homo sdpiens chromosome 1 open redding frame 1 0 (C 1 orf 1 0), mRNA 


ATA /f A1 Cfin 

JN JV1 U 1 j y z / 


Homo sdpiens transforming growth factor betd 1 induced transcript 1 

(^TC^, RUI I 1 \ DMA 

^ 1 urt>l 1 1 J, 111 In. IN f\ 


ATA/T MIAC^/l 

iN ivl u 1 or) o4 


nomo sdpiens J3iVloo diitigen (rSivlooj, mKJN/Y 


iNivl UlOO^fo 


nomo sdpiens enromosome z> open redoing irame ^l^doii^j, mKJN/v 


AJA/T 01AOOQ 
iNivl \J m-KJKJy 


T T vA~fAA f~\ £~y Of^1 /-^-f^\ -| -«AA ^fAA 1 lfl /I ■« / i 1 f /C\ M"l 1 1 «A "^""1 VA"»A "fA A 1 T r/A"fA / I /"\ ^»A /A"fA <A ■^"Iai T "f A ^" rf" A "fA «A"^"1at 7" 

nomo sdpiens immune oysreguidtion, poiyenoocnnopdiny, enteropdiny, ^a- 

llIlKeO ^ 1 1 EL A. J, III 1\. IN /A 


TsJA/T 01 ^^9 A 
iN ivl U 1 J Z> Z4 


nomo sdpiens cmomosome o open ledomg iidme d ^i^ ooiij miviN/\ 


iN ivl KJ KJ O J) H- 3 


1— r ATM A CQtHf»HC /-»1aT*/ATV1 /A C ATV1 /I /ATAXIA ~V£* O 1 "IA <T 'fV'O'lAA ^ i / A /\ 1 \ "1AA 1? ^VT A 

nomo sdpiens cmomosome h- open redoing iidme i ^i^H-oni j, mi\j_N/\ 


TsJA/T O 1 ^7^ 
iN ivl KJ 1 D d Id 


1— T/A-fAA /A OOtAl^t^C A Kf* Af^l A O A O O AtA "TAO A^1"H A "PV*0"fAA £± O / O O At*"P0 \ "fAA "rVT A 

nomo sdpiens cmomosome zz open ledomg iidme z ^v^zzonzj, miviNA 


NM 014205 


Homo sdpiens chromosome 1 1 open redding frame 5 (C 1 1 orf5), mRNA 


TsJA/T O 1 99 
iN ivl KJ 1 ZZOH- 


T T /A "fAA /A O OtAI /-V-*A O 1 A "f* /"A "fAA /A O /A "fAA ZA O O /AfA Z^^tA -f*/^i <A 1 -fA iA" -fV**A "fAA /A Z' O O /A"f*"f* \ -fAA "^.T A 

nomo sdpiens cniomosome zz open redoing irame d ^i^zzorio ), miviN/\ 


aja/T 0 1 9 1 1 1 
i N ivl U 1 Z 1 1 1 


nomo sdpiens cniomosome 14 open ledomg iidme d {k^ i^oiij? mKJN/\ 


NM 007211 


Homo sdpiens chromosome 12 open redding frame 2 (C12orf2), mRNA 


ATA A (\(\H 1 '7/C 

JNM UU /I /o 


Homo sdpiens chromosome 14 open redding frame 1 (C14orfl), mRNA 


NM 006706 


Homo sdpiens TATA box binding protein (TBP)-dssocidted factor, RNA 
polymerase 11, o ? Ijukjj (i Arzoj, mKJNA 


ATA A C\f\^1Q'~) 

JNM UUoJoz 


homo sapiens enromosome l / open leading irame 1A (Ul /oiilA), mKJNA 


ATA A f\C\^.C\^n 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 

™ T? AT A 


iNivl KJKJJyOO 


T— TrfA-fAAiA OOtM A-MH "^vT \—4 T A l^1fA A -fA -** A A - "l "fA 1 f \ i 13 1 T*V "1 "fA "fA iA" -fA /A A - ZA^ "fA 1 \ /^TVT A D 1 \ 

nomo sapiens iNOri-A Dinomg protein i (ri/Oivi Dinomg protein i ) (^in ad i j, 

111 Iv IN /a 




T— Tr\Tno compile \X/^1'F-T-Ti H rcr*Vi1ioi~n c\mHi*nnip r*tiTirliHtilp> rW/^T-T^lf - ^^ I tti T\I A 

J__LVJ111VJ odpit/ll& VV VJll ±±11 oV^llllVJlll o\/lll±l VJ111C V^ClllLllLlClLC ^ VV 1 IkJV/Z, ^, 11HV1M.TA. 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 2 1 open reading frame 5 (C2 1 orf5), mRNA 


NM 004928 


Homo sapiens chromosome 2 1 open reading frame 2 (C2 1 orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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JNJVL UU4/UV 


nomo sapiens ciiiomosome a. open reading name l (L^oni), niKJNA 


JNJVL UIHoj 1 


riomo sapiens cniomosome o open leacmg name i (L. 00111 j, mKJN/v 


TvTN/f C\f\A Q 1 ^ 
JNJVl 


riomo sapiens cnromosome 10 open leading irame / (L^ ioori/ j, mKJN/\ 


JNJVL UUUbOO 


riomo sapiens prostaglandin ii receptor z (suotype nrz j, r> jj<:ij (r i udJ<z 

111 Iv 1>J r\ 


jnivi uui joo 


riomo sapiens cnromosome .a. open leaumg name z ^^yvonzj, mrvi>i/\ 


JNIIVI UUlDoD 


nomo sapiens cniomosome zz open leacimg name i ^v^zz onij, mrviN/\ 


TsJlVl nn 1 9 1 zl 

rNlVl UWlZlH- 


nomo sapiens cnromosome 10 open reacting name z> loonz? 111 ivi > t\ 


NM 001584 


Homo sapiens chi^omosome 1 1 open reading frame 8 (CI lorfS), mRNA 


IN JVl ULO^t/D 


nomo sapiens cnromosome 1 1 open reaumg irame id loniz? mrvrs/\ 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


JNJVL UU 


nomo sapiens clynactm J [pzz) (UUiJNzij, n anscnpt variant 1, mrCJN/\ 


JNJVL Uz4J4o 


Homo sapiens clynactm 5 {pzz) (ULJ JNJJ, nanscript variant z, mKJNA 


NM 021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 

*^T>AJ A 

m l< IN A 


~xta a Ai nni 
JNM Vijzyi 


Homo sapiens cleavage and polyadenylation specific factor 1 , 1 60kD subunit 

(Lror 1 J, mKJN/A 


JNJVl U14DUU 


nomo sapiens niv i/\i specmc lactoi i (ni/vior i j, mKJN/A 


JNJVL UUzOO/ 


nomo sapiens lectin, gaiactosiQe-Dinciing, soLuuLe, d Dincimg protein 

fT OAT Q^RP^ ml? XT A 
^LUALo J Or ^, 111 In. IN /A 


1M1V1 UUJ /ll 


nomo sapiens ncj r - 1 ikc lepeais anci ciiscoicim i-iiKe ciomams s> ycLJiL^D in is. in r\ 




nomo sapiens oxysieroi /aipna-nyciroxyiase i r jvai j, mrvi>i/\ 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


xTA/r no 1 nzLQ 

IN JVl UZ 1 U4 y 


nomo sapiens melanoma antigen, iamny j (jvi/\cjc./\ z> in is. in /\ 


xTA>f n 1 o^no 
jnjvl uiyouz 


nomo sapiens Dutyiopninn-LiKe z ^ivinv_, class 11 associatecj (rsiiNi^zj, mrviN/\ 


JNJVl UloUUZ 


nomo sapiens oxiciation resistance i ^^J^ivi ), mrviN/\ 


JNJVL Ul-j-jyZ 


nomo sapiens nuclear receptor Dmciing protein (iNrvrSr j, mrviN/A 


JNJVl UIZ^VO 


nomo sapiens piecKstrin nomoiogy-iiKe Qomam, iamny memoer j 

^ I n LL/Aj J, III lv 1 N /A 


TsJA/T nn^*zLQ9 


nomo sapiens arisiaiess-iiKe nomeooox d \f\ Lyv j) ^i, 111 iv in /a 




nomo sapiens melanoma antigen, iamny /\, y ^ivL^orj//\yj, mrvi>j/\ 


XTA/L nn^^^zL 


I — I / A / \ Qr\1 n c? TV* QT1 ATM O OT1T1 ftAM "fo TV1 1 1 \ / A S / IV /l /\ 1— i A Q \ TV1 T? A 

nomo sapiens melanoma antigen, iamny /\, o ^ ivi /a cj el a. o h i is. i > /a 


xTA/r nn^^^^ 

INIVI UUZOOO 


nomo sapiens meianomd antigen, iamny /a, i i ^ivi/\ojj//\i i j, mrvi>/A 


XTTV/T n9AziQn 


nomo sapiens Airdsc, ^iass v, tyL-)e iuu ^Air iuL/j, mtvTN/\ 


In 1V1 UZU O J t 


I — 1 { A \^~\ { A c 1 QUI /^Tl t? 1 \ jn /• A C /"iTY! O 1 O \ 7T*0 C ^ 1 1 \s \~\ l'( At ^ 1 Tl 1 / 1 A T T^ 1 A TV1 T? A 

nomo sapiens lysosomal apyiase-iiKe piotem i ^lali i j, 111 is. in /a 


TsJA/T n 1 8^^^ 
1M1V1 UlOOJJ 


I — I ( A l'lT / \ CQtMfMC 1 £*T1 C 1 ^»T\1 t"tl 1 1 O 1 »"\ 1"*/ \ t 1 fA / I Uh ~\.J \—4 t^ \ ^"^1 T? A 

nomo sapiens lens epitneiiai protein ^lca ci hi in. in /a 


IN 1V1 U 1 044 O 


nomo sapiens twA-ieguiaieci iiucteai iiiaiiix-associaLeci pioieni ^tvrvivtr ^, inrvi>i/A 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


xta/t nn^noo 
in ivi uuouyy 


nomo sapiens piotem mniDitoi oi activateu o i ai j ^iaoj mrviN/A 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


JNJVL UUZV4y 


homo sapiens mitociioncliiai nDosomai piotem Liz (iviKrVLizj, mKJN/v 


JNM UloZJy 


nomo sapiens myosin aVA (MYUJjA), mKJNA 


JNM UUM)y4 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 

o L V, Z / /\4 ) , ITlrviN /A 


JN JVL U 1 J U / / 


nomo sapiens sterile alpiia ancl nii/A 1 //Armacliiio motit protein, ortnolog ot 

L>TOSOpniia ^OiArvlVlJ, III IA 1M A. 




Hnmn c^ni fnc nrntpin r^tiocr^rititiic^ ^ A ZLR ItT^q fpcriiliitn'n/ cnKninl ^PT?zl8i tyiT?XTA 
J71VJ111VJ odlJlC/llo IJ1VJLC111 UllVJ&lJllClLcl&C/ Z-/A t-O IV Cl 1 C/eiLUClLVJl V aUUUllll ^ I I v^r O ^, 111 1\ 1 N / A 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr- interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NJVL_(J-3z4(J-3 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant m 1< IN A 


TvTA/f ^7 0/1/10 

JNJV1 loZ4UZ 


rlomo sapiens protocadnenn gamma subfamily 5 (rUDriOLo), transcript 
vai^ant z, mrvrsi/v 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant i , m r\\ in /\ 


NM 014583 


Homo sapiens LIM and cysteine -rich domains 1 (LMCD1), mRNA 


JNJVL UU UoV 


rlomo sapiens uown synarome cell aanesion molecule (Uol Aivi), iiikjna 


NM 031894 


Homo sapiens ferritin, heavy polypeptide -like 17 (FTHL17), mRNA 


NM UJzU98 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


JNM_(J(J373o 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1 , mRNA 


NM (JJzboo 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 

mKJN/V 


NJV1 UU44oV 


rlomo sapiens kj protein patnway suppressor Z (uroz J, transcript variant Z, 

*vi T? AT A 
m K IN /a 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 

m n\T A 
III iv IN JA 


1N1V1 UU loo/ 


riomo sapiens crystainn, Deia t> i ( l iv y ts t> i mrvrsi/\ 


xta/t nn^onc 

iNlvl \j\)jL\)<S 


nonio sapiens crysiaiiin, ueia /\i (lkidai mKJN/\ 


JN1V1 UUlooV 


rlomo sapiens crystaiim, zeta (qumone reductase) (lkyZ/J, mKJN/V 


TsJA/T 099 179 


nomo sapiens metnyicrotonoyL-LxOenzyme /\ carooxyiase z ^oetaj ^ivil^l^l^z^, 

tYiRAT A 

mrvrN/\ 


TsJA/L 001988 
1M 1V1 UU 1 Z O O 


rromo sapiens ciiioncie linidceiiuiai cnannei i ^^i^iv^i j, mrviM/\ 


TsJA/f 09 1 £»9A 
1M 1V1 UZ 1 OZH- 


nomo sapiens nisidiTiiiie nt receptor ^nrvriH- j, mrvi>/\ 


TsJA/L 079^97 


rromo sapiens nypoineiicai proiem rLj i^-ty /z ^jxi/\7-vi oh- / miviM/\ 


TsJA/L oo^^o 


riomo sapiens lammm, aipna d ^i^/\ivi/\z) j, mrviM/\ 


TsJA/T 079Q71 
1M1V1 KJDZyS) 1 


rromo sapiens nypoineiicai proiem ivivj^i jziy ^ivivj^i ^ziy^i, inivi>i/\ 


TsJA/L 079Q9A 


nomo sapiens nypoineiicai pioiem iviov^ iouh-u ^ivivji^iouh-uj, mrviM/\ 


TsjA/r 079Q90 


nomo sapiens iiypoiiieiicai pioiein ivio^i jo / s> ^ivivj^uo / J)<> iiirvi>j/-v 


TsJA/L 079Q17 
rsiivi \jDzy ij) 


nomo sapiens nypouieiicai pioiem iviv_r^iH-H-z>o ^ivivj^. . i^jo inivi>/\ 


TsJA/T 079 £Q7 


nomo sapiens nypoineiicai pioiem iviov lhtddo ^ivivj^ih-^jo^i, mivi>i/\ 


ATA/f 079RRQ 
IN 1V1 \J D Z 0 0 " 


nomo sapiens iiypoiiieiicai pioiem ivivjv i uuo ^ivio^. i ijuo ^, mrvi>/\ 


TsJA/L 079 81 > 
1N1V1 UjZ OI J 


nomo sapiens nypoineiicai proiem rrj i^+oj)v ^plj ih-oj" j, mrvi>i/\ 


TsJA/L 0797QR 
1M1V1 UjZ / 70 


nomo sapiens nypoineiicai proiem ri^j ih-juj ^plj ih-z>uj) mrvi^i-v 


TsJA/L 0797Q7 
1NIV1 KJDZfyD 


nomo sapiens nypoineiicai proiem rLj i^t^tyu ^r i^f+yu j, inrvi>i/\ 


TsJA/L 0797Q1 
inivi vjz i y i 


I— I / a t-v^ / a cQnipnn L^-\7-K\*"\+lt/='+-i/~»c»1 nrA+pin p T 11 /1/L77 ^171 11/LzL77^\ rv>T?\l A 

nomo sapiens nypoineiicai proiem rLj ih-h- / / ^plj ih-h- / / j, mrvrsi/\ 


TsJlVT 07 9 78 Q 
IN 1V1 UJ> Z / 0 " 


nomo sapiens nypoineiicai proiem rrj ih-h-oh- ^r _lj ih-h-oh- j, mrviNi-v 


TsJlVT 0797AQ 


nomo sapiens nypoineiicai proiem ivroi^ioziz ^ivivj^ iozizj, mrviM/\ 


TsJA/L 0797^*0 
IN 1V1 U J) Z / OU 


nomo sapiens nypoineiicai pioiem ivivjv 14700 ^ivioi^ iH-yoo^i, mivi>i/\ 


TsJA/L 079£»Q£» 
INlVl UjZOyO 


nomo sapiens nypoineiicai proiem ivioi^izzoz ^ivio^izzoz^, imviM/\ 


TsJA/T 07 9 


l— T/rm/r canipnc It \ / it / a f It r« + i ^ » • 1 1 »t i~t\+r* \ it A/T/^t^ 1 A AAO ^A/Tr~i^ AAAO^ itt F? TvI A 

nomo sapiens nypoineiicai proiem iviov^ h-oh-u ^ivivj^h-oh-u j, mrvi>i/\ 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC 10600), mRNA 


AJA/T 079£^^ 


11.-.,^,, con^nc lTTr*T./T+lT^+ir»o1 tAr/->fr. \ n \ A 1 ^Ayir^/^ 1 OOQ7 \ tTT DMA 

nomo sapiens nypoineiicai piotem ivLOL^iuyy / (iviLjL^LUb'y / j, mrvrsi/\ 


AjA/r 079£»9> 
1M1V1 UjZOZj 


l — I / A ITT { A CQ1T1 1t"\ J~t~\ /T+1t £±4~l f~* Ct 1 L^T*Ci11T IT Y° { A 1" ^ 1 1T ITT A / O /l (\ ^A/lA/^OAO^ "ITtI?^S.TA 

nomo sapiens nypouieiicai uid.111 pioiein iiiyuH-w ^ivii uh-wj, iniviMjrv 


NM 032621 


Homo sapiens X- linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP -rib osyltransf erase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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1 ; 1 . ^ / A HDD Tf 1\ DMA 

like Z (ADrKlLZJ, mKJNA 


JNJVL UUj44/ 


Homo sapiens peptidylglycine alpha- amidating mono oxygenase COOH-terminal 
mtei actor (r ajvll^ij, mKJNA 


JNIVL UUU 1 J) / 


nomo sapiens rumaryiaceToacetate nyaroiase ^iumaryiaceioacetasej ^rAnj, 

111 Iv 1>J /A 


ma/l nm rss 


nomo sapiens crystaiim, 11 iu ^ i\ 1 ivij, 111 ivi >j /a 


1M1V1 LOZOUo 


nomo sapiens nypotneticai proxem DKiZDnz.i ^i3is.iZ3riz.i mivrNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


iNlVl UJZOUZ 


nomo sapiens connexm oz \\sJ±oz), itikina 


JN1V1 UjZjyo 


nomo sapiens testes Qeveiopment-i eiateci in iij-orzu (^in iu-orZUj, mKJN/\ 


NM 032592 


Homo sapiens 1 -aminocyclopropane- 1 -carboxylate synthase (PHACS), mRNA 


JNIVL loZjol 


nomo sapiens clown-regulated Dy Ctnnol, a (UKUl JNJNr>l/Vj, mKJN/V 


JN1V1 UjZd fy 


nomo sapiens colon and small intestine -speciiic cysteine -ncn protein precursor 
similar to riz,z^z/iesistm-iiKe protem yru^^rZ), miviN/v 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


JNIVL loZjcO 


nomo sapiens emopamii omding i elated protein, deitao-deita/ sterol isomeiase 
leiated piotem (i^rsrvr j, mKJN/\ 


IN JVl UoZDOl 


nomo sapiens jj/Vuj piotem (j_; vui j, miviN/\ 


JNJVL LOZOZO 


nomo sapiens r 14j piotem (r J4j j, miviN/v 


IN JVl KJjZD^y 


nomo sapiens inner mitocnondnai memorane peptidase z iiKe (ijvljvlt zlj, 
m.Jxi>j/\ 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


IN JVl Ul jUoU 


nomo sapiens neuiexm z ^iNivys.rNzj, miviN/\ 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBMIO), mRNA 


JNIVL UJZjZo 


nomo sapiens cytosoiic nucleotidase 1 (UJN-1), mKJNA 


JNM loZ4o3 


Homo sapiens n 1 rAr piotem (n 1 rAr), mKJNA 


JNIVL UJZUV4 


nomo sapiens protocadnerm gamma suutamily A, iz (FUlJnOAlzj, transcript 
variant z, itikina 


IN JVl UUJ/jD 


nomo sapiens protocadnerm gamma suDiamny a, iz (i l UnuA i z j, transcript 
variant 1 , mRNA 


IN IVL Uj loo/ 


nomo sapiens pro-meianin-concentratmg normone-iiKe i \y JviL^nui mKiNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


INIVL UUoVoO 


nomo sapiens melanoma antigen, tamiiy u, i ( M A o t u 1 j , mKJNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


JNM (JUzi 75 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 1, 
mRNA 


NM_030983 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 4, 
mRNA 


ATA A ATAOOC 

JNM_030885 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 3, 
mRNA 


\ik j no ao o /i 

JNM_03U884 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 2, 
mRNA 


JNM (JUzi 74 


Homo sapiens microtubule -associated protein 2 (MAP2), transcript variant 1, 
mRNA 


NM 031847 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4, 

mKJNA 


INIVL Uj Jo^O 


nomo sapiens microtuDuie-associated protem z ^iviArzj, tianscnpt variant 
mRNA 


NM_03 1 845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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TvTA A f\ 1 L A ^ Q 


riomo sapiens sperm protein associated with tne nucleus, A chromosome, tamily 

llieillDei A 1 (oKAJNAzYl), mKJN/\ 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


TvTA A C\ 1 O 1 1 1 

JN 1V1 U 1 z 1 z 1 


riomo sapiens L.GC4Z etiector protein 4, Dmaer 01 Kno o i rases 4 (Uiir4 y i, 
mRNA 


JNJVL uuiuiv 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


JNJVL UZZjM 


riomo sapiens ribosomal piotem bio (Krblo), mKJNA 


NM_005909 


Homo sapiens microtubule- associated protein IB (MAP IB), transcript variant 1, 
mKJNA 


NM_032010 


Homo sapiens microtubule- associated protein IB (MAP IB), transcript variant 2, 

OAT A 

mKJNA 


NM 002373 


Homo sapiens microtubule- associated protein 1 A (MAPI A), mRNA 


JNJVL lolJoo 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


JNJVL (Jilioj 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


JNJVL (JJUo4 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


JNJVL UJ136J 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


JNJVL lolJoz 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


X T \ A AAAAH 1 

JNJVL UUUU91 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1 , mRNA 


TVTA A AA1 1 /I A 

JNJVL (JUZ14U 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


JNJVL lolzco 


riomo sapiens neterogeneous nuclear nbonucleoprotem (rlJNKFKj, transcript 
variant j?, mKiNA 


IN JVL lolzOZ 


nomo sapiens neterogeneous nuclear riDonucieoproiein iv ^niNKr^Jvj, transcnpt 
vanam z, niix i >j r\ 


M1VT 0^9414 

rN 1V1 \JDZs e -T 1 H- 


noiTio sapiens piO-Kiiieiiciii i piecuisoi \r rvv^rvi ^, iiirvr\/\ 


TsJA/T On^91A 
1M1V1 UUjZIH- 


rroiiio sapiens i n/\ cioiiiaiii iainiiy meiiiDer j) ^ i ll/a l>/ j ? in ivi n /a 


1>J 1V1 \J 1 D 0 1 J> 


noiiio sapiens r^rvrz^r M-j^ivUy i pioieni ^r/\i^j, nirviN/Y 


1M 1V1 UjUOHj 


rromo sapiens apoiipopioiem l, h- \ f\ i ulh j, in ivi >j /\ 


INiVl UZZUOt- 


nomo sapiens nypoinexicai protein jti^j izooz) ^rLj izjuj j, mrvi>ijr\. 


TsJA/T 017Q71 
1M 1V1 Ul / y 1 1 


n oiiio sapiens mixocnonciriai riDOSomai protein lzu ^iviivr^i-jzu ^, in is. in /a 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


jnivi ui^-lou 


nomo sapiens mitocnoiiQiiai noosomai protein i^^-z ^iViKri^^+zj, mKiN/\ 


TvTA/T C\C\C\C\\ A 
1N1V1 UUUU14 


nomo sapiens aipna-z-macrogiODunn ^/vzivi^, niKiN/\ 


JN1V1 UUh-oVI 


nomo sapiens miiocnonciiiai noosomai piotem Ljj (iviKri^jj j, mKiN/v 


IN JVL U U 4 o 0 4 


nomo sapiens piostate uiiieientiation iactor ^ri^/\r>j, mKJN/\ 


AJAyf nnri/i <a 

1N1V1 


nomo sapiens superoxiae Qismutase i, soiuoie ^amyotropnic lateral sclerosis i 

Aarhilt^ KDni ^ mT?TsJA 
^aClUllJJ ^ o^JLJ 1 J, llllx 1M r\ 


M1VT 0^9^01 


nomo sapiens smaii nuciear protein i i\al \ r rvrvi^ j, in is. in /\ 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


rNlvl UjZjOj 


nomo sapiens iiypotneticai piotem ivio^DZj'f {nlkjk^dzj^), mrvi>/\ 


1M1V1 LOZ.JO.J 


nonio sapiens n ci lz pioiein ^ n cjlz ^, in ivi > /a 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC 14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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nomo sapiens nypoineticai piotem rLjzjjjo ^rLjzjjjoj, mi\j\i/\ 


TsJA/T 079990 


rioino Sapiens nypoineticai protein rLjzzzoj ^rbjzzzoj j, niixiNi-v 


TsJA/r 0799 1Q 


I— J / a itt / a It \ j »^\ /• x -f- It i~ i ^ * o 1 irfA+fiti Ih t T999^\Q ( Ih 1 t999^\Qi^ itt T? AvI A 

nomo Sapiens nypoineticai protein rLjzzzoy ^fi^jzzzovj, misj>i/\ 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


ATA/T 079907 
JNJVL UjZZUj 


nomo sapiens nypotneticai piotem r ljz 14Zj ^ri^jzi^+zj? j, niiviN/\ 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


ATA A M'2'~)1'"7'2 

JNJVL OjZ 1/3 


Homo sapiens nypotneticaL protein rLJ 1Z /4 / (rLJ 1Z /4 /), mKJN A 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


JNM (JJzIjU 


Homo sapiens nypotneticaL protein JJKl H Zp4J4r 1 /ij (L)Kl H Zr4i4rl /Jj), 

*^»r> AT A 
mKJN A 


xta /i" no 1 nnc 
JNM UzIUUj 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


JN1V1 UZUIjV 


riomo sapiens nypotneticaL protein JJJvrZ/p/oZJvZUi j (JJJvrZ,p/oZJvZUi j>j, 

ni o TvT A 
1T1KJN A 


1NJV1 UlD^f^+V 


nomo sapiens uivrz.1 joou 1 /zz protein ^uivrZir jooui /zzj, mis. in /\ 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


ATA A H1 ^Ol^ 


riomo sapiens LiKeLy ortnoLog 01 mouse variant poLyauenyLation protein to 1 r- 

AA« FTA AflAQQ iTi-^f^JiT /"FT A AO^ftQ^ tyiT?ATA 
04, JvlAAU0O7 L^10^ e l n (JsJAAUooyj, llUvlNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


TvTA>f O 1 A CQQ 


riomo sapiens x^ri-aomam containing 4 (iiriiJ4j, mKJN A 


tv TA A f \ 1 /I A 1 1 

JN JV1 U 1 44 1 1 


Homo sapiens Dram and nasopnaryngeaL carcinoma susceptioiLity protein (JNoO- 

V \ itt T? AT A 
A J, mKJN A 


ATA/T OOT1/1Q 
JNJVL UU / 14o 


nomo sapiens zinc linger piotem i /y (zinjt i /vj, mKJN a 


ATA/T OOTOAA 

JNJVL UU /ZOO 


nomo sapiens ArA Dinamg protein i , putative AJr(uJ r j-Dincing protein 

^1>I 1 I DI III IN. IN SA 


ATA/T OOA7 1 7 


I — I / ^ tTT /"\ C OV\1 IT C 1 1 It 1 rii ulltl "fl / * VXTVT'f /^*0 C 1 ^ / I T^IT^ 1 ^ \ "ITT T? ^VT A 

nomo sapiens uuicjuixm specmo proxedse id ^uor ijj, miviN/\ 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


ata/t c\c\^inn 

JNJVL UUDZ / / 


nomo sapiens glycoprotein jvloa ^O-riVLoAj, mKJNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


ATA>f 001/170 

JN1VL UU 14.3 V 


nomo sapiens exostoses (muitipiej-itke z (r^y^ii^zj, itikjna 


"ATA 4" fimOQT 

JNM UUIZo/ 


nomo sapiens cnlonae cnanneL / (CLCJN /), mKJNA 


7VTA A /lO 1 1 fl/1 

JN 1V1 UZ 1 1 y 4 


nomo sapiens soLute camei tamiLy ^u (zmc transportei), memDei 1 (oLLoUAi), 

*v, O "XT A 

ITIKJNA 


ATA/T O 1 7QQ^ 

iNivL u i jyoo 


nomo sapiens jn/wing sarcoma oreaKpomt region i (r!/VVoivi j, rranscnpt variant 

XJ/Wo-D, III Iv IN r\ 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


INIVL UUDOl / 


nomo sapiens iioosomai piotem o J4 (ivr oi^j, miviNA 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


ATA if OOOQQO 

jnjvl uuuwu 


nomo sapiens tiDosomai protein L^z / a (KrLz /Aj, mKJNA 


JNM UUjoZI 


TT . , ^ I ^ , , X T 1_> r> O /\TDD T\ DMA 

nomo sapiens JNIdKz (JNIdKz), mKJNA 


JNJVL UUJ4oJ 


nomo sapiens Liign-moDiLity group (nonnistone cnromosomaLj protein isoiorm i- 
/xJA/^^iT^^^ *ytPata 

(niVlVjlL^ J, 111K1N A 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

(\A\/\C\~)\ mPATA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


ATA/T MA^Q^Q 

JNJVL UUjVjo 


nomo sapiens melatonin receptor ia (iviiJNKiAj, iiikjna 


ATA/T 00/177 Q 


nomo sapiens meidstdsis-associaieci i-iixe 1 ^ivii/\ii^i mrviN/\ 


NM 021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H f ) (HNRPH2), 
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mKJNA 


JNM lolzUJ 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant z, m k in /\ 


IN JV1 VJKJJyOo 


norno sapiens neterogeneous nuciear nDonucieoprotem jvl ^niNxvr jvij, transcript 
variant 1 , mRNA 


in jvi uu^-yoo 


nomo sapiens neteiogeneous nuciear nDonucieoprotem r ^riJNKr r mrviNA 


IN JVI VDZUyj 


j^Lomo sapiens piegnancy-associateQ mteiieion (riiiriN,), miviN/v 


IN JVI \j A\j Ad 0 


rionio sapiens mitocnonuiiai noosomai protein lj ^jviivri^i j, itikjn/\ 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


JNJVL VvjjZK) 


riomo sapiens neterogeneous nuclear nDonucieoprotem til (rij (riJNKFrii 
mRNA 


JNJVL UUZZZo 


riomo sapiens j aggea z (JAOZ), mKJNA 


JNJVL UUoolO 


riomo sapiens neterogeneous nuclear nDonucieoprotem AU (HJNKr AU), mKJNA 


JNM UUj4oJ 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1 , mRNA 


JNJVL lolJ/Z 


riomo sapiens neterogeneous nuclear nDonucieoprotem u-iike (riJNKriJi^j, 
transcript variant 2, mRNA 


JNJVL lo 1:5 1:5 


riomo sapiens aiKaime pnospnatase, placental- HKe z (ALKKLZj, mKJNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


JNJVL (JJlZO/ 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


JNJVL (JUJ/lo 


Homo sapiens cell division cycle z-like 5 (cnolmesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


JNJVL (JUUlUo 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


JNJVL lolooz 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen uaizjj (JVii /oZj, tianscnpt variant z, mKJNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CAIZj) (Ml /oZ), tianscnpt variant 1, mKJNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


X T \ A A1 A A £LC\ 

JNM (J144oy 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NMUUZ137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B 1 (HNRPA2B1), 
trans ci ipt van ant AZ, mKJNA 


JNM lolz43 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B 1 (HNRPA2B1), 
transcript van ant Jt> i , mKiN a 


IN JVL UJ5 113/ 


riomo sapiens neterogeneous nuciear nDonucieoprotem /\i (riJNrvr/\i j, 
transcnpt van ant z, mixi > /\ 


TsJA/T 000^8^ 

iMivi uuyz>oz) 


norno sapiens angiotensin receptor t ^aui j\i transcript vanant z, mrviN/\ 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


IN JVI Uj JojU 


nomo sapiens angiotensin receptor i (aujivJ j, transcript vanant 4, mKiN/v 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3, mRNA 


JNJVL UUUooj 


riomo sapiens angiotensin leceptoi i (AvaiKij, transcnpt vanant i, itikjna 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


JNJVL UU0041 


riomo sapiens cnemoKme (U-u motitj receptor y (L,ukvj, transcript vanant r5, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM 031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
m k in a 


iNlVL \JD 1 D 1 1 


nomo sapiens Kor i-iiKe piotem (r>^ aaj, tianscnpt van ant z, itikina 


NM 016374 


Homo sapiens RBP 1 -like protein (BCAA), transcript variant 1 , mRNA 


JN1V1 UU4Zol 


nomo sapiens r>ULz-associated atnanogene d (rSAO:)), mKJNA 


JN1V1 loZU4o 


rlomo sapiens extracellular glycoprotein r^iviii^iJN-z precursor (r^iviiLiJN-zj, 

mrviN/\ 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


JN1VL lozU4j 


rlomo sapiens Krmgie-containmg transmemorane protem, Krmgie- coding gene 
maiKing tne eye anci tne nose ^Jvrvri/iviriiN j, mrviN/v 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


JN1V1 loZU41 


rlomo sapiens neuiocaicm cieita (JNCiVi^uj, mKJN/V 


JNJV1 UjZvDy 


rlomo sapiens nypotnetical protein JJrvrZp/olJJUzl 1 (iJrvrZr /olJJUzl 1J, 
mRNA 


JNM (JJzUJo 


Homo sapiens spinster-like protein (LOC83985), mRNA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1, 

tissue (IVlLrU 1^14), ITlKJN A 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_UU03z3 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM OzOy/j 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_(JzUo3u 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
tnyroicl carcinoma 1, niiscnspruiig disease) (ivbi ), transcript vanant mKJNA 


NM016817 


Homo sapiens 2' -5 '-oligo adenylate synthetase 2 (69-71 kD) (OAS2), transcript 
valiant 1, mKJNA 


NM 006187 


Homo sapiens 2' -5 '-oligo adenylate synthetase 3 (100 kD) (OAS3), mRNA 


JNM 002535 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 

/ T 'TDD \ *«D\T A 

(l^lrSrvJ, ni K IN A 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein A 1 (HNRPA1), 
transcript variant 1 , mRNA 


JNM UUIooj 


rlomo sapiens crystaiim, alpna r> (LKYAd), mKJNA 


TvTA A f\ 1 ^ 1 'I O 

JNM UlMoV 


Homo sapiens UJJr -glucuronic acid/UJJr-JN-acetylgalactosamme dual 
transponei (Uui kdl / j, ihkln a 


TsJA/T H9zL^^^ 
INIVL KjL^ddd 


nomo sapiens iiDronectm type d and orKi domain- containing protein (roui 

111 IS. In /\ 


TsJA/T 017047 
1M 1V1 Ul / 74 / 


nomo sapiens moiyucieiiuni coiactoi suiiurase ^nivi^o mrvi>i/\ 


TsJA/1 0170^4 


nomo sapiens piecKsum nomoiogy ciomam miei acting protein ^rnir j, mrvi>/\ 


1M 1V1 U 1 047Z 


nomo sapiens nomoiog 01 yeast ivivjoi ^ivivjoi mrv±M/\ 


rN ivi u 141 oj 


nomo sapiens nomoiog 01 yeast iviv^oi ^ivi^oi inixi >j /a 


1N1V1 \)D 1 70J 


nomo sapiens naspiit ^uouzj, mrvTN/\ 


1N1V1 Uj l7JZ 


nomo sapiens i> i u-or 10 protein ^im i u-opioj, mrviNA 




T— fntriA cumpnc \£ cn^7 ntntpm / 1^ P ^ 7 ^ vw P T\I A 
mvjiiiu octpiciio iV5>|jj / jjivjiciii ^ rv or j / iiirvi>j J r^ 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mJRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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INJVl Vjlyjo 


nOlllO Sapiens pUlallVe D,D-Cal QXQTlQ-y , 1U -QlOXygenaSC {n-UlKJJ^-Ll), III K IN JA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 




11^.™^ fio«iQ«n AAA ATDona T'/^AtJ'J /TTAtJ'2\ t~*-» DMA 

nomo sapiens aaa- a i r ase i Udj ( i udj ), mKJNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


ATA yT f\^2 1 ni 1 

JNJVL (JJlVll 


Homo sapiens complement-clq tumor necrosis factor- related protein 7 (CTRP7), 

mKJN A 


TvTA A f\L 1 O 1 A 

JNM UJlylU 


Homo sapiens complement-clq tumor necrosis factor- related protein 6 (CTRP6), 

mKJN A 


NM 03 1 909 


Homo sapiens complement-clq tumor necrosis factor- related protein 4 (CTRP4), 

1T1 iv IN /A 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


JN1V1 loiyio 


riomo sapiens mitocnonciiiai noosomai protein l^jZ ^iviKri^^zj, mKJNA 


JNJVL vjiyvv 


riomo sapiens alanme-glyoxylate ammotransieiase z (AOAlzj, mKJNA 


NM_03 1 897 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 6 

(CALJNOo), mKJNA 


ATA A n^2 1 OO/^ 

JNJVL loloVo 


riomo sapiens calcium cnannel, voltage- depenaent, gamma subunit / 

(L^AL^IMO/ J, lllrvlNA 


IMJVL KJJiyjy 


riomo sapiens rszy piotem (rszyj, mKJNA 


JNJVL UjIooO 


nomo sapiens potassium voitage-gaxeQ cnannei, snaKer-reiateu suDiamny, 
in emu er / ^rv^rN/A/ j, iiiiv in /a 


TnJA/1 090009 
rNivi \)£\jyyZs 


nomo sapiens ruz^i ciiici i^iivi uomain i ^eiimj yr i^/i^iivi i mrviN/A 


TsJA/T 07 1 AC\1 
1M 1V1 KJD 1 t-U / 


nomo sapiens upsiieam icguiaiory eiemeni uiiicimg proiem i ^urvr_/i3i mrviN/A 


NM 030582 


Homo sapiens collagen, type XVIII, alpha 1 (COL18A1), mRNA 


XTA/f 0907QO 
IN1V1 UZUDyV) 


nomo sapiens euKaryoiic translation initiation iactor d/az ^jj/ir d/vzj, mrviM/v 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


TvTA A f\1 Q A 1 T 

IMJVL Ulo41 / 


nomo sapiens soiuoie acienyiyi cyclase (oALj, mKJNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


JNM_(JU4775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
o (rJ4C_rALlo), mKJNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

A / l_) /I ^ A T r F/l\ m O AI A 

4 (r$4CjAl^ 1 4), mKJNA 


JNM_0UJ779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

J) ( d4UAL 1 J J, mKJNA 


AJA/T OO 1 OQA 

IMIVL \J\JiZyo 


nomo sapiens cnemoKine Dinamg piotem z (L^L^r>KZj, mrviNA 


TvTA/T OOIzLQ'7 
INIVL \J\J l^y / 


nomo sapiens uur-oai.DetaoiciNAc oeta i,^- gaiactosyitransierase, poiypeptice 

1 ( VKAC\ AT T 1 ^ tyiPMA 
1 ^ D^^J/A L 1 1 J, 111 IV IN /A 


INIVI Ul^tHOl 


nomo sapiens r i n-responsive osteosarcoma r>i piotem ^.-di j, mrviN/A 


TsJA/T 0719^^ 


nomo sapiens mucin aiici cacmenn-iiKe ^iviu^i-/ni^ y ), tiaiiscript variant h- ? nirviN/A 


1M1V1 LOIZOt- 


nomo sapiens mucin anu caunenn-iiKe ^ i vi u ^ unL j, transcript variant j, iiiiain t\ 


TsJA/T O 1 77 1 7 
IN IVl Ul / / 1 / 


I I / \ ITT / A L ' ^1 *T 1 IT L' tTT 1 1/^1 *T <"1 IT /t / » r 1 / \ \~\ r~\ 1 IT 1 1 \y / |\ /T T T^~^ 1 "\t-Tt \ + 1"^ 1 IT L ' / * f* 1 *T "f" 1 /" * 1 f* 1 '1 IT "f" O tTT F? Ail A 

nomo sapiens mucin anu caunenn-iiKe ^iviui^i-^ni^^, transcript variant z, mrviN/A 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 




nomo sapiens caicium Dincung protein z> ^ajji^j mKJN a 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


JNIVL UJ1ZU4 


homo sapiens calcium Dinamg piotem z (CArSrZ), tianscnpt variant z, mrvJNA 


tvta a nr\coni 
JNM UlOzUl 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


JNM UUU/oo 


Homo sapiens cytochrome K4M), M (lanosterol 14-alpna-aemetnylasej (LYrjlj, 

1 1 1 Iv In /a 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


JNM_00078z 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM 031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(C Yr 19), transcript variant z, mKJNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
( C Y r 1 y ), transcript variant 1 , mKJNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP17), mRNA 


NM 000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 1 (CYP1 1B1), mitochondrial protein encoded by nuclear gene, 
mKJNA 


NMO 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (LYJ^JA4j, mKJN/Y 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 

m KIN A 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1 , mRNA 


JNJV1 007255 


Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 
(galactosyltiansieiase i) (r>4l_rAl^l /), mKJNA 


JNJVL UUooOo 


rlomo sapiens cytochrome F4M), sublamily 4o (cnolesterol Z4-nydroxylase) 
(CYP46), mRNA 


JNJVL UUU /ol 


rlomo sapiens cytocnrome F4DU, suDiamiiy y^i/\ (cnoiesteroi side cnam 
cleavage j (L i r J i /vj, nuclear gene encoding mitocnoncinai protein, mrviN/\ 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


JN1V1 vviZyj 


rlomo sapiens cnemoKme (U-c motit) receptor i (CUrCij, mKJN/v 


TvTA/f C\1 1 A no 

JNJV1 lol4VZ 


Homo sapiens nypotnetical protein similar to KJN A-Dmciing protein larx 
(MGC 10871), mRNA 


TvTA/f m 1 AQQ 

JNJVL lo!4oo 


Jriomo sapiens nypotnetical protein uivrZ,p/oiii4i (UJvrz,r /oiii4i j, mKJNA 


ATA /I" 1 /l/^O 

JNJVL lol4oV 


rlomo sapiens orij ciomam DiiiQing glutamic aciu-ncn piotem iiRe z 

(olij tSOKLZ J, 111 In. IN A. 


JNJVL 


nomo sapiens cameuron i (Lz/vLJN ij, mKiN/\ 


TxTAA n^j 1 A AO 
JNJVL Uj140Z 


nomo sapiens nypotnetical protein iJJvrz.p/oirizuz^ {Dis^r z^r /oijtlzuz^j, 

111 in. In /\ 


IN 1V1 Uj 1 HrJ O 


nomo sapiens jd aggiessive lympiioma gene ^r>/\i^j, mrvi>i/\ 


1M 1V1 KJJ 1 H-HO 


nomo sapiens nypotnetical protein ivioi^h-zoo ^ivivj^h-zoo^, hi ivim /a 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


JNJV1 Uj J4Zy 


nomo sapiens retDiiicun ^rviiDUiN j, mrviN/\ 


NM 031427 


Homo sapiens hypothetical protein MGC 1243 5 (MGC 1243 5), mRNA 


AJA/T fll 1 A OA 

JNJVL lol4Zo 


nomo sapiens nypotnetical protein rLj iz /oJ ^rt^j iz/oJj, mKJN/v 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


JNM UJ1415 


Homo sapiens melanoma- derived leucine zipper, extra-nuclear factor (MLZE), 
mRNA 


"N.TA /T A'? 1 /I 1 O 

NM U31413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 

mrvlN/\ 


NM 022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1 C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1A (class I), alpha polypeptide (ADHIA), 
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mRNA 


"XTA A f\ 1 O O '"5 

NJVL_(J188JJ 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
( 1 AFZ), transcript variant Z, mKN A 


NM 000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
( 1 Ar z j, tianscnpt vanant L, mrvJNA 


NJVL_(J(J05yj 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 

\ 1 /\1 1 J, III IN. IN /\ 


1N1V1 UU40/O 


nomo sapiens vanaoie cnaige, i cniomosome, z ( vl y zj, mrviNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 

{I LlF J, II 1 iv IN r\ 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


JN1V1 KJjlZyy 


riomo sapiens nypotneticai piotem ivlouzj / / (IVKjUZj / / j, mKJN J\ 


NM 012480 


Homo sapiens zinc finger protein 73 (Cos 12) (ZNF73), mRNA 


\ J |\ fi AT AOO 1 

NM 030881 


Homo sapiens DEAD/H (Asp -Olu- Ala- Asp/His) box polypeptide 17 (7zkD) 
( LJLJA 1 /j, tianscnpt vanant z, mKN A 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 (72kD) 
(LJLJAL / J, tianscnpt vanant 1, mKNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VIIB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VII A (cholesterol 7 alpha- 
monooxygenasej, polypeptide l (LYr /Alj, nuclear gene encoding 
mnocnonunai protein, miviN a 


NM0 161 66 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box binding protein 1 

{ VJVJ i m K IN JA 


INIVL ULOJ) ID 


nomo sapiens w w domain-containing oxiGoieductase { w wl^vj, miviNA 


IN 1VL UZ4 1 04 


riomo sapiens tryptase Deia z ^ir^orszj, m k in /\ 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


TvTA /f r\1 1 O 1 A 


Homo sapiens fenestrated- endothelial linked structure protein; PV-1 protein 

( 1 V 1 J, mKJN A 


1N1VL UJLJUZ 


riomo sapiens gycosyiiiansieiase yi^KJ^oj^oo), mrviNA 


iNlVl UjI jUU 


nomo sapiens nypoineiicai protein nlkjk^zdod ^ivlol^zoo^ j, mrviN a 


IN IVL loLZV/ 


nomo sapiens nypotneiLcaL protein ULs.rz,p/oLriL /lu (UJvrz^r /OLriL /luj, 

m T? XT A 
111 Iv 1>J /a 


1N1V1 Uj 1 ZO / 


nomo sapiens nypoineiicai protein ivio^j>ij)j) ^ivivji^j) ijjj, mrviN /\ 


1M1V1 UjIZOO 


nomo sapiens onjDVjivijj-iiKe protein ^on jduivLj j, in ivi n /a 


rNlVl Uj 1ZOJ 


nomo sapiens nypotneticai protein r r iuj / r iuj / j, tnrviN/A. 


iMivi uj) iz / y 


nomo sapiens aidnme-giyoxyiaxe ammotransierase z-iiKe i ^auaizli hi iv in /a 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


JNIVI lolOVU 


nomo sapiens matnim 4 (iviAiJN4j, transcript vanant z, mrvJNA 


NJVL 0J1Z4O 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 01/4ZZ 


Homo sapiens calmodulin- like skin protein (CLSP), mRNA 


NM_005y5o 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
iiieLiieiiyiLeLiciiiyciioioiaLe cycioiiyciioiase, loiiiiyiLeLiciiiyciioioiaLe syiiuieiase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter- like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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\ j\ /TD V A C 1 \ 4-*>n-*xoisx-*»i-«x4 *m-»»-ir>-*x4 T'VO TT *«D\T A 

V ) ( 1 daAl) 1 ), transcript variant 1 Xb-ll, mKN A 


JNJV1 UUlUol 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
v ) { i oAAi i rranscnpi variant i Ao-i, m k in a 


1N1V1 UUU 115 


norno sapiens cytocnrome r^ou, suDiamny iir!/ ^einanoi-inQuciDiej (L^ ir zi^j, 

m R XT A 
111 IV IN /A 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NiVl UUJoJJ 


riomo sapiens matnim 4 (iviAiN4j, tianscnpt variant i, mKN a 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


JNM UU4;)Z3 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM 005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM 00454 1 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWrb) (NDUrAl), nuclear gene encoding mitochondrial protein, 
mRNA 


TvTA A C\r\f\HH 1 

JNM (JUU//1 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4 -hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NJVl_00077z 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 1 8 (CYP2C 1 8), mRNA 


NM U17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


JNJVL UzJlo4 


riomo sapiens W oii-riirscnnorn syndrome canaiaate 1 -like 1 ( WribUiLi), 
transcript variant long, mRNA 


N1V1 UUU /OO 


riomo sapiens cytocnrome r4MJ, suDiamiiy 11A (pnenoDarDitai-inciuciDiej, 
polypeptide 13 (CYP2A13), mRNA 


N1V1 UUoo4o 


riomo sapiens w/Vo protein tamiiy, memoei d (WAorjj, m K in a 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


X T \ A f\ 1 /I 1 1 A 

JNM (J1411U 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


JNM UU41U9 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM UiUooV 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
tianscnpt van ant 4, mKN A 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
tianscnpt van ant i, mKJNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
tianscnpt vanant z, mKN A 


TvTA A AO 1 mO 

NM Uzlv/y 


riomo sapiens neat shock /UkJJ protein z (rlbrAz), mKN A 


NM Uz4UUj 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 3 (DDX3), 
nanscnpt vanant i, ihkina 


1M1V1 UU1.3JO 


nomo sapiens uii/\u/ n ^ Asp-oiu-Aid-Asp/nis^ uox poiypepnue d \uuy\j j , 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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JNJVL UU4Zjo 


Homo sapiens oigamc canonic transponei-LiRe 5 (UKUlL^j, mKJNA 


JNJVL UUU//4 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 

wi r? AT A 
ITIKJNA 


JNJVL UUU/oV 


rlomo sapiens cytochrome r 4jU, suDiamiry (mephenytoin 4-nyuroxyiasej, 
porypepiiue i " i r zl- i 3^ mrviN/\ 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


JN1V1 U.31Z1Z 


iioino sapiens nypotneticai piotem in± jjujo ^iNruuioj, mrviN/\ 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


JN1VL UJIZUV 


rlomo sapiens tKJN/V- guanine transgiycosyiase (JuJ), mKJNA. 


JNJVL lolZUo 


rlomo sajnens nypotlietical protein rUJzjzj (rL,j IZjZo), mKJNA 


NM 006904 


Homo sapiens protein kinase, DN A- activated, catalytic polypeptide (PRKDC), 

t> XT A 

mKJNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 

mKJNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13.2 (ESP 13.2), mRNA 


jNJVL_(JjUyi)5 


Homo sapiens oltactory receptor, lamily Z, subtamily J, member Z (UKZJZ), 

mKJNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mKJNA 


JNJVL v iZ3 1 1 


Homo sapiens olfactory receptor, lamily /, suulamily c, member z (UK/UZj, 
mRNA 


JNJVL KJJKJyoi 


Homo sapiens small 01 r -binding ]3iotem (KAdJd), itikjna 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM (J3U973 


Homo sapiens hypothetical protein lCr$ArU75o ( 1 CliArU /j>o), mKJNA 


JNM_U309o8 


Homo sapiens u protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor- related (ZSIG37), imRNA 


TvTA A A1AO/1 C 

JNM UJUy4j 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortnolog oi mouse LUKbzo (collagenous repeat-containing sequence 01 zo-KUa 
proicmj ^ i i\r j j 9 1111x1 n s\ 


TsJA/T 07 OQ^^ 
INlVl \JJ\jy DO 


riorno sapiens nypoTnexiCai proiem iv r j jh- j i j j ^uivrZjrH-jHv^i jj j, iiiivi n /\ 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


IN 1V1 UjUy/O 


Homo sapiens miegiai memoiane pioiem d yiiNLj j, mrvrN/\ 


NM 030893 


Homo sapiens CD IE antigen, e polypeptide (CD IE), mRNA 


JNJVL U14Uo/ 


rlomo sapiens LKr lo protein (LKr loj, mKJNA 


JNM UJUool 


Homo sa]3iens homeo box A3 (HUAAJ), mKJNA 


JNJVL_loUo /y 


Homo sapiens omaii evoLutionariiy conserved kjna, resemDimg L/u box small 

nn^lnnlor /V 1 fVl\ m DMA 

nucieoiai ^ys.iuzj, mKJNA 


JNJVL U 1 Zo / D 


nomo sapiens oiiactory lecepior, iamny suuiamiiy a, memoer d (ukjAj j, 
mRNA 


IN JV1 U 1 z> u / z 


Wi^m/A tQnir>nc l/I A A flQQQ nrntr«in /'VTA A ^QQ8^ i^t DMA 

nomo sapiens rvi/\>\uyyo proiem ^jvi/v/Yuyyo mrviN/v 


IN IVL UjUOOZ 


nomo sapiens aponpoprotem z ^AKUi^Zj, itikjna 


IN IVL \J\Jz,OZj> 


nomo sapiens pieioiQin ^rruiN^fj, mrviNA 


A.TA/T fill 1 AT 
IN IVL UZZ 1 O / 


nomo sapiens xyiosyixransierase 11 ^^vizj, niKJ>i/\ 


NM 0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 

III in. IN JA 


M1VL 007 779 

1N1V1 


nonio sapiens von nippei-i^iiiciaLi uiiicuiig pioiem i ^ VDr i iiirviMjrv 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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iNlvl UUj 1 J) / 


nomo sapiens i_-Jiv_reurge synuiome critical region gene z ^ l^vjv^ ivz itiivin /a 




11 (JII 1(J Sapiens adenosine deaminase ^ A\ U /A ) , 111 IV 1 N /A 


rN ivi uujz i 


nomo sapiens tec protein tyrosine Kinase ^ i ck^. iiiix.iN.rv 


1>J 1V1 U 1 o^fZj 


riuiiiu Sapiens piiospnaiiciyiiiiosiTOi '4--Kiiid.se xype 11 yr i^tivii iiirvi>i/\ 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


1N1V1 UU4Z-4-0 


riomo sapiens o pioieiii-coupieci lecepioi iu ^urKiuj, mrciN/v 


JN1VL UUlo4z 


riomo sapiens amyloid oeta (A.4J precursor-UKe protein z (/vr Lrzj, mKJNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


JN1V1 loUoZU 


riomo sapiens nypotnetical piotem lJJvr/lpj>o4r>Ujz (lJJvr/lpjo4r3Ujz y ), mKlNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mKJNA 


JNJVL UJUoU/ 


Homo sapiens glucose transporter protein 10 (GLUT 10), mRNA 


NJV1U3U /Vo 


riomo sapiens nypotnetical prot em JJrvrZp4341JU4z l (UrvrZr4341JU4zlj, 

-i-vi r? m a 
mKJN/\ 


JN1V1 UJU/V/ 


nomo sapiens nypotnetical protein iJivrz,pjuo/vi jz4 (UrvrzLr joo/vi jz4j, 
mRNA 


1N1V1 UjU/OO 


nomo sapiens UL.-speciiic nansmeniDiane protein ^i^vJL^oidui miviN/\ 


JN1VL UJU/o/ 


nomo sapiens tactoi ri-ieiateci piotem j (rrirvj j, mKJN/\ 


1N1V1 UjU/OO 


nomo sapiens intermediate inament piotem syncomn y inl^vJII^hn j, mrviN/v 


rsllVL UJU / OJ 


nomo sapiens ortrioiog ot mouse laciiai spOKeiieaci-iiKe i (KonLi j, mKiN/v 


1N1V1 UjU / o4 


nomo sapiens Dram expressed o-protem-coupieci receptor ror/4 oeta 
(PSP24B), mRNA 


1N1V1 UjU/oj 


nomo sapiens pnospnatiQyisenne syntnase z ^r^iiJoozj, mrvrN/A 


xta/t n^n'7'7Q 

1N1V1 UjU / fy 


nomo sapiens i_/ag-reiateQ gene memoei z ( ci\.uz j, n i is. in /\ 


1N1V1 UjU / / 4 


nomo sapiens prostate specmc o-protem coupled leceptoi (rouKj, mKJNZA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


JN1V1 U3U /o4 


nomo sapiens onz domam-contaming pnospnatase ancnor protein 1 (br/\r ij, 
mKJN/\ 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NJV1 UJU/j/ 


nomo sapiens maKorm, ring linger protein, 4 (ivirvKJN4), mKJNA 


JN 1V1 Uz 1 O 1 3 


nomo sapiens did and CJNLv Homology i, Dasic leucine zipper transcription 

iactOl z ( t5 A. L H Z J , ITlrviNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


JN1V1 U3U/M 


nomo sapiens transcription lactor o (repi esses mterieuxm z expression) (lUroj, 

ITlrvLNA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


ata 4" n'jmco 
JNJV1 U3U/JZ 


nomo sapiens t-complex 1 (iLrlj, mKJNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 

(ILr /1-^^j, mKJNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM 001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


NM 000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3 A2), 
mRNA 


A.TA It AAT/IO/C 

NM_00348o 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


JN1V1 UUUoV4 


nomo sapiens aidenyde deiiydrogenase 5 tamiiy, memoer r>i (ALUnjDi), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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A.TA A AO O t\ 

JNM_030380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


JNMU3U379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1, 
mKJN A 


JNJVL UZU lOO 


riomo sapiens metnylcrotonoyl- Coenzyme A caiboxylase l (alpha) (iviucuij, 

O AT A 

mKJN A 


JNJV1 UlOZ/U 


rlomo sapiens OLi-ivruppei tamiiy memoer kjL^iz (OLizj, transcript variant 4, 
mRNA 


JNJVL UUZjol 


Jionio sapiens mainnn d ) piecuisor, mrsJN/\ 


JNJVL UJUDoJ 


riomo sapiens matnnn z ^ivl/\iinz j piecuisor, transcript variant z, mJKJNA 


JNJVL UUZjoU 


Jiomo sapiens matnnn z ^ivl/viinzj precuisor, tianscript variant i, mrviN/\ 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


JNJVL UUU loo 


rlomo sapiens v_rLi-Jvruppei tamiiy memoer oli o (Oreig cepnaiopoiysynaactyly 
synQiomej ^01^1^ j, mKJN/\ 


JNJVL UUJ40Z 


rlomo sapiens Qynem, axonemai, iignt mtermeciiate polypeptide \r Zoj, miviN/\ 


JNJVL U L / 


j^Lomo sapiens run- 1 (rioriiiN i mrviN/v 


NM 005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 

111 IV IN r\ 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen- like domains 1 (LIMS1), mRNA 


A.TA A f\f\f\A 1 O 

JNM UUU41Z 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM 024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
( WN 1 IB), transcript vanant WN 1 -zBz, mRNA 


NM 004993 


Homo sapiens Macnado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 

V ▼ A X -«y» -4 ^ X -4- \i * -x --x 1 J Ix. 1 /\ 

vanant J, mKJN A 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(^WJN lZr>j, transcript variant WJN l -Zr>l, mKJNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


JNM 0043^0 


Homo sapiens DbAD/h (Asp-C_rlu- Ala- Asp/His) box polypeptide 1U (RJNA 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 6 (RNA 
nelicase, d4ku) (UUao), mKJNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


¥¥ • r—v 1 — ' A r~x / 1 I / * /- -i, 1 A 1 A /TT*\1 1 _ j • J r\ /tx -x t a 

Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRJNA 


NM_001357 


I I _ „ txt-1 A T-v /I I / A /"^ 1 A 1 . A It t • „\ 1_ „ . 1 , j * 1 „ o / rx \t * 

Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear JJJNA helicase 11, leukophysin; (JJJJAyj, transcript variant 1, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide, Y 
chiomosome (JJrSYj, mKJNA 


JNJVL UlVloV 


Homo sapiens VAoA piotem ( VAoAj, tianscnpt vanant J, mrvJNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


A.TA A A A AO O ^7 

JNM_00U357 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
memoer zu (oi^LvZoazuj, mitocnonciiiai piotem encoQeo oy nucieai gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 1 (DDX1), 
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*^I> AT A 

mKJN A 


JNJVL UlJJoo 


Homo sapiens anaphase-promoting complex subunit 2 (APC2), mRNA 


ATA/T nnQ7fl1 

JNJVL UUJ/yl 


nomo sapiens membrane-bound transcription tactor protease, site l (JVLdIFoI), 

*v^T? AT A 
111 I\ IN /\ 


ataa nnoo^i 

JNJVL UUZZD 1 


nomo sapiens potassium voLTage-gaieci cnanneL, QeLayeQ-rectmer, suDiamuy o, 

llieillUCI 1 ^JVL/IM l) 1 J, IIllVlM.rV 


IMIVI UUO"Uj 


nomo sapiens moigdiiic pyropnospnaiase ^oii-'o-jjuoj, mivi>j/\ 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


JNJVL UlJ^h-jD 


nomo sapiens ciouuie img-iiiigei pioiem, uoiim ^uLyxvriiN j, miviN/\ 


JNJVL UHjjo 


nomo sapiens pnospLiaiiciyiserme aecaiooxyiase (noJJj, mrviN/v 


NM 021954 


Homo sapiens ga|3 junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


JNJVl UZJUOo 


homo sapiens siaioaclnesm (5JNJ, mKJNA 


ATA/f nOOOO 1 

JNJVL UZZoZl 


nomo sapiens elongation ot very long cnam tatty acids (r.bJN l/ri/loz, oUK4/iiloJ, 
yeastj-UKe i ^iii^u vi^i j, miviN/v 


IN JV1 UZ 1 1 ZO 


nomo sapiens meicapiopyTuvaie suirumansieiase ^iviroi j, mivr>/\ 


INIVL UjUOOO 


nomo sapiens serine ^or cysteine^ proteinase mniDitor, ciaoe d ^ovaiDummj, 

mpmVipr 1 fQPT? PTATR 1 ^ tyiRATA 

memuer i ^ o ll ivi iind i j, niiv in /a 


IN JV1 UZM-U 1 * 


nomo sapiens nomeo uox /\o ^jiuaao mivrN/\ 


ATA/T 07 OA f\ ^ 


nomo sapiens reimoic aciu mciuceci i ^ix/\ii mivi>i/\ 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


ATA/T C\"XC\(^(^A 


nomo sapiens pnospnoniesieiase leiaieci \r ijj/ivj, ituvin/\ 


NM 030662 


Homo sapiens mitogen- activated protein kinase kinase 2 (MAP2K2), mRNA 


ATA>1" 

JN1V1 UZ4oVo 


nomo sapiens nypotneticai protein r L^jzjjKjy (ri^JZJouyj, mKJN/\ 


JNM UUZloJ 


Homo sapiens interleukin 3 receptor, alpha (low affinity) (IL3RA), mRNA 


ATA A HO lO/l/l 

JN 1V1 UZ 1 Z44 


nomo sapiens Kag u protein, nypotneticai ulr- binding protein 
DKFZp761H171 (RAGD), mRNA 


TvTA/T AA^AQQ 

JNJVL UlDUoo 


nomo sapiens JJJN/V segment on cnromosome ana Y (uniquej i jj expressed 
sequence (uay oidji^j, mKJN/\ 


ata/T n 1 ^non 

JNJVL V lOVyy) 


nomo sapiens jvina Diiiding motii piotem / ^Lvtsivi/ mrviN/\ 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


XTA n 1 OO/TO 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 

rr TAT H mT?ATA 
( L 1 1 N - / J, 111 iv IN /\ 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


ATA A f\*\ AH A 

JNJVL U14/J4 


nomo sapiens pnospnatidylsenne syntnase 1 (r iJJbol ), mKJNA 


JNJVL UUol4U 


nomo sapiens coLony stimulating tactor z leceptor, alpna, low-attmity 
^granuLocyte-macropnagej (L.ojr'ZrvA.j, mKJN/\ 


INIVL UU4U4J 


nomo sapiens acetyiseiotonin L^-metnyitiansieiase (/voivii j, iyikjn/v 


1N1VL UUZ414 


nomo sapiens antigen lQentiiied oy monocLonai antioodies izii/, rzi and vji j 

^IVll^ Z 1 1 1 Iv In /a 


ATA/r nno 1 ra 

IN 1V1 UUZ lOO 


nomo sapiens mierieuKin y recepior ^ii^yivj, ni ivi >j /a 


ATA/T n^fiA^7 
InIVI LOUOZ) / 


nomo sapiens lens intrinsic memorane protein z yiyKU) ^i^iivizj, mivi>j/\ 


NM 014349 


Homo sapiens apo lipoprotein L, 3 (APOL3), mRNA 


ATA/T nOO^AA 
JNJVL UZZjOO 


nomo sapiens mesoderm development candidate i ^iviiioi-yL. i j, miviN/\ 


ATA/T 

INIVL UZU/Z/ 


nomo sapiens zmc ringer piotem zbo (z^iNrzyjj, miviN/\ 


ATA/T fl 1 1C\H A 
JNJVL U1ZU/4 


nomo sapiens cer-d4 (mouse) nomoiog (Ui^KJJ4j, itikjna 


ATA/T nnriQ/^i 

INIVL UUUoOl 


nomo sapiens nistamme receptor ni (^nivni j, mKJN/\ 


AJA/T 00^977 


nomo sapiens siiiau niouciuie cyiO-Kiiie ^iiionocyie ciieiiiOLacuc pioiein s> j 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, c^osolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 



393 



(400/104) 





mKJN A 


JNM Uu/zjJ 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4F8), 
itikjn/\ 


JN1V1 UUU / /y 


nomo sapiens cytocnrome i4ju, suDiamny ivd, polypeptide i (lii4di j, 

m T? XT A 
111 Iv 1>J r\ 


Tvji\/r no 1^14 

1>J 1V1 UU 1 jlH- 


nomo sapiens general Transcription iactor iir> \\j i rzo ^, mix in /a 


IN 1V1 UUH- 1 Z / 


nomo sapiens o pioiem painway suppiessoi 1 ^uroi mivi>i/\ 


IMIVl UZH-H-ZJ) 


nomo sapiens ciesmocoiim d ^uol j j, iranscripi vaiiani jjsijD, mivi>j/\ 


TsJA/T OH 1 Qzl 1 


riomo sapiens ciesmocoiim j> ^jjjLj j,TranscripT variani uscjd, mivi>i/\ 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


JNJVL UU494o 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage- specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM 000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1 , MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1 , MAS A (mental retardation, aphasia, shuffling gait and adducted 
tliumDSj syncliome, spastic paraplegia l) (L1L,/Vlvl), transcript variant z, mKJN A 


NM 004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encociing mitocnoncinai piotem, iiikjna 


\ta if AO AAA' - ! 

NM 024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1 , nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UZJV44 


riomo sapiens cytocnrome F4DU isoiorm 4r iz Yr4r izj, mKJN a 


JNJV1 Uzzo4j 


riomo sapiens core-binding factor, beta subunit (UorrSj, transcript variant l, 
mRNA 


TvTA/T no on /I 1 

JN1V1 UzzU41 


Homo sapiens giant axonai neuiopatny (gigaxonin) (OAJN), mKJN a 


TvTA/f MO 1 1 OT 

JNJVL Uz 1 1 o / 


Homo sapiens cytocnrome F4jU, sublamily ivr, polypeptide 1 1 (L.Yr4r 1 1J, 
mRNA 


JNM yjiyjyy 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


JN1V1 Ul ID fy 


Homo sapiens deleted in malignant bram tumois 1 (Uivir> 1 ij, transcript variant 
3, mRNA 


JNM U1jo/U 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


JNM UlzUVo 


Homo sapiens adaptor protein containing pH domain, r Id domain and leucine 

Zippei mOTlI ( Ar r L J, ITlKJN/v 


IN 1V1 UUDJVZ 


Homo sapiens rrnj linger pioiem z (mrzj, mKJN/v 


jnjvi uuuoyo 


Homo sapiens cytocnrome k^du, suDiamny i vr, polypeptide d ^leuxotnene 
omega nyciroxyiasej 1 1 j ^, mivi>j/\ 


IN 1V1 UZZ O O 1 


nomo sapiens k3-r/\i>i^v iamiiy, niemuei ^o-r^rvi^vv^^i, in iv in /a 


1N1V1 UZZ j / j 


nomo sapiens i 01 i c| i ^ i or i i mivi>j/\ 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


xta/t no ^oo si 


nomo sapiens nypotneticai protein Qj^tj^Kj v^.d ^jjj^j^+u i^t.j j, miviN/\ 


A.TA/T no ^n 1 ^ 

INIVL UZJUIJ) 


nomo sapiens ivi/\/\iuj)i protein ^ivi/\/viuj)i mi\j\i/Y 


MAyr no ^ no n 

JNJVI UZjUZ/ 


nomo sapiens nypotneticai piotem j^lj 14zou (tlj 14zou j, mKJN/v 


"vta/t noo 1 no 
IN 1VL UZZ 1 uz 


nomo sapiens ny|30tneticai piotem ri^jzuvz>o (ri^jzuvDoj, mKJN/\ 


TsjA/r no i 704 

rN IVl UZ 1 / ZH- 


I — I / X / X |T 1 1 / "» 1 A Q f ~YP*C* P*Y\\ CW 1 Vn 4-* <"T ITT 1 1 \ A 1 (TfAl 11T t~^ ITT ITT \~\ 1"* 1 / "^.1 T? 1 t^ 1 \ 

nomo sapiens nucieai leceptoi suuianiiiy i, gioup yj^ iiieinuei i ^imivil-/i ^, 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC 10902 (MGC 10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin- like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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ata/t nn^no 
inivi u 1 /jyJy 


nomo sapiens alu tor seime protease nomoiogue (^oKJNZAornj, mrviNZA 


ATA/T nn^^QQ 


rionio sapiens lympnoDiastic leuKemia QenveQ secjuence i (-Lilij, miviN/v 


ata/T riidriid 

INJVl UZUU IK) 


rionio sapiens lmniunogioDuim ianiDcia-iiKe poiypepncie i (iulli j, niKJN/v 


ata/t nnncj 

1N1V1 UUZjoj 


riomo sapiens ivi y L^-associateQ zmc linger protein ^purine- DiiiQing transcription 

LcLL/lOTj ^IVlT-vZ^r^, 11 1 1\ IN /A 


ATA/T 0 1 

IN 1V1 U 1 OyH-H- 


nuinu sapiens taste receptoi, Type z, nieniDei h- ^ iz-vozrvH-^, inrviNz-v 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


ATA/T CiCWi^nSl 
1N1V1 UUUj / O 


nomo sapiens wnms tumor i ^ w 1 1 j, transcript variant z-v, m is. in z\ 


ATA/T HO A A OA 
IN 1V1 U Z 4 4 Z O 


riomo sapiens wnms tumor i ^ w 1 1 j, transcript variant u, m k in z\ 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


ATA /T nO/l/IO/1 

JNJY1 UZ44Z4 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


ATA/f nnm/^ 

JNJVL_UUU/OJ 


hlomo sapiens c^ocnrome F4M), subiamily lllA, polypeptide / (LYrjA/ j, 

w»T? AT A 
m IV IN Z\ 


ata/T no 1 ^^n 

IN 1V1 UZ 1 Z) / U 


riomo sapiens tsarri- iikc nomeoDox i ( daka i m K in /\ 


ATA>T nnnnAQ 


riomo sapiens calcium cnannei, voitage-Qepenaent, r/\i type, aipna iz\ suounit 
(CACNA1A), transcript variant 1, mRNA 


ATA/T f\^.C\^1A 
INlVl LOUD /4 


nomo sapiens nypotneticai piotem iviol. iuj5Z/ \\sy\j\^ y\jdl i j, mrviNz\ 


ATA/T 

INIVI VjVD/d 


riomo sapiens nypotneticai piotem ivivj^ luyoj (iviOL.iuyojj, mrviNA 


ATA/T nO/IQAO* 
INJVl UZ4 oO / 


nomo sapiens nypotneticai piotem rLjzjj / / {r l^jzjj / / j, mrviNz\ 


ATA/1" nnOllfl 


Homo sapiens piotem Kinase gamma (FKJsX,vj), mKJNA 


ata/T non^/iQ 

1N1V1 UZUD45 


nomo sapiens Qiazepam uincimg mniuitor ^uada receptor mouuiator, acyi- 
coenzyme z-v Dinumg pioxeiii^ iiirviNz-v 


ATA/T 00^17A 
INIVI UZJ I/O 


T-T^Tn^k ctinipnc FTA A MQ^H ^ r^tr»i n / T<f T A A HO^O^ tyiT?ATA 

nomo sapiens js.izaz\U!7ou protein ^is^izazau^/ou h i in in /\ 


ATA/T On^ 78 Q 
1N1V1 ULO / O:/ 


nomo sapiens iiNrrvor izA-associaieu via ueain uomam ^ i in/\ vjvj ) ^ rnrviNZA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


ata/t nn^s qi 


nomo sapiens ciystanm, gamma u ^i^rvi uJJj, iiik in /\ 


in ivi u z u y o y 


nomo sapiens crystainn, gamma (^rv y ol^j, mrviNZA 


ata/T nn^o 1 n 


nomo sapiens crystainn, gamma r> (^L^ivi ud), mrviNZA 


ATA ;T fi1/l^1 7 

INIVI U1401 / 


1— — 1 y~"v y~v y-^ y-v -l y-v-*-A y~» *a-w- t < 4- lit y - *- y-v a «~v /\ / m 13 v/ ■ _ f\ \ -*'*k-A 1 J |\ 1 /\ 

nomo sapiens crystainn, gamma za (^L^rv y ozaj, m k in a 


ata/T nno^QA 
1NJV1 KJvJZDyO 


1 1 -*^-A y^v y-i y-v *v -| y-v.-fv <VA yA 1 y-k i ■ ■ t--_-*»-a /^V / 1^ 1 /\ 1 1 / 1 \ / -4 y-v-*^ y-v -a^ y^J yv-*-A -4- -*^-A -| -4" y~\ y> l-A yv -<-a yJ-_A-i y-v 1 / |\ /I 1 i I \ 

nomo sapiens mane enzyme z, iNZAU^j-QepenQent, mitocnonoriai ^iviiizj, 
nucieai gene eiicocimg mitociioncinai piotem, mrvLNZA 


ATA/T 00^0^8 


TTnmn canipnc It \ / 1"\ / a f It r» 1 5 / » 1 i-\rvA+r»i n \ A (~~* /I A ^ ^A/Tr^rr^Zl^i^Q^ mt? AT A 

nomo sapiens nypotneticai protein ivio^h-oz)" ^ivhj^^+oz)"^, mrviNZA 


ATA/T flO^Ozlzl 


nomo sapiens testis specmc, iu ^ i oozaiuj, mrviNZA 


ATA/T OO^OzLfl 
1N1V1 UZjZ4U 


nomo sapiens d / nomoiog z> ^ d /-nj j, in iv in /a 


ATA/T 00^9^7 


nomo sapiens scierostm ^owo i mrviNZA 




nomo sapiens nz^rwi pioieiii (riAr w i^, iiirviNyA 


ATA/T 09^9^ 
IN 1V1 \JADZdD 


nomo sapiens tanKyrase z ^iinjvi^j, in ivin r\ 


1N1V1 UZDZJ)J) 


nomo sapiens nucieotiue uinumg protem ^injdi mrviNZA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


ATA/T HO ^\0 1 Q 


nomo sapiens U-Lio-Dinumg protein i (ui^-tS-r i j ? mrviNZA 


ATA/T MO <0 1 7 
INIVI UZDZl / 


1 1 y~\ -_-A»^ y^v y> y-v "1 /^v.-*'A y*t I 1 1 1 /-^ 1^ -<a /i -* B -A /T -*<v y^v -4" yv-i -*-A / / I } 1 J II / \ -*-x-a 1 J* |\. 1 /\ 

nomo sapiens ULio-DinQing protein z ^ui^rJrzj, mrviNZA 


ATA/T nO^O 1 ^ 
1N1V1 UZOZlJ 


1— 1 y~x yA -* /~v ■^'A y^ -t^x y^ y^"» a y^i y^v i a /i -« A'A /A yi r *^a 4" l-A ia y^ /— v / II 1 1 1 \ 1 J f*V 1 /V 

nomo sapiens pseuciounQine syntnase i (rUoi j, mrviNZA 


ATA/T nO ^O 1 /I 
1N1V1 UZjZ 14 


nomo sapiens i tumor antigen sej /- 1 ^oiij /-ij, mrviNZA 


ATA/T nO^O 1 0 
1N1V1 UZ0Z1Z 


1 1 y-v -*-V-A y~V y^. yA ^| /-V-|A y^ 1 Ia t 1 |*v ^| A -A /A ■ y - *- y~>. -4" "I 111 /\ AC / 1 A 'A l-A 1 |^ A -4" A y~V A^ y~>. T "4- l-A /A 1 It t 1 ia A^A /i /V a/^ A A'A 

nomo sapiens uvi-Dmuing piotem iuzva. (mnioition 01 tne uvi aiiQ ZAxm 
complex) (ID AX), mRNA 


ata/T no^o 1 n 

INJVl UZDZ1U 


nomo sapiens type i piotem pnospnatase mniDitoi yi-^ ), mrviNZA 


aja/T no^ono 

1N1V1 \JZ,J ZAjz/ 


nomo sapiens eiiiiaiicei 01 poiycoiiiu i ^j_/x^v^i j, iiirviNyA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor- like protein (LOC80298), mRNA 


NM_025 1 93 


Homo sapiens 3 beta-hydroxy- delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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TsJA/r 09^1^1 
In 1VT VAD 1 0 1 


UAmn c'lnifnc U\m{\thr>t\(*<A 1 r% rt\tr*\ n PT T99 1 7^ f PT T99 1 7^ mT?ATA 

nomo sapiens nypomeiicai pioiem rLjzzi / j ^rLjzzi /-v, inrviN/\ 


ATA/T fl9^1^£ 
IN 1V1 UZ.J 1 Z) O 


nomo Sapiens nypomencai protein rLjzzzj i ^rLjzzzji j, mixiNi-v 


mm 09^148 
In 1V1 \)AD 1 H- O 


numu Sapiens nypuiiieiiL/ai pruiem rLj 1Z700 ^rLj izyoo^i, miviN/\ 


ATA/T 09^177 


nomu Sapiens iiypoineiicai pioiem rLjzi'+jy ^ri^jzi^jy j, iiiivin/\ 


ATA/T 09^ 1 1 ^ 
rN 1V1 \)AD 1 1 O 


numu Sapiens nypuinexieai pruiem flj iz/oi ^rLj iz / o i j, miviN/\ 


ATA/T 09 *\ 114 
In 1V1 UZJ 1 14 


numu Sapiens nyputneiiL/ai pruiem rL^j i joi d ^rpj ijoij j, mivi>j/\ 


ATA/T 09^087 
InIVT UZjUOj 


Wr\TYir\ 1iwr»^tP r>t i ^ci 1 nm+pin PT T9 1 198 ^ P T T9 1 198^ mDAT A 

numu sapiens nypuiiieiieai pruiem rLjzi izo ^rLjzi izo j, miviN/\ 


ATA/T fi9^fK4 


numu Sapiens nypuineiicai pruiem rLjzj i da ^ri^jzj yd a j, mivr>/\ 


1M1V1 UZJU1 / 


T-Tr\rYir\ c ' l n i r» n c W^rr\r\\\\(±\\c"x\ nrntr»i n PT T178Q9 TPT T178Q9^ rviPTsJ A 

numu Sapiens nypuinetiL/di pruiem ruijoyz ^rLj i jo^zj, miviN/\ 


ATA/T 09^01 1 


numu Sapiens nypuineiicai pruiem flj i j / L t L t ^rLj id i^r^ j, miviN/\ 


ATA/T 09400^ 


numu sapiens nypuineiiL/di pruiem flj izoio ^rLj izoio j, miviM/\ 


ATA/T H94QQ7 


I I / a r\ c o f\~t C P \ / f \ / \ -f l-\ /r^-fi />n| t-/ A -f /"^ 1 p T j 1 0 ^2 /I ^ / P'T I 1 9 7/1^1 +^»T? AT A 

nomu Sapiens nypuTiieTiCai piuiem ri^jiz^H-D ^flj iz^^fD j, miviN/\ 


ATA/T 094000 


riuiiiu iScipiciis nypuiiiciiCcii pruiciii fIhJZZh- ^rLj/ZH- inivi\i/\. 


ATA/T 094874 
In 1V1 UZ4 o / H- 


numu Sapiens nypuineneai piuiem rLj i^zzj ^ri^j ih-zzo j, miviN/\ 


ATA/T 094877 
In 1V1 UZ4 o / D 


T-Trtmri c ' 1 nir>n c V»A^r\^+Vi/^+ir»ci1 nrn+pin PT T9 1 1^9 ^PT T9 1 1^9^ mRXT A 

numu Sapiens nypuineiicai pruiem vl^jav ioz ^rLjzi ioz miviNjrv 


ATA/T 09 4 £^1 
In 1V1 UZM-oul 


1 — 1 /A /A O O ^A 1 Ia T 7^»A /A 4" Ia 1 AQ I lA-TA'f 01 ^|A Ih I I / / /-^ ^7 1 I Ih 1 1 / / Av " / 1 \ LP A 

numu Sapiens nypuineTit/di pruTem r l^jaao / 1 ^rLjzzo / 1 j, mTvr>/\ 


ATA/T 09487 A 
In 1V1 UZ4 o J) O 


T-Tr\Tnr\ c ' 1 1-» i r» n c Vi^^r\+Vi^+ir»ci1 nn^tfi n PT T99701 ^ PT T9970^ mRXI A 

numu Sapiens nypuineiiL/ai pruiem rLjzzjui yr l^j aadv i miviN/\ 


ATA/T 094899 

iNlvl UZt-oZ,^ 


I — I /"\"fYl /A C Ol^l t? It \ / f-"\ / A f- It /iq 1 1"* / A "f" 1 "IT p I I / / /^v 111 I P I I / / A\ O 1 1 "ITT I-? T\.I A 

numu Sapiens iiypuiiieiieai piuiem rLjzzoui ^rLjzzoui j, miviN/\ 


ATA/T 09481 Q 
In 1V1 UZ4 ol" 


I — I / A ITT / A c 1 OITil ^»TT C 1 It \ / »T / A It \ 1 /"» CI 1 IT t"*/ A ^ 1 "IT 1— < 1 T / / O ^ ^ I Pi T / / (J ^ ^ 1 ITT 1? ^Vl A 

numu Sapiens nypuineiicai pruiem rLjzzyjj \r l^j aa^dd miviN/\ 


ATA/T 09481 A 
In 1V1 UZH 1 olO 


I — I / A ITT / A C O IT 1 IT t? It \ / IT / A "f" It \ 1 / » O 1 |T 1"*/ A "i" 1 IT p | I/A/8 / I P I 1/7/8/1 ITT t? T\.I A 

numu Sapiens iiypuiiieiieai piuiem rLjzjzoz ^ri^jz ozoz j, intvr>/\ 


ATA/T 094807 
In 1V1 U Z o U 


1 — 1 / A ITT AT i / J »T 1 IT L ' It \ / IT / A ^ It ^ ^ 1 pn 1 "fT'T/A'f 31 "IT I— 4 I I / I A *V / L I I / l A ^ 1 "ITT \ J ^.1 A 

numu Sapiens nypuineiiL/ai pruiem rLjziooj ^ri^jziooj iniviN/\ 


ATA/T 09470^ 

IN 1V1 UZH- / 7J 


U nnin cQnipnc U\mt\thr>t\{*<A 1 it r^tr»i n PT T99800 ^ PT T99800A rviPAJA 

numu sapiens nypuiiieiieai pruiem rLjzzouu ^rijjzzouu j, miviN/\ 


ATA/T 0947^7 
In 1V1 UZ4 / O / 


T— | /mtt/a cQnipnc Tix/tT^tlT r»t w»'i 1 iTr^tr»i n PT T9 1 1 90 ^ PT T9 1 1 90^ itt P Nl A 

numu Sapiens nypuineiiL/di pruiem rLjzi izu ^rLjzi izuj, miviN/*. 


ATA/T 0947^0 
In 1V1 UZH 1 / OU 


PI / a itt / a c oni ah c Itt t it / a "f - It \ i | irvA'f pi tt P I I /T f If 1 (j / P T 11 ZL i 1 0 CJ i itt T? ^vl A 

numu Sapiens nypuineneai pruiem rL^j i^+uu" ^rLj th-uu" j, miviN/\ 


ATA/T 094741 
In 1V1 UZ4 / 1 


PI nmn c ' l it i r» n c lT\/tT^tlTr»ti 1 tTr/~ktr»i n PT T19897 ^ P T T19897^ mT?AJ A 

numu Sapiens nypuineiicai pruiem flj izoz / ^rLj izoz / j, miviN/\ 


ATA/T 094797 

INlvl \jA i -r 1 AD 


I — | / a itt / ^ oQmpnc It \ /■ it / a "f - It ^ i /^ * ci 1 nT'rT'i'PiTi P 1 T97471 / P 1 T97471 i itiT? AT A 

numu Sapiens nypuiiieiieai piuiem r l^jad^-t / 1 yr l^j ad*-t / 1 j, inivi>/». 


ATA/T 09479 O 
1N1VT UZ4 /zu 


1 — 1 / A ITT / A i ' / 1 »T 1 IT O Itt / IT / A 4" It /»n 1 »T 1"*/ A "f" /^ 1 "IT 1-7 1 1 N 1 M / I—* I \ 1 III "ITT A 

numu Sapiens nypuineiiL/ai pruiem rpjzjjTu yrL^jADD miviN/\ 


ATA/T 094^»Q8 


1 — 1 /A YAA /A O 0"IA"l /^lA C 1 Iat r*A iA^" Ia £vd""l 1 ^A 1A IhI ! 1 / l-H 1 S 1 -ill/l/ll "fAA LP IX. A 

nuiiitj isdpiciis nypoinctiL/cii pruiem r l^j i^uh-h- ^jtl^j i jUt-^t iiirvi\ 


ATA/T 094/^09 


1 — 1 /ATAA /A O QtM /^kTA C 1 Iat r*A /A 4" Ia ^+ 1 /"* O I tM*r\4oi IA l-H I 1 / 1 1 I r\. Cj / l-H I 1 / 1 1 I Av iJ 1 "1AA LP IX A 

numu Sapiens nypuineiiL/ai pruiem rLjzTuov ^rpjzTuu" j, miviN/\ 


TsJA/T 094^80 
In 1V1 W Z H- O O j/ 


T— T / a itt / a c 'i it i p-nc It \ it / a i" It ^ 1" i / » ' 1 1 r\m+f»iti PT T1 41 07 ^PT 11 41 07^\ tttT? AT A 

numu sapiens nypuineiieai pruiem r l^j i^-t lkjd ^rLj lh-lvd j, miviN/\ 


ATA/T 094/^87 


Uatyia c'lnifnc nTmnTlip+ir»Ql r^tr»i n PT T9704Q f PT 197 040 ^ mPATA 

numu Sapiens nypuineiiL/di pruiem r l^j zjuhv ^jti^jzjwh-vj, miviN/\ 


TvJA/T 094^48 
In 1V1 UZ^Dt-o 


| — | / A ITT /A C 1 O IT 1 £»TT C Itt TTTi / a 4 It 4 1 /»nl |T |~/ \ f" 1 tt P T 1 / / / / / 1 p I T/////1 ITT I? A 

numu Sapiens nypuineiiL/ai pruiem r l^j aaaaa \r l^jaaaaa)^ miviN/\ 


ATA/T 094/^99 

inivi uz^tozz 


PI i \ itt i \ cemipne 1t\ /iT^f It r»ti ^»'i 1 nrn+pin PT T9 1 QO 1 ^PT T9 1QO^ mT?AT A 

numu Sapiens nyjjUTiieiiCai pruiem rTL/jziyui ^tljzt7UT j, mivLN/\ 


ATA/T 09 4M 1 


| — | / A ITT / A O r T IT 1 A"M C It \ 7 IT / A "i" It "i" 1 I IT 1"*/ A "i" ^ 1 IT Th | 1 1 V (jAx 1 p I 1 1 St O/r 1 |TT I? ^vl A 

numu Sapiens nypuineiiL/ai pruiem flj i i ovo ^rLj 1 1 070 ^, miviN/\ 


ATA/T 094^01 
In 1V1 UZ4J7 1 


I — I / a itt / \ corriPTTC It \ / it / a + It ^« + 1 / » '.i 1 it i"/ \ <" 1 it PT t 1 1 7/1 Q 1 PT I I 1 7/1 Q \ tttT?AJ A 

numu Sapiens nypuiiieiicai piuiem flj 1 1 /^ty ^rpj 1 1 f^y miviN/\ 


TsJA/T 094^1 
1M 1V1 UZH-jOI 


T4 nmn C Qnipnc n\mn+npTir«Ql tTr^toi n PT T990^4 ^ PT T990^4^ rWQ AT A 

numu Sapiens nypuineiiL/di pruiem v l^jaakjd^t k rLjzzujH 1, mivi>i/\ 


TsJA/r 094^40 


1 — 1 /TTTT / \ O /I IT 1 ATT L'' Itt I IT / A 4" It A"^ - -! pn 1 tH^A^OI TT l-H I 1 / | 1 1.1 1 / / L I 1 / 1 1 IJ 1 / 1 ITT 1 S A 

numu Sapiens nypuinent/ai pruiem fi^jzuvi / yrL^jA\jy i / miviN/\ 


NM 024518 


Humu sapiens UL16-binding prutein 3 (ULBP3), mRNA 


ATA/T 094^ 1 ^ 


TLJ /TTTT /T POniOHfl T>TrtT/A+Tia+1/^o1 rxfA+oiti \ /I /T /T ^ /^A A (-k A ^\ tttT?AT A 

nomu sapiens nypuTneiiCai piuiem ivioL^^+OH-r) ^iviLjLx^fo^+c) mi\j>i/\ 


JNJV1 Uz4M)4 


numu sapiens rK clumam containing 14 (rKUM14), mKJNA 


ATA/T 09/1^01 
In 1V1 UZ<40 U 1 


numu sapiens numeu dux u t (nUAiJi miviN/v 


ATA/T OOA89 1 


nomo sapiens peroxisomal long-cnaiii acyi-co/\ inioesteiase ^z./\±^izo > ), mKJN/v 


ATA/f OOAAQO 


nomo sapiens mane enzyme d, JN/\jJr (+j-Qepenaent, mitocnonanai (^VLtoj, 

ttt T? AT A 
III iv IN /a 


TsJA/T 00 1 Q44 


T— T /A ITT /A C 1 T IT 1 IT C /I ACnT / A <T"1 1 IT 7 ( IT ITT IT It 1 (Tl 1 L' T 71 1 1 fTQI*1 C (Ti^TT \ / | ^ CJ ^2 \ TTT 1? ^VT A 

nomo sapiens uesmogiem d ^pempmgus vulgaris aniigenj (jjouj j, miviM/\ 


AJA/r 001Q47 


I— 1 1 \ itt ( \ cQnipnc Hpcm nalpm 9 ^ 1 \ Q 9 ^ mT?AI A 
1±VJ111VJ &apiCllo LlC&lllVJ^lClll Z, ^ LJ kj vJ Z. ^, 111 IN. 1 N 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 117 (HPF9) (ZNFl 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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ATA A C\ 1 < "2 ^2 1 

NJVL KjVDddZ 


TJrttMrt nn«ia«n I/I A A 1 A^Q »a.->»/x4/x-i /T7TA A 1 A^Q\ *xxT>ATA 

nomo sapiens jsjaaiuoo protein (Jviaaiuoo), mKNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


TxTA /*T f\ O 1 7AO 

NM Uzl/Uo 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 

A *v»TD AT A 

d, mKJNA 


JNJV1 Uzl /Uo 


Homo sapiens leukocyte- associated Ig-like receptor 1 (LAIR1), transcript variant 

D, 111 iv IN A 


JNJV1 UUZZo / 


nomo sapiens leuKocyte- associated ig-iiKe receptor i (i^Airvi j, transcript variant 

o m O AT A 
ci, 11 1 1\. 1 N /A 


In 1V1 UUH-H-Z^t 


nomo sapiens C'-tr irdiiscripiioii iacior i \Li, £ -\-r i j, mivrNZ-v 


IN 1V1 UlOOJ^t 


nomo sapiens mairm j) ^ivi/\iivj) miviM/\ 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


jnjvi uuoyzo 


nomo sapiens suriactanx, pulmonary- as sociaiec piotein j\z (or Jr az j, miviN/v 


ATA/T f\C\<A 1 1 
JNJVI UUD^f 1 1 


nomo sapiens sunactani, puimonary-associaieci protein /\i (or JrAJ j, miviN/\ 


ATA/f nO/l/IQO 
IN JV1 UZ4 4yZ 


nomo sapiens aponpoprotem (aj leiaxeQ gene yj\r kji\s\\jk^ mKJN/v 


NM 024491 


Homo sapiens p 1 0-binding protein (BITE), mRNA 


ATA/T HI ^/170 

NJVL U134/Z 


nomo sapiens transcriptional co-activatoi witn rUZ.-Dincimg motii (JAZ) 

CT A 7\ *viT?ATA 
( 1 AA J, mivlN/A 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


JNJVL UUZoZo 


nomo sapiens quiescm (v^oCNoj, mKJNA 


NM 024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (JVLiKJvj, tianscript variant z, mKJNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM UU0761 


Homo sapiens cytochrome P45U, subtamiiy 1 (aromatic compound- inducible), 
P o iy p ep ti ae z (i YrJ /vz ) , iiikn j\ 


ATA/f PiCiCil f\A 

NM UUU1U4 


nomo sapiens cytochrome F4M), subtamiiy l (aioxm-maucible), polypeptide l 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


ATA/T MAA/lOO 

NM UUU4W 


homo sapiens cytochrome F4j»U, sublamily l (aromatic compound- inducible J, 
polypeptide i (t ir jaj j, miviN/v 


NM 024318 


Homo sapiens immunoglobulin- like transcript 8 (ILT8), mRNA 


ATA/T no 1 Qr\A 

NM UzloUo 


nomo sapiens z.iv gene (Z.iy), mKJNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 

W DAT A 

mKJNA 


ata>t r^n^m/^ 
NM UU/U/o 


nomo sapiens nuntmgtm interacting piotem (nirb), mKNA 


ATA /T A1 0^71 
NM Ul OJ / 1 


nomo sapiens amyotrophic lateral sclerosis z (juvenile) chromosome legion, 

„ 0 n^l^o+r, O / AT ClfT) O \ *viT?ATA 

candidate z ^Ai^oZL.rcz mivrs a 


JNJVI 


nomo sapiens amyotropnic lateiai scieiosis z (juvenile; enromosome legion, 
candidate 3 (ALS2CR3), mRNA 


IN JV1 UZjUjO 


nomo sapiens Qyiiem mTermediaie cnam z ^uinaizj, mrviNA 


ATA/f C\11 171 
IN 1VL UZZ 1/1 


nomo sapiens 1 -ceil leuKemia translocation aiteied gene ( jl J Aj, itikjn a 


ATA /f m A1 
JNJVL UlOlZo 


nomo sapiens coat protein gamma-cop (LvJLO i u /), mKJNA 


ATA/f HO 1 OQQ 

JNJVL \JZ lyyy 


nomo sapiens mtegiai memorane protein zi3 i jvizo j, mrciN a 


ATA/T no 1 QQO 

jnjvi uziyyz 


nomo sapiens tnymosm, oeta, identiiied in neurooiastoma cens (i JvioiNrsj, 

AT A 


NM 021994 


Homo sapiens zinc ringer protein 277 (ZNF277), mRNA 


ATA/f nri7i^7 
1N1V1 UU I Zj 1 


nomo sapiens paianeopiastic antigen jviaz (riNJviAZj, miviNA 


NM 021972 


Homo sapiens sphingosine kinase l (SPHKl), mRNA 


ATA/f no 1 Q"7A 
JNJVI UZ 1 y / O 


nomo sapiens letmoid .a. receptoi, oeta ^rwvixr5 miviNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST 14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 



397 



(400/104) 



NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


IN IVL UZ 1 y OO 


nomo sapiens i-ceii leuKeniia/iympnonia ia ( il-1-^iaj, mKJNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


TvTA A C\ 1 O 1 Q O 

JN1V1 UlZloZ 


nomo sapiens ioiKiieaci Dox ui (rU^rSl), mKJNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


X T \ A AO 1 nc c 


Homo sapiens guanine nucleotide binding protein (Cj protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


JNM UzlbOV 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 1 
(PPP1R11), mRNA 


JNM (JZ19M 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 
mRNA 


X T \ A AO 1 C\/Z A 

JNM (JziyoU 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2 -related) (MCL1), 

mKJN A 


TvTA/f AO 1 O^O 

JNIVL VZiyjZ 


riomo sapiens bLAV (emoryonic letnai, aonormai vision, Drosopniia)-iiKe 4 (riu 
antigen D) (ELAVL4), mRNA 


ATA A A0 1Q/1O 

JNIVL UZ 1V4V 


riomo sapiens AlFase, La i i transporting, plasma membrane 5 (/ViFZrSj), 
mRNA 


TvTAyT AO 1 

JN JVL UZ 1 yj j 


riomo sapiens ioiKiieaci Dox ivii (ru^iviij, mrvJN/\ 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


JNM UU4ooo 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(A 1 1-like Z) (ArriAi), mKJNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mKJNA 


TvTA/f AAOO^'S 

JNM UKJZZjj 


riomo sapiens Kinase insert domain receptor (a type ill receptor tyrosine Kinase) 

( IV LJ IN. J , rnKJNA 


JNIVL UUZl /o 


riomo sapiens liisunn-iiKe growtn iactoi Dincnng protein o (lUrDroj, miviNA 


JNJV1 UU J ojU 


riomo sapiens succmate-LOA ugase, AUr-ioiiiimg, oeta suDumt (oULLAzj, 

111 lv 1>J /A 


rNivi uujouz 


nomo sapiens myosin, neavy poiypepiiue ij, sKeieiai muscie ^ivi i ni s>), mrviNA 


In 1V1 UUO7JO 


noiiio sapiens zuii niigei pioxem 10 ^rvi^/^v yj ^z^iNr ioj, iiirviN/\ 


1M1V1 UUOOjZ 


nomo sapiens tousieu-iiKe Kinase z ^ii^jvzj, mrvi>/\ 


IN 1V1 UZIZZ7 


nomo sapiens nexnn h- ^in iinh-j, iiirviNy-v 


IN 1V1 Ul J / lO 


nomo sapiens i>/\j-^rn oxiciase j ^inv^^vo j, iiiin. in /a 


1N1V1 UlZ)UUo 


nomo sapiens goigiii-o/ ^iviaauo ' d nirviN/A 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


JNIVL UU J llO 


nomo sapiens sperm associateQ antigen 4 (orAu4), mKJNA 


IN IVL U 1 O / Z4 


nomo sapiens mterieuKin zu ^ii^zu ), miviN a 


1N1V1 U 1 ylloj 


nomo sapiens nypotneticai piotein (ri^jiuzo/j, mKJNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


TvTA/T AO 1 HQ7 

JNIVl uziuy/ 


nomo sapiens solute earner iamiiy o (sociium/caicium exenanger), member 1 

(oLLoAJ J, mKJNA 


TvTA/T fl9 1 1 H9 
1N1V1 UZ1 1 UZ 


nomo sapiens serine piotease mnioitor, rvunitz type, z ^okijn iz), miviNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


TvTA/f AO 1 AQ< 

JNIVL K)ZiK)yj 


nomo sapiens solute earner iamiiy j (soaium-aepenaent vitamin transporter), 
member 6 (SLC5A6), mRNA 


TsJA/T AO 1 A^7A 

JNIVL UZIU/O 


nomo sapiens neuiotiiament, lie avy polypeptide (ZUUKU) ^JNr^rn), mKJNA 


IN IVL UU 1 / jl 


nomo sapiens cystemyi-tKJN a syntnetase ^i^aivo j, mKJN a 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating l (hepatocyte growth factor-like) 
(MSTl), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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JNJVL K)ij>jyZ 


Homo sapiens neuraL proliferation, diiterentiation and controL, i (NFJJUij, 
mRNA 


JNJVL UZU4oZ 


riomo sapiens activator ot UKiiJVL m testis (AA^ 1 ), mKJNA 


JNJVL U14M)y 


Homo sapiens kraken-like (BK126B4. 1), mRNA 


JNJVL UUMJZ 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


JNJVL UlooVo 


riomo sapiens calcium cnannei, voitage-ciepenaent, alpna i kj suounit 
(CACNA1G), mRNA 


JNJVL UUjJzy 


Homo sapiens nyaiuronan syntnase 5 (riAoJj, mKMA 


NM 015193 


Homo sapiens activity-regulated cyto skeleton- associated protein (ARC), mRNA 


NM UlozUJ 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


JNJVL UUUoz/ 


Homo sapiens latent trans tormmg growth tactor beta binding protein 1 (LlrJrl), 

W DAT A 

mKJNA 


JNJVL UUz4j4 


Homo sapiens j-metnyitetianydioioiate-nomocysteme metiiyitiansieiase 
reductase ^jvlikjvj, Tianscript variant i, mrviN/\ 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
{/\di i j, m iv in /\ 


IN JVL UZ4U 1 0 


Homo sapiens nomeo dox do (HUJ\.r>oj, mrviN/\ 


A.TA/T C\1AC\ 1 ^ 
IN JVL UZ4U 1 J 


Homo sapiens nomeo dox jl>4 (jujad^j, itijkin/\ 


IN JVL UOZZ/ 


Homo sapiens ivi/v/vuy^o protein ^inj^va^UzOo j, mrvJN/\ 


IN JVL UZ44JU 


1— — 1 S~\ 4'X-^ ^ 4^ 4 4-^ 4^ 1 4 4-% /— > j-^i /— > 4^4 4-^ /^V -4- 1^ -4* /"X 4-^ 4 4-^ /— V 4^ 1^ s~\ 4^ 4~\ "X" /^t /~V 4 4-^ 4- /^V 4*<~\ /-"W -4-4 4^ j^*- 1 "X 4* /^X 4- y^V 4 4^* J 

Homo sapiens pro line- serine -tm eonme pnospnatase interacting protein z 
(PSTPIP2), mRNA 


IN JVL UUJOoo 


Homo sapiens cuiun ^fr> l u l^^d j, niiviN /\ 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


JNJVL U144JZ 


Homo sapiens mteneuKin zu receptor, alpna (iLZUK/vj, mKJNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


TVTA A Am AO 1 

NM (JloUzl 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


JNM (JUzloo 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant l , mRNA 


NM 022873 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


NM Uzzo/z 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM KJyJZZ J 1 


Homo sapiens Rangai 1 (suppression ot tumongenicity o, prostate, UDoZ antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NM_(Jzz877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


JNJVL (JzZs/o 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
valiant d, m K IN A 


JNJVL Uzzo/j 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


"VTA A fl1 HA 1 1 

JNJVL Ul /41 1 


Homo sapiens survival 01 motor neuron z, centromeric (pJVLJNZj, transcript 
variant d, mRNA 


JNJVL UID4/4 


Homo sapiens Lnstone cleacetyLase j (HJJACj), mKJNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


JNJVL (JUJ474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(A1JA1VL1Z), transcript vanant l, mKJNA 


NM 000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
a, mKJNA 


JNJVL UZZo /4 


riomo sapiens suwival 01 motor neuron 1, teLomenc (MVLJN ij, transcript variant 
b, mRNA 


JNJVL UUo4UU 


Homo sapiens ciynactm Z (pMI) (JJC1JNZ), mKJNA 


NM_02 1 969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


JNJVL (J219o/ 


Homo sapiens smaLL J^JJKK-ncLi lac tor 1 A (teLomenc) (bJ^Kr 1A), mKJNA 


NM001515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
(CjlrzHz), mKJNA 


NM_00395 1 


Homo sapiens solute earner lamily 25 (mitochondnal carrier, bram), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitocLionclnai protein, mKJNA 


JNJVL UU4jJo 


I 1 x -a>xa . v i i j- _ x -« y^-*'^ * — i L-k a x 1 y—x ^ -i -^h*j— x 1 1 / \ 1 3 ,--x /x y - x -4- y~^ y~x -x -4- y x « -rf -x -« -«^x y - v- I / 1 J I 1 J f 1 \ 1 J 1 f\ 

Homo sapiens DacuLoviral 1AF lep eat- containing i (rSlKUl), mKJNA 


ata a r\r\f\iA£. 
JNJVL UUUJ4o 


Homo sapiens oKY (sex determining region Y;-box y (campomeLic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


TvTAyf Mm /I AT 

JNJVL UU J o4 j 


J 1 yx -A^y^ y— x * — 1 j -v /x ix y~~1 -E- y x < 4 ■ r y x x -fl J # ,-^x / — v -^^X ■ ■ ■ r « -x "X. 1 — X f\ 1 -4 yx- /A t~t -v -» ^ — x ^X v r 1 r X -<^x y^w- 1 -x y~x -4 -■• -x II / 1 i f\ M \ / 1 1 \ 

Homo sapiens tatty- acid-Uoenzyme A ligase, very long-cnam l (J'ALVLJJ, 

*v^T?A.T A 
mKJNA 


IN 1VL U Z 4 4 U y 


Homo sapiens natnuietic peptide piecursor \^ (jnj^J:^lj, mKiNA 


IN 1VL UZ44 1 U 


Homo sapiens outer dense iioie 01 sperm tans i (^uur i j, itikjna 


JNJVL UU41oU 


Homo sapiens iK/vr iamny memoer- associated in rJ5x.r> activator ^ iainjvj, 

111 lv 1>J /a 


IN 1V1 UZHOOZ 


nuniu sapiens co.i.rv ^i^o.i/\j, iiiivi n /a 


1M1V1 UZHOZH- 


nonio sapiens iiypoLiicLicai pioieiii ivioL/ 1 izj>o ^ivivjv^i izjo j, niivi>j/\ 


TsJlVt 09 1 ^ 


nomo sapiens nypoinencai proiem ivio^h-i / d \\\i\jk^ £ -\- i /w)^, mrvi>/\ 


XTA/T 094^ 1 1 
IN 1V1 UZHO 1 1 


nomo sapiens nypoxneticai proxem c. i ^ i j, in i\ in /a 


TsJA/t 09<d^OQ 


nomo sapiens nypouieiicai proxem iviuv^H-zoy ^ivivji^H-zoyj, mivi>/\ 


AJA/T 094^ OA 
IN 1V1 UZ^tjUO 


noiiio sapiens iany acici iiycuoxyiase ^r/\/\nj, mrviN/\ 


TsJA/t 09zL^OO 
IN 1V1 UZHOUU 


nomo sapiens nypotneiicai proxem ivioL/Zz i / ^mul,zz i / ^, 111 iv im /a 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


AJA/f 09A9QA 
IN JV1 UZ4Z!74 


nomo sapiens nypotneiicai protein iviOv^^foi^f ^iviOv^^+oi^+j, misJNA 


TsJA/L 0949Q9 

IN 1V1 l/ZH-Z "Z, 


nOIIlO adpieilS UUlCJUlllll-lLive J> ^UJjJ^O ^, Illlvi>l.rv 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
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tianscnpt vanant z, mKJN/Y 


NM 001470 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
tianscnpt vanant l, mKJN/V 


JNJVL UUlojo 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 


JNJVL U1jU/1 


Homo sapiens GTPase regulator associated with the focal adhesion kinase 
pp i zo^r/\jvj, jvi/\/\uoz i piotein ^IvI/V/aAJOZI J, 111 in. IN /\ 


TvTA/T nn7^9Q 
JNIVI UU 1 DLry 


nomo sapiens aeiexeQ m malignant Dram Tumors i (uivio 1 1 j, transcnpt vanant 

9 mt?TsJA 
Z, 11 1 1\ In /\ 


TsJA/T 01100 A 
InIVI UZjUUH 


fiuiiiu sapiens nogo receptor ^.lnvjovjivj, mivrN/\ 


TsJA/T 00^^71 
1M1V1 / 1 


nomo sapiens metnyiuaiisieiase-iiKe i ^ivii_/i ii^ij, tianscript vanant i, miviM/\ 


In 1V1 UZO U J) J) 


n oiiio sapiens metnyitransierase-iiKe i ^ivij_/1 ii^ij, tianscript vanant j), iiiiv in /a 


IN 1V1 UZj UjZ 


nomo sapiens metnyitransieiase-iiKe i ^ivtij/i ii^tj, transcript vanant z, miviM/\ 


1M 1V1 U 1 H-Z o " 


nomo sapiens caipam o inoj, ii i iv i \i r\ 


TsJA/T fl9^Pl£Q 


nomo sapiens caipam iu im iuj, transcript vanant /, miviM/\ 


TsJA/f 09^088 


riUIIlO ISapiCIlS L/dipdlll IU ^^.rv^rN IlclIlSL/ripi VcHldllL U ? IHIVLNjrv 


TsJA/T 09^027 
1N1V1 UZjUO / 


nomo sapiens caipam iu im iuj, tianscnpt vanant z), mtvi>Ji-v 


NM 023086 


Homo sapiens calpain 10 (CAPNIO), transcript variant 4, mRNA 


JNIVI UZjUoj 


nomo sapiens caipam iu (L^/VriN iuj, transcript vanant mrviN/v 


NM 023084 


Homo sapiens calpain 10 (CAPNIO), transcript variant 2, mRNA 


NM 023083 


Homo sapiens calpain 10 (CAPNIO), transcript variant 1, mRNA 


NM 021251 


Homo sapiens calpain 10 (CAPNIO), transcript variant 8, mRNA 


NM 005083 


TT * T I ~l 1 1 ^ • 1 1 , • 1 • (? j_ 11 1 * j 

Homo sapiens U2 small nuclear nbonucleoprotem auxiliary factor, small subumt 
1 (U2AF1RS1), mRNA 


NM_02303 1 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

J T\jC ' jCjC J T 1 TT J ' 1 \ ST^ T^r* ^ \ al a 

syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
vanant /, m K in a 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
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keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_02297 1 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pieiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM 022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, rieilier syndrome, Jackson- Weiss syndrome) (burKz), transcript 
variant 2, mRNA 


NJV1_(J1585U 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


TVTA A ATI 111 

JNJVL 023111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM 023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023 1 09 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1 , mRNA 


\ T » r A'T) 1 AO 

NM_023l08 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


TVTA If 1 A 1 

NM 000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, rieilier syndrome, Jackson- Weiss syndrome) (rurRz), transcript 
variant 1 , mRNA 


txt a a no 'Jim 
JNJVL 02J107 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


TVTA A A'T) 1 {\f 

NJVL 023106 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
rieilier synaiome) (lurKij, tiansciipt van ant 4, mivJN/V 


JNJVL OzoIOj 


rlomo sapiens iibro blast growtn factor receptor l (rms-relateci tyrosine Kinase z, 
rieilier syiiQiomej (rurKi j, transcnpi vanant mrvrM/\ 


NM_000604 


Homo sapiens fibroblast growth factor receptor l (fms-related tyrosine kinase 2, 
rieniei synuiomej (rurKi j, iranscnpt variant 1, miviN/v 


IN IV1 VZ^-yJ 1 o 


riomo sapiens Dutyropniun, suoiamuy z, memoer Aj ^oiinz/vj j, miviN/v 


IN IVL U 1 / 0 1 4 


riomo sapiens Detame-nomocysteme metnyitiansieiase z (rsriiviizj, mrvrM/v 


IN IVL 


riomo sapiens rSiiiNr!/ protein (or^iNrij, miviN/\ 


IN IVL UUUJDl 


riomo sapiens steroiQ suitatase (microsomal^, aryisuitatase L., isozyme o (oio), 

III fXi >J /A 


AJIVL 094105 

IN 1V1 WZ/T- 1 W.J 


riVJlllVJ odLllC/llo 11 Y LIVJ LllCLlL/dl IJ1LJLC111 IVIVJV^J 1 JU I IVlVJv/J 1 JU 1, 111 IV 1 > J\ 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM (Jz4(Joz 


Homo sapjens transmembrane gamma-carboxygLutamic acid protein 5 (lMuj), 
mKNA 


JNJVL UZ4Uol 


nomo sapiens transmembrane gamma-caruoxyglutamic acid protein 4(1 1VL04J, 

1TXK1N A 


IN IVl uz4u /y 


nomo sapiens nypoineticai protein ivlol^zo4u simnai to a putative 

glUOOSy lllallSlClaSe ^IVIVJ^ZOH-U^, IlllVlN/\ 


In iVl UZ^+U / o 


nomo sapiens nypoxnexicai proxem ivivj^jioz ^ivio^jiozj, hi rvi n /\ 


1M1V1 UZH-U/Z) 


nomo sapiens ldin u j proxem ^lein u j in ix in /\ 


TsJlVl 09A07^ 
In IVl UZH-U / J) 


nomo sapiens nypoxnexieai proxem ivio^zo / j ^ivivj^zo / jj, miviN/\ 


TsJA/T 09AO^O 


nomo sapiens nypoxnexiL/ai proxem iviov^jjvj) ^iviov^jjvz) miviN/\ 


TsJA/1 C\lAC\^f\ 
In IVl UZ^+Uj O 


nomo sapiens nypoxnexiL/ai proiem ivioi^oz) /o ^ivivj^ jj /oj, miviN/\ 


TsJA/T 09A0^4 
In IVl U Z U Z) 


nomo sapiens nypoxnexicai proxem ivivjuzozi ^ivio^zozi miviN/v 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


XTN/T 09A0A7 
IN IVl UZ4U4 / 


nomo sapiens nypotneticai protein ivlolouj) / ^ivioL. jUj / j, miviN/\ 


XTN/T 09A0A4 
In IVl UZ4U44 


nomo sapiens nypotneticai protein ivloloi /o ^ivioi^oi /oj, miviN/\ 


AJA./T 09/10/1^ 
In IVl UZ4Ut , j 


nomo sapiens nypotneticai piotem jvlol^oiuj ^jvl\jl^j1U1 j, mjviN/\ 


ATN/T 09/10^^ 
In IVl UZ41O0 


nomo sapiens nypotneticai protein ivioco 1 1 d yN\\j\^D i i^j, miviN/v 


"NTA/T 09/10^/1 
IN IVl UZ4lo4 


nomo sapiens nypotneticai piotem iviOL^jizy simnai to gangnosiQe-niQuceQ 
cniiei enxxaxion-associaxecx proxem ^ivioi^o izyj, rQiviN/\ 


In IVl UZ4UU" 


nomo sapiens gap juncxion proxem, uexa j), j i ku ^connexm d l j dj ^, in inin /a 


TsJA/T 09401^ 
In IVl UZ^fU 1 J 


nomo sapiens mxeneron, aipna i ^iFiNy-vi )^ miviM/A. 


TsJlVL 000^9 1 
In IVl UUUJZ1 


nomo sapiens nexosaimmciase d v Deia poiypepxiue^ \lili,jvd miviN.rv 


TsJA/T 000^90 
In IVl KJ V \J D Z U 


nomo sapiens nexosamimciase /\ v aipna [joiypepxiciej ^jicaa j, hi ivi n /a 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


InIVI UUjooj 


nomo sapiens nistone Qeacetyiase d ^nu/v^j j, miviN/v 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


JNJVL UUJ4^Z 


nomo sapiens giowtn ciiiterentiation tactor i (our ij, mKN/V 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_UU5U89 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
2 (U2AF1RS2), mRNA 


NM 004Z85 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase) 
(H6PD), mRNA 


"A.TA /I AAT1 1 A 

NM_(J(J7zlO 


Homo sapiens UDP-N- acetyl- alp ha-D-galactos amine polypeptide N- 
acetylgalactosammyltiansierase o (OalNAc-loj (uALlN lo), mKNA 


TvTA/T nm'7'7/1 

JNJVL Ulo / /4 


nomo sapiens UUr-N -acetyl- alp na-u-gaiactosamme.poi3^peptiae N- 
acetylgalactosammyltiansierase 4 (oaiiN/\c-i4j ^oai^in i4j, miviNA 


NM_020474 


Homo sapiens UDP-N- acetyl- alpha-D-galactos amine polypeptide N- 
acetylgalactosammyltiansierase i ^oaiiN/vc-i i j ^o/vlin i i j, mtviN/A 


NM 015507 


Homo sapiens EGF- like -domain, multiple 6 (EGFL6), mRNA 


JNJVL UU4V4Z 


nomo sapiens aeiensin, Deta z (^UiirJ3Zj, mKJNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM (JUz4 74 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant SMI, mRNA 


\i \ 4 ATO OTA 

NM OZZq/O 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant bJV13, mKNA 


NJVL U2Zo44 


homo sapiens myosin, neavy polypeptide 1 1, smootn muscle (MYnJ l ), 

11 dllSCl ip I Veil lclllL olvlZ , IlllViN f\ 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243), mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


AJA A C\ 1 O 1 AA 

JNJVL uiyiuu 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


NM (Jzjy48 


Homo sapiens hypothetical protein Al H U5335o_CL);S.3 (Ar(J5ii5o_CUSJ), 

mJvJNA 


JNJVL UZZloo 


nomo sapiens kj protein-coupled receptor, iamiiy group j, member 
(ur rvLOi^j, trans crrpx variant i, mrviNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(ur kl jl j, transcript variant z, mrviNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


JNJVL UUU/Uo 


riomo sapiens argmme vasopressin leceptoi i A (AvrKJ aj, mKN/Y 


NM 021923 


Homo sapiens fibroblast growth factor receptor- like 1 (FGFRL1), mRNA 


JNM UUzUll 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_Uzz963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 

OAT A 

m K IN A 


NM 022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
clwai 11 sm ) ( r ur ) , n anscnpt vai lant z , mKJN A 


NM 000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
ciwaiiismj (rOrrCjj, transcript variant 1, mtCNA 


NM 022336 


Homo sapiens ectodysplasin 1 , anhidrotic receptor (EDAR), mRNA 


NM (Jloo54 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(CjFKCMJ), mKNA 


NJVL UUZj^4 


riomo sapiens z,j -oligoaaenylate syntnetase l (4U-4o kl>) (UAolj, transcript 
vai lant i o, mrviN a 


A.TAyr n 1 1 A 
JNJVL U loo 10 


riomo sapiens z ,j -ongoaaenyiate syntnetase i ^u-4o kuj (uaoJ transcript 
variant El 8, mRNA 


IN 1V1 U 1 U 1 


nomo sapiens uuic|uitm carrier protein (r^z-r^rr j, mrviNA 


TvTA/f AAri^Q< 

NJVL UUUjVj 


nomo sapiens lympnotoxm aipna (iNr supertamiiy, memoer i) (LJ aj, mKNA 


AJA/T C\f\HC\A(\ 
JNIVI UU/U4U 


nomo sapiens cJd-j DKua-associateQ piotem j (DJJD-Arj ^, miciNA 


JNJV1 UUIZjZ 


nomo sapiens caisequestnn z (^caiQiac musciej ^l^aoi^zj, mrviNA 


JNJVL UU1ZJ1 


nomo sapiens caisequestnii i (last-twitcn, skeletal musciej (LAo^i j, nuclear 
gene encoding iiiitociionQriai protein, n 1 iv im /\ 


TsJlVT nn^Q?^ 

1M1V1 UUJ^/ZJ) 


noiiio sapiens metnyi-i^pu Diiicimg cioiiiaiii protein h- ^ivirji^H-^, iiirviN/^ 


aja/t Ofl9fKQ 
1M1V1 UUZUJjV 


nomo sapiens giowui iioinioiie z ^unz transcript vaiiaiii i, iiuvim/\ 


IN1V1 UZZjjO 


nomo sapiens growtn normone z (unz j, tiansciipt variant j>, mrviN/v 


INIVI UZZDZ) / 


nomo sapiens growtn normone z (unzj, tidiiscript variant z, mrviN/v 


rN 1V1 UZZJ 3 o 


nomo sapiens growtn normone z ^onzj, transcript variant h-, iii ix in r\ 


TsJA/T 099^9 
1M1V1 UZZZ)OZ 


nomo sapiens giowtn normone i ^oni j, transcript vanaiit z), nirviM/\ 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


AJA/T H99^^n 
1N1V1 UZZDOU 


nomo sapiens giowtn normone i (oni j, transcript variant ^, mrviNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


"VTA/T AAA^K 

N1V1 UUUjJj 


nomo sapiens giowtn normone i ^oni), transcript variant i, mKJNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_(Jzz718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mKJN A 


TsJA/T H99zLAQ 


nomo sapiens matrix metalloproteinase zd ^iviivir zz> ), transcript variant i , 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane -inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM VVZ4ZZ 


Homo sapiens matrix metaLLoprotemase 5 (stromelysin 1, progelatmase) 
(MMP3), mRNA 


NM 1)10941 


Homo sapiens matrix metalloproteinase 16 (membrane -inserted) (MMP16), 
transcript variant 1 , mRNA 


NJVL (Jzzo 64 


Homo sapiens matrix metalloproteinase 16 (membrane -inserted) (MMP16), 
transcript variant 2, mRNA 


JNJVL UUZ4Z1 


Homo sapiens matrix metalloproteinase l (interstitial collagenasej (MMr l), 
mRNA 


jnjvl uu4yyj 


Homo sapiens matrix metalloproteinase 14 (memDrane-msertecij (ivuvir I4j, 
mRNA 


JNJVL VVZ4Z 1 


Homo sapiens matrix metalloproteinase 1 3 (coiiagenase d) (JViivLr ij), mKJN/v 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


JNJVL UZZ/yZ 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


JNJVL Uzz/yi 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


JNJVL Uzz/yU 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


"n.ta a r\f\^ /ion 
JNJVL (JUz4zy 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mKJN A 


NM 004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMrZ), mKJNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type iv coiiagenase) (iviiVLry), mKiNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NJVL UUZ424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 

ITlKJN/V 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane -inserted) (MMP15), 

mKJN/V 


NM 002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM UZZ8U4 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NM_UU5o/5 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


\T \ 4 AA'JAAl 

NM_(J(J3(J97 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1 , mRNA 


NM OzzoOo 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


ma a nooom 
NM vZZ&k) / 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcri]3t variant 4, mRNA 


NM (JzzoUo 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


IN JV1 UZZ / 1 / 


nomo sapiens u i-sn±viNr umumg piotem nomoiog { /vku) yu lorsirviNr r>r j, 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein- coup led 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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EN1VE UZZ7/0 


nomo sapiens small el in. iv-ricn i etc iui 1x3 ^ceiiii oinei ic j ^ o el ivr i d j, in is. in /a 


TsJA/T fl9^QzL7 


nomo Sapiens nypotneiicai protein ivto^o zj)^ ^iveoi^oz.jh-j, iniviN/A. 


TvJA/T 09^049 
rNlVl UZ.j;7H-Z 


nomo Sapiens nypoineticai protein ivio^oloo ^ivivji^olooj, mi\jN/\ 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


EN1V1 / 1 


nomo sapiens giucosamine-o-pnospnate isomeiase ^oinkij, mKJNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


JNJVL UU4U/0 


Homo sapiens crystalLm, beta t>3 (CKYJ3J33), mKJNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


JNM (JlziZV 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_UU7(Jzu 


Homo sapiens U 1-snKNr binding protein nomolog (70kD) (U lbNKNrBF), 
transcript variant 1, mKJNA 


JNJVL UUo4oj 


riomo sapiens dead ringer (Urosopniiaj-iike z (origin and dead nngerj (UK1LZJ, 

lllrviN J\ 


INIVl uuuu 1 J 


nomo sapiens rM-acetyiiransierase z ^aryiamme iN-aceTyitransierasej ^inaizj, 
mRNA 


inivl uuu^+yo 


nomo sapiens crystaiim, ueta r>z (L^rvi rsrszj, rnrvrNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


JNJVL UZJUoU 


riomo sapiens nypotneticai piotem rLJzuvoV (ri^jzuyovj, mKJN a 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


XTA A fiO 1 OAC 

JNM (JziyUj 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM (Jz(J554 


Homo sapiens 1-cell leukemia/lympnoma 6 (1CL6), transcript variant ICLodl, 
mRNA 


JNM UZUjjJ 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


JNM_Uz055z 


Homo sapiens 1-cell leukemia/lympnoma 6 (ICko), transcript variant ICLobl, 
mRNA 


JNM UZUddk) 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mKJNA 


JNJVL UlZ4oo 


Homo sapiens l-cell leukemia/ lympnoma o (lUkoJ, transcript variant iLvkoal, 

111 K IN J\ 


AJAyT n 1 A A 1 Q 
IN 1VL U 1 1 0 


nomo sapiens i-cen leuKemia/iympnoma o ^il^i^oj, transcript variant iL^i^oaz, 

111 In. IN r\ 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


JN1V1 UlO / ZV 


riomo sapiens ioiate receptoi i (aauitj (rL^Livi j, tiaiisciipt variant 4, mrviNA 


JN1V1 UlO / Zj 


nomo sapiens ioiate receptor i (aciuitj ^r^ji^ivi j, tianscript van ant i, mKJNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


JNJVL UlOUZj 


nomo sapiens d_ri-oi protein (UKbv ij, mKJNA 


N MO 044 06 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 

1 ™T?AJA 
1, mKJNA 


JNJVL \J\J\J ly / 


nomo sapiens nyuioxysteioiu (i /-Detaj aenyciiogenase d (JioUJ /ds>), mrviNA 


JNJVL UU1ZZU 


nomo sapiens caicium/caimoQuiin-QepenQent protein Kinase ^L^aivi Kinase^ 11 

UClcl ^ V_ /A 1V1 IV Z D J, II 1 IN. IN /A 


EN EVE U 1 7U / 1 


nomo sapiens mmuitor 01 growtn iamiiy, memoer d ^iinoj) mr\JN/\ 


TsJA/T fl 1 A7^ 1 
In 1V1 UlO/Jl 


nomo sapEens loiaie lecepEoi i ^dciun^ ^r^r^EvE EEdEiscEEpE vdEidEEE o, eeeevin/\ 


NM 09^018 


T— Tr\Tnr\ esmpne Vi\/T\r\ELip , Eir*5 : i1 wntfin T^T I 1 ^Os9 1 1 ^Os9^ tnT?^T A 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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m iv in /\ 


1>J 1V1 U 1 OZ) 1 J) 


nomo Sapiens lVl/\JV-r Cld-TCCl KlHd.SC ^JN^Lrv/\U!7 IlllvlN/-V 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


jnjvi ui^fooo 


nomo sapiens reiaieQ to xne in Terminus 01 ire ^kin ikc/J, itikin/y 


JNJVL UU004U 


nomo sapiens ivii^i^ sepim-LiKe tusion (ivior mKJN a 


JNJVL uuou /u 


nomo sapiens i iviv-Tuseci gene ( iroj, m k in /a 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


JN1VL k)k)K)Zy / 


riomo sapiens poLycystic Kidney disease z (autosomaL dommantj \ Y JvJJzj, 
mRNA 


JN JVL U 1 o j U / 


riomo sapiens paired related nomeooox piotem (rrvy^z), mKJNA. 


JNJV1 UUJy24 


Homo sapiens paired mesoderm homeobox 2b (PJVLX2B), mRNA 


JNJVL UUoyUz 


riomo sapiens paired mesoderm nomeo box 1 (rJVLXl), transcript variant pmx- 
ia, mrviN/v 


NM 022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 

1 D, 1T1 K. IN /\ 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


\TA /T AAAOI C 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM (Jzzoo4 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 2, 
mKJN A 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1 , mitochondrial 
(liC rioij, nuc ieai gene encoding mitocnondiiai protein, mKJN A 


JNJVL UZZojZ 


Homo sapiens duaL specilicity pnospnatase o \}J Ubr oj, transcript variant z, 
mRNA 


JNJVL UU441V 


Homo sapiens duaL specilicity pnospnatase j (JJUorjj, mKJN A 


NM 004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 

ITlKJN A 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


JNM (J(J49ol 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 1, mRNA 


JNM (Jzl99U 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 4, mRNA 


TVTA /I" AO 1 AO! 

JNM (Jzl9o7 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(LrAl3Kii), tianscnpt variant J, mKJN A 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 

A 1 "J | 7 \ J M V -AAV 1 ^-W AA-A A A _ T AA-A ^"V -AAV -A- -A A l ) T A 

(LrAJDKrj/), transcript variant z, mKJN A 


JNJVL UU4UVU 


riomo sapiens duaL specilicity pnospnatase 3 (vaccinia virus pnospnatase Vrll- 
leLated; (L/Uor jj, itikina 


JNJVL UUJ J70 


riomo sapiens enoyi Loenzyme a iiyQiatase i, peioxisomai (ctnj j, mKiNA 


JNJVL UU 1V40 


riomo sapiens duaL specilicity pnospnatase o (UUoroj, transcript variant 1, 
mRNA 


JNJVL uui^oz 


nomo sapiens r^zr Transcription iactor o yr^zro), mKiNA 


JNJVL \j\)Yyj>\) 


riomo sapiens nzr transcnption iactor 4, piu //puu-Dinding yrLZr^), itikina 


IN 1VL UU 1 Z7*\y 


nomo sapiens r^zr Transcription iactoi d yr^zr d ) mKiNA, complete cqs 


JNJVL KjvjjZZj 


nomo sapiens tizr Transcnption iactor i ynzr 1 itikina 


jnjvi uzzy / / 


nomo sapiens iaiiy-aciQ-v^oenzyme a ngase, long-cnam 4 (rALL4j, transcript 

a/citi Qui" TnT?"^TA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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tvta a m inn 

NM Uliyil 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


X T \ A AO 1(1 1 1 

NM UZiyii 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


\T1V J" AAAOI A 

NM (JUUol4 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 3 
(UAoKrJJ), transcript variant 1, mKJNA 


NM_000812 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 1 

f C*l A U D U 1 \ *vi O XT A 

(LjAdKd 1 J, m K IN A 


NM_022650 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 1 
(KASAl), transcript variant z, mRNA 


JNJVL UvjZjy 


riomo sapiens intercellular aunesion molecule j, teiencepnaim (iL Aivijj, mKJNA 


JNJVL Uzz3 / / 


riomo sapiens mterceLLuLar adnesion moLecule 4, Lanastemer- Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


JNJVL UU1:>44 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


AJA/T fifiO 1 /^O 

JN1VL UUZloZ 


Homo sapiens intercellular aariesion molecule 5 (lUAivijj, mrCJNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


x i » i ATT) AO 

NM_Uzz3U8 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NJVL 0zz307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NJVL Uzz581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NJVL (Jzzjou 


Homo sapiens chorionic somatomammotropin hormone -like 1 (CSHL1), 
transcript variant 4, mRNA 


"XT A A ATOCTA 

NJVL Uzz579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


"ATA T ATlf 

NJVL (Jzz57o 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


XTA 4 AA 1 "5 1 O 

NM_UU13 18 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1 , mRNA 


A.TA A ATI/C/1^ 

NJVL (Jzzo4o 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NJVL 022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


X.TA A Pi^^CAA 

NJVL Uzzo44 


Homo sapiens chorionic somatomammotropin hormone z (CbHz), transcript 
variant 2, mRNA 


Mil 4 AO AAA 1 

NM_Uz0991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1 , mRNA 


A.TA A AOO/C/IO 

NJVL Uzzo4z 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


XTA ^ AOO/^/1 1 

NJVL Uzzo41 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


A.TA A AOO/C/1A 

NJVL (Jzzo4u 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 


NM_UU13 17 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
on i irdnscripi varidni i, miv in i\ 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (JVIAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (JVIAL), transcript variant c, 
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mRNA 


JNJVL UZz4oo 


Homo sapiens mal, T-cell differentiation protein (JVtAL), transcript variant b, 
mRNA 


JNJV1 UU1 fy\) 


nomo sapiens ceil envision cycle ZjL^ ^cdczjCJ, tiansciipt variant i, itikjna 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


"XT A A AO 1 1 /I 1 

NJVL021 141 


Homo sapiens X-ray repair complementing detective repair m Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


jnjvl uzzrou 


Homo sapiens X-ray repair complementing detective repair m Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 


NM_(Jzz4(Jo 


i t , • , w • „ i . • ^ , i _ r» „ • • ^ i • , ^ i , 

Homo sapiens X-ray repair complementing detective repair m Chinese hamster 
cells 4 (XKCC4), transcript variant Z, mKJNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

Cells J (AKLL j J, m K IN A 


JNM UUJ4U1 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cens yj^is^K^K^^), tiansciipt variant i, ihkina 


INJVl UZZ410 


riomo sapiens a transponei piotem o (,^t -5 j, transcript variant z, mKJNA 


INJVl UlOlVZ 


riomo sapiens transmemDrane protein witn rsor-iiKe and two toiiistatm-iiKe 
cionidiiis z ^ iivijj/rrz mrviM/\ 


1N1V1 UUO / OO 


nomo sapiens uroiensm z i oz ^i, rrdnscnpi variani z, mrviM/\ 


IN 1V1 UZ 1 77J 


nomo sapiens uroxeiisiii z lozj, liciiisci rpi van din i, mrvi>j/\ 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


"MA/T C\1 1 QQ 1 

rNivi uziyyi 


nomo sapiens junction piaKogioum ^ j ur transenpt variant z, mrviN/\ 


JN1V1 UZ 1 / d 1 


nomo sapiens cnionae cnannei o (CLCJNoj, transcript variant cic-oa, mrvCNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


JN 1V1 UZ 1 / J j 


nomo sapiens cnionae cnannei o (CLCJNo), tiansenpt variant ciC-oD, mKJNA 


NM 006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mKJNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


JNM UUzo41 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
nemoglODinuiia) (FlOA), tiansenpt variant 1, mKJNA 


JNJV1 UzU4/J 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
nemogiODinuiiaj (riuAj, tiansenpt vanant j, mrsJMA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
nemogiODinuiiaj ^nuAj, tiansenpt vanant z, mrviNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


JNM UzlylJ 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1 , mRNA 


JN 1V1 U 1 0 1 o o 


Homo sapiens actm-iiKe o (ACii^o), mKJNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A, mKJNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

r>, mKJNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


NM Uzlo/l 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


JNM UUloUo 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 

DM A 

mKJNA 


rNivi uuuyzu 


nomo sapiens pyruvate caiooxyiase \r nuciear gene encoGing mitocnonanai 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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JN JVL Uz 1 o / j 


rlomo sapiens ceLL division cycle Zjd (CUCzjId), transcript variant J, iukjna 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


JNJVL \)Z\)yy\) 


rlomo sapiens creatine Kinase, mitochondrial i (ubiquitous j (UJsJvii ij, nuclear 
gene encoding mitochondrial protein, mRNA 


TvTA/T HO 1 O^O 

JNJVL vZiyoZ 


rlomo sapiens active J3dv-relateci gene (/VrsKj, tianscnpt vanant l, mKJN/Y 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


TVTA A~ AO 1 T A A 

NM_Uzl794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1 , mRNA 


\I N 4 AA1 A S~ A 

JNM UU1464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


A.TA A AO 1 TOA 

NM UzWoU 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


"x ttv yr AO 1 T7H 

JNM Uzl / ly 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


NM (J14zoV 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1 , mRNA 


X T \ A AO 1 TOO 

NM Uzl7z3 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


-\ta yr AO 1 TOO 

NM Uzl 1 11 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


\t* /T AO 1 TO 1 

NM Uzl /zl 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


A.TA A~ Ai /COr 1 

NM UloJM 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


A.TA A~ AO 1 O "5 O 

NM UzloJz 


Homo sapiens a disintegrin and metalloproteinase domain 1 7 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


"N.TA 4" A A O 1 Ol 

NM UUJloJ 


Homo sapiens a disintegrin and metaLLoprotemase domain 1 / (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


A.TA A AAO Ol f 

NM UUJol5 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(ADAM 15), mRNA 


A.TA A~ AO 1 /T/l 1 

NM Uzlo41 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 2, mRNA 


A.TA /T AO 1 /C 1 O 

NM Uzlolz 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 2, mRNA 


AvTA/T AA/^/lOT 

NM UUo4J / 


rlomo sapiens AUr-nbosyltransterase (NA1J+, poly (AUr-nbose) polym erase )- 
like 1 (ADPRTL1), mRNA 


TvTA>f C\f\ 1 A 1 Q 

N1V1 UUlOlo 


rlomo sapiens AUr-noosyitransteiase (NA1J+, poly (AUr -noose j polym erasej 
(ADPRT), mRNA 


TvTA/f MO 1 T'J Q 
NJVL Uzl / JO 


rlomo sapiens superviinn (oViL), transcript variant z, mKNA 


NM 003174 


Homo sapiens suL3ervillin (SVIL), transcript variant 1 , mRNA 


NM UU25U5 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


A.TA A AO 1 TAC 

NM UzI/Uj 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


\i \ 4 AAAOOO 

NM UUUoJz 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR 1 - 1 , mRNA 


NJV1 UUUo/J 


rlomo sapiens alconoL denydrogenase / (cLass ivj, mu or sigma polypeptide 
(ADH7), mRNA 


NM_00067 1 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


JNM Uzl /yj 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
tianscnpt variant d, mKNA 


NM UZ 1 f\jy 


nonio sapiens lljz /-Dinciing (oivaj protein (oiVAj, tianscnpt vanant z, mKNA 


NM UU04Z / 


nonio sapiens ljjz /-Dinciing ^oivaj piotein (oiv/vj, tianscnpt vanant i, mrcrM/v 


1M1V1 UZIoUh- 


nomo sapiens angiotensin i convening enzyme ^peptiQyi-cupepticiase aj z 
(ACE2), mRNA 


1N1V1 UZUZUo 


nomo sapiens jv tiansponei piotem ^ l^^i transcript van ant i, miviN/v 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM UZU4oj 


rlomo sapiens Knesus DLooa gioup, Uclie antigens (KrlCii), mKNA 


"VTA /I" niiCO^O 

NM UlozJz 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
tianscnpt vanant a, mKJN A. 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
traiiscnpt vanant b, mKNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


JNM (JzloUz 


Homo sapiens CD79B antigen (immunoglobulin- associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_(J(J(Jozo 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1 , mRNA 


NM OzloOl 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


"vta /i /ao 1 cr\<A 

NM_(JzT599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM (JUo9oo 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tin ombosponam type 1 motit, 1 (AJJAM1 ol), mKNA 


t<ta 4" /A/A/i/A/co 
NM UU4Uoy 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP 1 7, mRNA 


N M UZ 1 j / j 


rlomo sapiens aaaptor-reLatea protein complex z, sigma 1 suounit (^ArZbi 
transcript variant AP17delta, mRNA 


XT A AO 1 f 7/1 

NM Uzlj/4 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM UU43Z/ 


rlomo sapiens DreaRpomt cLustei region (rSUKj, tianscnpt vanant l, mKNA 


NM UU/Jz/ 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript vanant inki-^, hikina 


TvTA/T HO 1 ^AQ 


nomo sapiens glutamate receptoi, ionotropic, iN-metnyi u-aspanate i (okiin i j, 
transcript variant inivi-z, 1 1 1 1 v in i\ 


IN 1V1 UZUyO^ 


nomo sapiens cnoiine acetyitransieiase ^^n/\i j, transcnpt variant rv, mrviN/\ 


TsjA/f oooo&^ 

IN 1V1 UZU"Oj 


nomo sapiens cnoime acetyitiaiisieiase ^^.n/\i j, tianscnpt variant in i, mrviN.rv 


MA/f ooo^aq 

rNivi uzujt-7 


nomo sapiens cnoime acetyitransierase ^^n/\i j, transcnpt variant ivi, inrviN/\ 


aja/l oo 1^1^ 

IN 1V1 UU lOl J 


nomo sapiens actm, gamma z, smootn muscie, entenc ^Aciuzj, mrviN/A. 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


INIVL UloOOZ 


nomo sapiens Qisrupteo m scnizopnrenia i ^uiov^i j, mrviNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM Ul / /oJ 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM Ulzzlj 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 

m T? XT A 
111 Iv IN /a 


NM 020326 


Homo sapiens ATP -binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NJVLUzOizJ 


Homo sapiens AlF-bmdmg cassette, sub-tamily D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


JNJV1 KjlKjly® 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM_(Jz(Jz97 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(AdLL7), transciipt variant oUKzd, mKMA 


JNJVL K)ZiZ/\J 


Homo sapiens leukocyte- associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


JNJVL UUzzoo 


Homo sapiens leukocyte- associated Ig-like receptor Z (LA1KZ), transcript variant 

1, m iv IN /a 


INIVI yJZKJyo 3 


nomo sapiens aQenyiate cyclase o \J\ljk^ y oj, transcript vanant z, mrvJN/\ 


IN IVl U 1 J Z / U 


nomo sapiens adenylate cyclase o (ajjl y oj, transcript variant i, ituvjn/y 


jNivi uzuyo / 


nomo sapiens anKynn ^, noce ot rvanvier ( aiiKynn kj) {j\\\js^j j, transcript variant 
i , miviN /\ 


MM 090077 
1N1V1 UZU" / / 


nomo sapiens ciiiKy 1 1 1 1 z, neuronal ^.rviNJS.zj, transcript variant z, hi ivi n /a 


TsJA/T 001 1 AS 

in ivi uui i4o 


nomo sapiens aiiKyrin z, neuionai ^/\injvzj, transcript variant i, itij\j.n/\ 


IN IVl UZ Ut- O 1 


nomo sapiens aiiKynn i, erytnrocytic i/\inivi i, transcript vanant o, n 1 1 v in r\ 


TsJA/T 090480 
In 1V1 UZ WH- o U 


nomo sapiens aiiKyrin i, eryTiirocytic ^/\injvi j, transcript variant /, iiiix1n/a 


TsJA/T 09047Q 
1N1V1 / 7 


nomo sapiens anKynn i, erytnrocytic ^/\injs.i tiaiiscnpt variant o, in ivin /a 


1N1V1 uzuh- / O 


nomo sapiens anKynn i, erytnrocytic ^/\injvi j, transcript variant j, miviN/\ 


TsJA/T 090477 


nomo sapiens aiiKyrin i, erytnrocytic ^/\injs.i j, tiaiiscnpt variant z, iiuviN/\ 


TsJlVl 0000^7 
IN IVl UUWUj) / 


I — I { ~\ ITT / A CQtM PTIC T n 1/1 ?T1 IT ii f^T*A 7~flTT*/T/^"\ 7~1"1 ^ A "^.1 W 1 ^\ ft , QHC^>1*in+ 1701*1011+ ^ ITT F? ^^.1 A 

nomo sapiens aiiKyrin i, erytnrocytic ^/\injvi ^, tianscnpt vanant j), mrviN/\ 


MA/f 09047 A 
IN 1V1 UZU4 / O 


I — I / A tTT / \ CQfMPtlC *T \s \ /1"1 IT 1 ai»T74ll1»AmrflP / A "^.I \<T 1 \ + 1 IT L' / * 1** 1 IT ^ 1?Q1*1Q1li I ITT t? "NT A 

nomo sapiens anKynn i, erytnrocytic ^rviNivi j 9 tianscnpt vanant i, ill ivin /a 


TsJA/T 09047^ 
IN IVl UZUt- / 


1 — I / N ITT / A COITil P11C T IT 1^" \ 7 1"* 1 IT Ii ii-fA 7~+1tT*/T/^T 7~t"l {~* ( A ^VTT<^ 1 \ +1*0110/^1*11*1+ 17Q1*1QH+ /I ITT t? ^VT A 

nomo sapiens anKynn i, erytnrocytic ^/\injvi j, tianscnpt vanant h-, mrviN/\ 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


XTN/T 09 1 O^^ 

inivi uziuro 


nomo sapiens tuoerous scieiosis z ^i ol.zj, transcnpt vanant z, miviN/\ 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


ATA/f C\C\AC\A^ 

JNJVL UU4U41 


Homo sapiens arrestm, Deta 1 (AKK±$1j, transcnpt vanant 1, mKJNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


TVTA A (\(\(\ OHO 

NM 000872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM OlVooO 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


A.TA A A1 nocn 

NM 019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


A.TA A AA/ITIO 

NM 004zza 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


"VTA A H 1 T /I C^7 

NM (Jl /4j / 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NM 004302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
ITiKJN A 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 

ITiKJN A 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 

mKJN A 


XTN/T 0 1 90S9 
IN IVl U 1 ZUoZ 


1— Ti~V ITT r\. O O IT 1 CklT O T7l*1 OilT /t r\ -f* A ' 1 ' A O f Ih (~\ O ^\ ittT?^.T A 

nomo sapiens rnenQ oi o/\i/\z \r\j\jL)^ m iv in /a 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxysteroid 
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denyarogenase, type 11) (AJvKlto ), mKNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM 014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


A.TA A rk10Q/C2 

JNJVL 019863 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


JNJVL OOOUz 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(ro), tiansciipt valiant l, mKNA. 


JNJVL UlVolo 


rlomo sapiens coaguLation factor Vll (serum prothrombin conversion 
acceieiatorj (^r / j, transcript vanant z, mrcrMA 


JNJVL UUUlJ)! 


riomo sapiens coagulation tactor vii (^serum protnromom conversion 
accelerator^ / j, transcript valiant i, mivi>j/\ 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


IN 1V1 UZ i u i u 


nomo sapiens Qeiensin, aipna r>, r anetn ceii-speciiic (jJiirAj j, miviN a 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


JNJVL UZIOZj 


nomo sapiens mterieuKm zz (ILZZJ, mrCN A 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


TVTA A C\ 1 /1 1 1 A 

NM 014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
mRNA 


NM kjZvdZZ 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcrrpt 
variant 3, mRNA 


NM OzOJzl 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


TVTA yl" AOA')')/! 

NM 020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 2, mRNA 


NM viyjjy 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 2, mRNA 


X T \ 4 AAA1TO 

NM UUUlzo 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 1 , mRNA 


TVTA A AAA/I/O 

NM 000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


A.TA A A1 OOf A 

NM 018850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


A.TA A A1 OO/IA 

NM_018849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


A.TA A AOAAIO 

NM 0z003o 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


NM_020037 


Homo sapiens ATP-bmamg cassette, sub-tamily C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3A, mRNA 


NM_003786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


N MO 19624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


TVTA A AIA^TC 

NM 019625 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


TVTA A f\f\A (\(\ /I 

NM 004996 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(adL\/1 J, tianscnpt variant i, mrviNA 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_0 19901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


JNM_(J19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(AdCCI), transcript variant 4, mKJNA 


JNJVL UlVoVo 


nomo sapiens Alr-binamg cassette, sub-iamily (Cr iK/MKr), member l 
(AbttJ J, nans crip t variant j, itiklna 


INlVL UlVoOZ 


norno sapiens Air-uinQing cassette, suu-iamiiy iKviviivrj, memoer i 
(ABCC1), transcript variant 2, mRNA 




nomo sapiens aQQucm o ^gammaj ^/vijuj j, transcript variant z, miviN/v 


tvta/t c\c\ 1 A/i n 

JNJVL UU104U 


nomo sapiens iN-acyiammoacyi-peptiQe nyaioiase ^Ariitij, miviNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


JNJVL UUU4U / 


rlomo sapiens glycoprotein id (platelet), beta poiypeptiae (ur ijdJd), mKJNA 


JNJVL U1jo/j 


rlomo sapiens growtn arrest and JJJN A-aamage-mclucible, beta (C_rAJJlJ4M3), 
mRNA 


TvTA A C\ 1 A Q 1 A 

JNJVL UlooZ4 


rlomo sapiens aQQucm 5 (gamma) (AJJJJo), tiaiiscnpt variant 1, mKJNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
tianscnpt variant 1, mKJNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NJVL_0 17585 


Homo sapiens solute carrier iamily 2 (racilitateci glucose transporter), member 6 
(SLC2A6), mRNA 


JNJVL (Jz(J2J5 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NM 006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_0 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 

Z, mKJNA 


JNJVL U1J4JU 


rlomo sapiens gamma-glutamyltransieiase 1 (uuJ 1), transcript variant J, 
mRNA 


XTA /T A1 Q/IO 1 

JNJVL U134Z1 


rlomo sapiens gamma-giutamyitransrerase i (001 1), tianscnpt variant z, 
mRNA 


JNJVL UU49j4 


rlomo sapiens lii^Jvi^ motit kinase (liiVLJvi), tianscnpt variant z, mKJNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


TV T A A {\{\ A 1 AT 

NM_004105 


Homo sapiens EGF-contammg tibulm-like extracellular matrix protein 1 
(r!,r r^JVLr 1 ), transciipt van ant 1, mKJNA 


JNM UU24lo 


rlomo sapiens micro librillar-associatecL protein z (MJ'Arzj, transcript variant z, 
mRNA 


JNM Ul /4jV 


Homo sapiens micro fibrillar-associated protein 2 (MFAP2), transcript variant 1 , 
mrviN A 


1N1V1 UUO 1 1 J 


nomo sapiens major vault piotem ^ivi v± ), tianscnpt variant z, mKJNA 


INlVL U 1 /4Do 


nomo sapiens majoi vault piotem (ivivr ), tianscnpt variant i, mKiNA 


JNJVL Ul 00*74 


nomo sapiens J^or -containing iibuim-iiKe extracellular matrix protein i 

\LZir LlryLr L J, llallSClipL Vandlll Z, mivlN/x 


1M 1V1 KJ 1 OZ) i y 


nomo sapiens aiiieiODiastiii, enamei matrix protein ^/\ivir5i>i mrvi>i/x 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 




rroino sapiens ainiexiii aiu ^ainaaiuj, iiuvin/x. 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM_016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- IB, mRNA 
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NM 014231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


A.TA A A 17/1 OH 

JNM (Jl /48y 


Homo sapiens telomeric repeat binding factor (NIMA- interacting) 1 (TERF1), 
transcript variant 1 , mRNA 


NM OOJzlo 


Homo sapiens telomeric repeat binding factor (NIMA- interacting) 1 (TERF1), 
transcript variant 2, mRNA 


JNJV1 Ul /4j j 


nomo sapiens stromal cell derived lactor receptor l (oJJrKl j, transcript variant 
aipna, m iv in j\ 


JNiVl \)\) /v)yo 


riomo sapiens ciatnnn, neavy poiypepiiQe-iiKe i (L^i^i l^i^i j, rranscnpt vanant z, 

111 IN. IN /\ 


1M 1V1 Ul / HO 1 


nomo sapiens ji>/\i i-associaieci pioieiii z ^iji-vi/vr zj, iranscnpi vanaiii z, miviN/\ 


In 1V1 U 1 / HO U 


nomo sapiens JD/\ii-associaieci proiem z ^j3/\i/\r z^, iranscnpi vanani i, miviN/\ 


1M1V1 UU 1 O 1 / 


nomo sapiens aciciucm z ^ueiaj \/\ljljz.), iranscnpi vanani ueia-i, miviNv'-v 


TsJIVT 0174RR 
1 N 1V1 Ul / H- o O 


nomo sapiens aciciucm z ^Deia^ yrsxjvjz.)^ iranscnpi vanani oeia-H-, miviN/\ 


TsJA/T 0174S7 
IN 1V1 Ul / O / 


nomo sapiens aciciucm z ^ueia^ \i\ljljz,)^ iranscnpi vanani ueia-oo, miviN/\ 


TsJA/T 01748^ 
In 1V1 Ul /400 


nomo sapiens aciciucm z ^uexaj iranscnpi vanani ueia-oa, 11 1 ix in /a 


TsJA/T Pl174£^ 
In 1V1 Ul /^oj 


nomo sapiens aciciucm z ^ueiaj ^/\i^i^zj, iiaiisciipi vanani oeia-z)a 9 miviN/\ 


IN 1V1 U 1 / H- OH 


nomo sapiens auuucm z ^ueiaj ^.rvL-/L-/z^, udiiscnpL vaiidiii ueia-j>u, iiirviN.rv 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


TsJA/f H 17489 
InIVL U 1 /H-oZ 


nomo sapiens aQQucm z (Deiaj ^/auuzj, nansciipi variant oeia-z, mrviN/v 


XTA/T n 1 Q ^ A 1 
In 1V1 U 1 o D O 1 


nomo sapiens uivrz^r joouzzzj pioiem (UJvrZir doojljzzzj) j, m iv in /\ 


In 1V1 U 1 oH 1 J) 


nomo sapiens cnoiiciioiim 4-suiiotransieiase (L4o i j, niKJN/\ 


AJA/T C\ 1 7C1^ 

InIVI Ul 


nomo sapiens cmomosome zi open reacimg name z>y (L^zil^xvt z>y j, miviN/v 


TvTA /f H1 Q 7 7 A 
JN1V1 UloZZo 


nomo sapiens argmyi ammopepticiase (aminopepticiase r>j-iiKe i (KJNriiFLi), 

III INlN /\ 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


tsja/t n 1 Q7nn 

InIVI UloZUU 


nomo sapiens nign-moDiiny group zua ^niviozu/v^, niiN-iN /\ 


NM 017595 


Homo sapiens I-kappa-B -interacting Ras-like protein 2 (KBRAS2), mRNA 


ATA A Cll 1 Q 

JN1V1 Ul / OlJ 


nomo sapiens ciownstream neignoor 01 oUiN (JJUJNoUjn j, mKJNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM 017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


\T \ if A1 /coin 

NM UlooZV 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


-\TTi yT A1/COTO 

NM Uloozo 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


TVTA /V A 1 £ O T7 

NM 01ooz7 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM Oloozo 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NM Oloozl 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitocnonclnal protein, transcnpt vanant za, mKJNA 


NMO 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitocnonclnal piotem, tianscnpt vanant ID, mKN/V 


XTA/T 0.0.7 1 Q7 
INIVI UUZ 1 y 1 


nomo sapiens aconixase i, soiuuie ^/vc^l^i j, mrviN/v 


NMO 16841 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_0 16835 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 3, 
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1T1KJN A 


rviivi UIO7J0 


nomo sapiens J^or -containing iiDuim-iiKe extracellular matrix protein z 
(EFEMP2), mRNA 




nomo sapiens i^iivi Qomam Kinase z ^i^iivijvzj, transcupt variant za, niiviN/\ 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


JNJVL UUZ J 14 


riomo sapiens Liivi domain Kinase 1 (Liiviivij, tianscnpt variant 1, mKJNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


NM_(J(Joo55 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


JNJVL (Jlooj/ 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
letention leceptor J (JvJJiiEKJ), transcript variant z, mKJNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

1, 111 K IN A 


NM016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

Z, 1T1KJNA 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


A f\ 1 H O 1 O 

JNM (Jloolo 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NM 004915 


Homo sapiens Alr-bmamg cassette, sub-tamily G (WHllb), member 1 
(AdLu l ), ti anscript variant l , mKJN A 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitocnoiidnai piotem, tianscnpt variant la, mKNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 

ii4-iiO, mKNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


JNM 00392/ 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1 , mRNA 


A.TA A f\ 1 COlO 

JNM (J15o3z 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM 002J54 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


NM 015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM 1, mRNA 


TVTA A f\ 1 C O A /L 

N MO 15 846 


Homo sapiens metnyl-CpG binding domain protein 1 (MBD1), transcript variant 
1 , mRNA 


A.TA A A1 CO/IC 

NM 015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens metnyl-CpG binding domain protein 1 (MBD1), transcript variant 
J, mKNA 


TvTA A C\C\1 1 1 1 

NM UUzJ 11 


riomo sapiens ligase ill, JJNA, A 1 Y- dependent (ElOJ), transcript variant beta, 

III IV IN JA 


NM_013975 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript variant alpha, 

111 IV IN JA 


JNJVl U141VU 


nomo sapiens adducin 1 (aipnaj (aijiji n anscript variant ihkina 


JNJVL U14107 


nomo sapiens adducm 1 ^aipnaj \Psaj\j\ ), transcript vanant z, mKJNA 


jnjvi uui 1 1 y 


nomo sapiens adducm i (^aipnaj (^auui transcript variant i, hikina 


1M 1V1 UIjOj 1 


noiiio sapiens aceiyiciioiiiies ieia.se ^ i i uiooci gioup^i \JA\^r±iiij^ udiisciipL vaiiaiiL 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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TvT A A Cil j£ O AH 

JN JVL U 1 oZ4 / 


nomo sapiens mteipnotoreceptor matrix proteoglycan zuu (brALKLArvjj, 
m k in a 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


TvTA A Ci'l A 1 1 A 

JN 1V1 U 1 0 1 Z4 


riomo sapiens Kiiesus Diooci gioup, u antigen (KriiJj, itlkjna 


NM_0 15865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (iSLC14Al), mKJNA 


JN JVL U 1 o 1 1 z 


riomo sapiens j^oiycystic iciclney disease z-like l (FlvlJZl^l), mKJNA 


NM016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

mKJNA 


JN JVL Uloojj 


riomo sapiens sterile- alpna motit and leucine zipper containing kinase AZK 
(ZAK), mRNA 


TvTA A f\1 A^^A 

JNJVL UltOOo 


Homo sapiens kjl iVo, complete UKr (riuivivji iVoA), mKJNA 


tv TA A M1 /I "2 1 

JNJVL U104J1 


Homo sapiens mitogen- activated protein Kinase o interacting protein z 
/^a/t a \*\? QTr>o^ ^viT?ts.ta 

^IVlAr rvolr ZJ, 111 KIN A 


JNJVL UIOj / / 


noiiio sapiens a Kinase (rJvJsAj ancnor protein / K\j\jsJ\r / ), mKJNA 


JNJVL U 10J)40 


riomo sapiens nuciear receptor suDiamny z, group c,, memoer ^ ^inkzi^j j, 

lIlrvLN A 


IN 1V1 U 1 0 D ZZ) 


nomo sapiens zmc imgei pioiem z/4 ^z^iNrz /T-j, miviNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


JN 1V1 U 1 OZyj 


nomo sapiens uriQgmg mtegiatoi z ^oiinzj, itikina 


jnjvi uioyuv 


nomo sapiens neuroDiastoma-ampiiiieu piotem y\^\jK^-j\.z>y^±), itikina 


jnjvi uooyu 


nomo sapiens spondyioepipnyseai dysplasia, late, pseudogene (or^ui^rj, mKJNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


JNJVL KJiDyyi 


nomo sapiens complement component 1, q subcomponent, alpna polypeptide 
(C 1 QA), mRNA 


TVTA A C\ 1 AOH 1 

JNJVL UloZUl 


\ —1 y~X «-X,-^ y~x /~1 V * ^ « ^— X ■'X /"I 1 y~X *--X.--X < "b * A y~X -* I i-~X y~J y~v y-v 1 ^ «^ y x T > « -«'X / I / # 1 J \ -4-^>X 1 3 I^L 1 /\ 

nomo sapiens Leman coiied-coii piotem (LLLJ:^), mKJNA 


JNJVL UJolj / 


nomo sapiens tiopnmin ( 1KU), mKJNA 


TvTA A f\ 1 c o/:n 

JNM UIjooV 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

ixx T> TxT A 

ITIKLN A 


IN 1VL U 1 OO 1 D 


nomo sapiens soiute earner iamny o (^neurotransmitter transporter, oaoaj, 
meiiiDer ij> ^olloaij mrvrNA 


1M 1V1 U 1 OJ> O y 


nomo sapiens imo i-uiiiLiiiig pioieiii ^iNoi-Dr j, iiirviN.rv 


rN 1V1 U 1 004 O 


noiiio sapiens njJL .-iviai or pioieiii ^jijjl .iviai or mivi>j/\ 


1M 1V1 KJ 1 OD Z / 


nomo sapiens nyciroxyacici oxidase z ^long cnamj ^nAvJzj, mrvi>JA 


AJA/T 01/x9rfx^ 


nomo sapiens rzn proiem ^rz^rvi ^, iiirviNA 


1M 1V1 KJ 1 OOUZ 


nomo sapiens vj pioiem-coupieci lecepioi z ^vjrrvzj, ituvina 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


TVTA/T m ^1 Q7 
IN JVL U 1 0 1 O / 


nomo sapiens oridgmg integrator z ^jjiinzj, m kin a 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


JNJVL U14UUU 


nomo sapiens vmcuim (VULJ, transcript variant meta- vll, mKJNA 


jnm uuyyz 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E, mRNA 


TVTA A ni onoo 
JNM UUVoo 


riomo sapiens Parkinson disease (autosomal recessive, juvenile) z, parkm 
(rAJsAZj, nansenpt variant j 9 mKiNA 


TvTA/T nnQQ7 
INIVL KJ Jj70 / 


nomo sapiens r arKinson disease ^autosomal recessive, juvennej z, parKin 
Arvrvz j, nansenpt variant z, mivrNA 


In 1V1 U1J70J 


1— T/X"txx /x o o ix i /^ix c ix i m i 1 iix 0 T? O \ ^"T*0"ix l' ^ * i"* i tx f" ~\ ' o i"* i oix'i" /^i "txx T? T^T A 

nomo sapiens neureguim z ^imivvjzj, uaiiscripi v cii lain o, mrviMA 




JTTLVJ111VJ odlJlCllo 11CL11 C^Ullll Z- ^!>J£VvJZ/|, 11 dll&L/l 1UL VdllClllL ^.J, 111 I\ 1 > J\ 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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nomo Sapiens neureguim 1 ^inkoi j, transcript variant uur, mivi>/\ 


in ivi ui j you 


nomo Sapiens neuieguim 1 ^imivvji j, transcript vdndni nui^o, inix_iN/A 


rNlVl \J1D¥D¥ 


nomo Sapiens neureguim i ^rvirvvji j, transcript variant oivi.L>/r, miviM/\ 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


INIVL U IjyZ) 1 


nomo sapiens neui egmm i ^inivoi transcnpi vaiiani riKAj-Dexaz, nirviN/v 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


JNJVL UlJyjj 


Homo sapiens JNAUrhL oxidase 1 (JNUA1), transcript variant JNUhL-lLv, mKJNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH- IS, mRNA 


JNM vijyyj 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_UU73.34 


Homo sapiens killer cell lectin- like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


JNM (JUzzoz 


Homo sapiens killer cell lectin- like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1 , mRNA 


NMU 13976 


Homo sapiens glutaryl- Co enzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


ATA 4" AI CO/1 1 

JNM (J1jo41 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

A T"\ A O - OAT A 

AJJAK-C, mKJNA 


JNM U1jo4U 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

A HAD K rviT?AJA 
AJJAK-D, HI Iv IN /A 


TvTA/r nm 111 
JNIVL UU1 111 


riomo sapiens acenosme ceammase, KJNA-speciiic ^aijaivj, transcript variant 

An AT? ct m P NI A 

r\ Uf\ IV ~d, 111 IV IV /A 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


TvTA/f C\^AQ(^< 

iMivi v m-yvD 


nomo sapiens giutammase ^ vjlo j, niiviN/\ 


.lnivi ui4ojj) 


riomo sapiens maauoio gene piociuct (Jviaauojo j, mrviNA 


1N1V1 U J4oOj 


riomo sapiens r> ceil J\Au associated piotem ^rSKAAjr,), mKJNA 


NM 015646 


Homo sapiens RAP IB, member of RAS oncogene family (RAP IB), mRNA 


TvTA A AK/IOI 

JNM U1j4zJ 


Homo sapiens amino adipate-semialdehyde dehydrogenase-phosphopantetheinyl 

tiailSteiase (AAoUnrr 1 J, mKJNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


JN1V1 U14.5W 


nomo sapiens jniivla (never m mitosis gene aj-i elated Kinase o (JNr^rvo), mKJNA 


A.TA A f\ 1 A O /I n 

JNM U14z4y 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

*v^T? AJ A 
111 IV IN J\ 


IN IVL U 1 43 O 1 


nomo sapiens contactin j (v^in iino j, mKJNA 


TvTA/T H1A^zL1 
INIVI U 14341 


nomo sapiens mitocnondnai earner nomoiog i (ivii ljij j, nuciear gene 
encoding mitochondrial protein, mRNA 


JNIVL U14DDO 


nomo sapiens r^iiis van L..reveLd syiiGiome (ri/VL^j, mKJNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


ATA A H1 /I^OQ 

JN1V1 viQjyj 


nomo sapiens Lpo binding pro tern (LOrSr ), mKJNA 


JNIVL U14jo/ 


Homo sapiens uieast cancer anti-estrogen resistance 1 (rSCAKi), mrCJNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromDospondm ty]3e 1 motit, o (AUAivii ooj, mKJNA 


NM 0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tliiomDOSpondm type l motit, z (AUAlvll ozj, transcript vanant l, mKJNA 


JNM U1444y 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


JNIVL UU/3IV 


! 1 y -ri -X -X . "v * — I j -V ri X Tj ^~X -ri^X i ' 1 ■ -X -riX i^X t~t -— V ri'X rij 1 ri x -X ' / /A 1 » » 1 X .'"X X XXX / — V -XX > — M X / — V ri' X i^X -2 1 ill 1 J IV 111 4 riX ri' X riA i ~1 -XXX X "X X- w T - -v x X X 4 X XX -4- U 

nomo sapiens pieseniim 1 (Aizneimer disease oiiJN 1 j, transcript variant 1- 

D 1 H- . , lllrvl> .rv 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NJVLUl J 942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


ATA A f\ 1 1 A 1 1 

JNJVL (J13411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


ATA /T /\ /\ /\ 1 1 

NJVLUUOoJ 1 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1 , 
mRNA 


ATA /T A 1 ^5 /I 1 

JNM (J1341o 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 


NJVL (JU61z5 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


ata /i" nn/in 
JNJVL UlJ4z/ 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1 , mRNA 


NJVLUl 3423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 

A *v»DAT A 

4, mKJNA 


ata yr m 'j/ioo 
JN1V1 V134ZZ 


nomo sapiens Kno O lipase activating protein o (AKnoAKo), transcript variant 
5, mRNA 


ATA /I" nM1 1 ^7/1 

JNJVL (JU1 1 /4 


Homo sapiens Kno LrlFase activating protein o (AKhLOAro), transcript variant 
2, mRNA 


ATA A CiA LALA. 
JNJVL 


nomo sapiens NCiv-associateci piotem i (NCJvAr ij, mKJNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


ATA A f\ 1 1 A A C\ 

NJVL 013449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A), 
mRNA 


ATA A PiCiT^'^'J 

NJVL_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NJVL 007328 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcupt variant NrvC_rz-r>, mKJNA 


NJVL vvZZjy 


riomo sapiens Killer cell lectin- LiKe receptor suDiamiiy member 1 (JvLKUij, 
Tianscnpt variant in jvuz -a, itikjn a 


NM 004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 

\V 1 15 1 J, 11 1 iv IN /\ 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 1 7, mRNA 


N1V1 U1J4UV 


nomo sapiens ioiiistatin (ro 1 J, transcript variant roi mKNA 


NM 013324 


Homo sapiens cytokine inducible SH2 -containing protein (CISH), mRNA 


ATA A f\1^AQ/Z 

NM 01245O 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2, 

mKJNA 


ATA A C\ 1 1 /I O ^ 

JNJV1 U1z4oj 


riomo sapiens nyaluronan-meoiateci motility receptor (KJrLAlVLiVl) (rllVLlvlKj, 
iianscrrpt van ant z, mKJN a 


JNJVl U1Z454 


nomo sapiens nyaiuronan-meuiateQ motility receptor ^KJ^AiviiVi ) ^riiviiviiv 
trans cnpt variaiit i, mrvrsi/A. 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


IN IVl U U 04 J J 


nomo sapiens gianuiysm ^orNi^ 1 j, transcript variant iniyuj, mrviN/\ 


JNJVl vviyjv 


nomo sapiens ueoxynypusme syntnase (Unro), transcript variant i, mKJNA 


IN IVL 


nomo sapiens oeoxynypusme syntnase (Unro j, transcript variant miviN a 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


ATA A HTJOOQ 

NJVL KJljZZy 


nomo sapiens apoptotic protease activating tactor (ArAr i j, transcript variant i, 

IIllviM /A 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM_0 13255 


Homo sapiens muskelin 1 , intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT 1 98 A), mRNA 
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NM 005102 


Homo sapiens lasciculation and elongation protein zeta z (zygm ll) (rbZz), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Sp l transcriptional activation, subunit 3 
(UOkD) (CRbrJ), mRNA 


"NT A 4" AAACO O 

NJVL 009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM OlJzz/ 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
tianscnipt van ant z, mKN A 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


X T \ A f\ 1 O A O O 

JNJV1 01z4z8 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mRNA 


NM 0 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mKN A 


JNJVL OlzJoV 


Homo sapiens olfactory receptor, tamily z, subfamily r, member 1 (UKzr 1), 

™T>AJ A 
mKiNA 


INJVl UlZZlo 


nomo sapiens lmeiieuKin ennancei Dincimg lactoi j?, yuKU (ii^rj) j, mKJN/\ 


NMO 12324 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 2 

^Vl/Vr IS^Olr Z J, III ivlN /\ 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransf erase (ICMT), mRNA 


xta>t m omn 
JN1V1 01Z0/U 


Homo sapiens attiactm (AlKJNj, mKJNA 


"\TA It AA/:07/l 

NJVL 00oo/4 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(oNL aj, tianscnpt van ant JNALr i iz, iiikjna 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(oNCA), tianscnpt van ant NACr 140, mKN A 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


\T \ i AA1 1 C O 

NM 001158 


Homo sapiens amine oxidase, copper containing z (retina- specitic) (AUCz), 
transcript variant 1 , mRNA 


NM 005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007ii8 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-L1, mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 - S3 , mRNA 


NM_00733o 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


\ u j AA^O "> C 

NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DL.bC l - o l , mKN A 


NM_005 1 06 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant ULbLi-iN 1, mKN A 


NM 00500z 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 

{jyKD) (iNUUrAVJ, mKlNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


N1V1 00U4Jo 


Homo sapiens paired dox gene d (WaaiaenDurg synarome i) (rAToj, transcnpt 
vanant rAAjA, m is. in j\ 


IN 1V1 UU/I/JZ 


noiiiu Sapiens rsi\LJr n oxidase i ^invjai iidiisciipi vaiidiii i>iuri-iL, mivi>i/\ 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


\TA ^ AAT5AC 

NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-llb, mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltallb, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall, mRNA 


NM 007 30z 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10, mRNA 


JNJVL 00/301 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-18, mRNA 


NJVL KJKJ/Iyy 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-17, mRNA 


NJVL 007298 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


NJVL vv/Zy/ 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007z96 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


NJVL (J(J/zyj 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 
mRNA 


NM_007z94 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 
mRNA 


NJVL 00 /3ZZ 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_0073zl 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


A.TA A AAT)1A 

NJVL 007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NJVL 00/310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


A.TA 4" AAA! 1 /I 

NJVL 000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


A.TA A AAT) 1 1 

NJVL 007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


A.TA yT AAT) 1 /I 

JNM 00/314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene nomolog z (arg, 
Abelson-relatea gene) (AdLz), transcript variant t), mKJNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(AdLI), tianscupt van ant d, mKJNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
^aidli j, iidiisciipt variant a, niiviN /\ 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM 000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NJVL UU/Zoo 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mRNA 


JNJVL (JU/ZS/ 


Homo sapiens membrane metallo-enaopepticiase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


\tiv *" A/1/, /I O 1 

NJVL (JUo4ol 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NJVL 00ooo4 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NJVL_(J(JJ(JJU 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(obLr), mKNA 


NM 006718 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NJVL_(JUo49 1 


Homo sapiens neuro- oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NJVL (JUMoV 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NJVL U(J7(Joo 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


NJVL_0070o7 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NJVL UU1/4U 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


XTA J AA/1 A^f 

NJV1_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
valiant l, mKJNA 


NJVL UUUoJZ 


rlomo sapiens mtegnn, alpha Jvl (compLement component receptor 3, alpna, also 
Known as l^u i i d (pi /uj, maciopnage antigen aipna poiypeptiQe ) (i i oaivi j, 

111 Iv In /-\ 


TvJA/T 007007 


nuinu Sapiens ciainim, ugni poiypepiitie ^i^cdj ^^i^ijdj, mrviM/\ 


MA/T 0070QQ 


noniu sapiens aciu pnospiiaidse i, soiuoie ^/w^i i uaiiscnpi vaiiaiii d, mrviNy-v 


Ml\/T 007 1 77 
rNlvl UU / 1 / / 


1— I / x ITT / A CQtM AHC 1 I \ IT 1"* / A 1" ^ 1 1T / 1 I A \ "ITT T? A 

n (jnio sapiens i uja proiem \ l uo.rvj, in in. in /\ 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


TvTA/T OOAA87 


nomo sapiens iiuuim i ^rrsi^iN i j, iranscripi valiant /\, miviN/\ 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


ATA A HAA/IO^ 

NJVL UUo4oj 


rlomo sapiens iiDuLm l (rDLW l), tianscript vanant r>, mKNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM (JUolJZ 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


X T \ 4" AA/C 111 

NM (JUolJl 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NJVL UUolJU 


rlomo sapiens Done morpnogenetic protein i (oivLr ij, transcript variant oivir i- 
6, mRNA 


NM 006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


AJA A f\f\Hf\f\Q 

JNJVL UU/UUo 


Homo sapiens reticulon 4 (RTN4), mRNA 


AJA A r\r\Hf\A£. 
JNJVL UU/U4o 


Homo sapjens eJastm microliDril interlace located protein (cJVLlLLlN ), mKJNA 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tniomDo spoil elm type 1 motii, o (ADAJVii oo), mKJNA 


JNJVL UU/UJo 


Homo sapiens a aismtegrm-iiKe ana metalloprotease (reprolysin type) witn 
tin omDOspoiiciin type i motii, j (aggiecanase-zj (AUAJVii oDj, mKJNA 


JNJVL UUO 


Homo sapiens piotease, senile, zi (Testisiiij (rivooz i j, iiikjna 


JNJVL UUOol4 


Homo sapiens proteasome (piosome, maciopaiiij liiniDitor suounit i (rioij 
(PSMF1), mRNA 


JNJVL UU-3400 


Homo sapiens paneu dox gene o (rAAo j, transcript variant r aaoa, mKJNA 


JNJVL UUO/VU 


Homo sapiens titm lmmunogioDuiin Qomam protein (myotiniij (^i iiuj, miviNA 


JNJV1 UUO/oZ 


Homo sapiens zmc imger piotem-iiKe i ^Zyrri^i mrvJNA 


JNJV1 UUO /yZ> 


Homo sapiens c.ri comam containing i (cnui miviNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 

*«D AT A 
111 IV IN /\ 


inivl uuooy4 


Homo sapiens jumping translocation DreaKpomt yj ld), mKJNA 


JNJVL UUODy/ 


Homo sapiens neat shock /uku piotem o (jjoi Ao ), mivJNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NJVLUUo /vj 


J 1 , -v # . -n- , i j -v -gA g .--^ -g y — 1 -4^. i -» ^ 4 -4 -w -r t -4y%. i ~a y 1 >-v y X y — < -4 >' 4 >' 4 -4 -gy^ 1 <«v y "v y — 4 -gy» ^ "V -^r 1 -4 -4^ 1 w~ y 4 -4>^y^ y x -4 .-"V ■ ■ t «r \ -^U -w- -r-4>^ -4-^.-^ y -v -^U-g J- _yf 

Homo sapiens nuaix (nucleoside aipnospnate imKea moiety A j-type motit J 

(IN UD L d ), mivlN A 


1N1VL UUUOOj 


Homo sapiens seiectm \^ (lympnocyte acinesion moiecuie i ) (oiii^i^j, miviNA 


IN 1VL UUO^Oo 


Homo sapiens KetoiiexoKiiiase (iructoKiiiasej (J5^hjvj, tiansenpt variant d, miviNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


JNJVL UUOjjV 


Homo sapiens nign-moDiiity group ZUJ3 (HIVLOZUJ3J, mKJNA 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


NM UU634U 


Homo sapiens BAI1 -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NM_00J353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 

IIIKJNA 


"VTA /T AAAOAO 

NM_UUu2U2 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

1 XT A 
1 , mivlN A 


JNJV1 UUDoVU 


Homo sapiens giowtn aiiest-specmc / (OAo / j, tiansenpt vanant d, miviNA 


NM_006 1 23 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

Z, mKJNA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


JNJVL UUjWU 


Homo sapiens seiiiie/tiiieonine xmase iu (oiJvi Uj, mKJNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


"XT A A AAiC A/1 1 

NM UU604J 


Homo sapiens heparan sultate (glucosamine) 3-O-sultotransierase 3B1 
(HS3ST3Bl),mRNA 


ATA 4" (\ A O 

NM 006042 


Homo sapiens heparan sultate (glucosamine) 3-O-sullotranslerase 3A1 
(HS3ST3A1), mRNA 


NM_006043 


Homo sapiens heparan sultate (glucosamine) 3-O-sultotransterase 2 (HS3S12), 

r> A T A 
lllKJN A 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
protem- 1 ) \\j ur d j, miv in /a 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM 005691 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NJV1 0056oo 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NJV1 005750 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NJV1_005562 


Homo sapiens lammm, gamma 2 (mcem (lOOkD), kalmm (105kD), BJV1600 
(lOOkD), rleilitz junctional epidermolysis bullosa)) (LAJVLLz), transcript variant 
1 , mRNA 


JNJVL 005554 


riomo sapiens mterteron gamma receptor 2 (interferon gamma transciucer i ) 
(IFNGR2), mRNA 


JNJVL 005 0o2 


J^Lomo sapiens O protem-courjlecl recej3tor 56 (OrK56J, mKNA 


NM 005666 


Homo sapiens H factor (complement) -like 3 (HFL3), mRNA 


NJV1_005505 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1-like) (APBA2), mRNA 


JNJVL 005431 


Homo sapiens A-ray repair complementing detective repair m Cnmese namster 
cells 2 (XRCC2), mRNA 


JNJVL 005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


TvTA A C\C\C A A 

JNJVL 005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NJV1_0053J6 


Homo sapiens nign density lipoprotein binding protein (vigilm) (HDkBr), 
mRNA 


NJV1 005265 


Homo sapiens gamma-glutamyltransf erase 1 (GGT1), transcript variant 1, 
mRNA 


JNJVL 005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


JNJVL 005236 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


JNJVL_005075 


Homo sapiens solute carrier tamily 21 (organic anion transporter), member 5 
(SLC21A3), mRNA 


\i \ 4 AAC AC A 

JNJVL 005050 


Homo sapiens ATP-binding cassette, sub- family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


JNJVL 005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


JNJVL 005135 


Homo sapiens solute earner tamily 12 (potassium/cnloride transporters), member 
6(SLC12A6), mRNA 


NJV1 004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM 005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


TVTA A (\(\ A ACO 

NJVL_004958 


Homo sapiens rK506 binding protein 12-rapamycm associated protein 1 

(rKAr 1), mKNA 


N1V1 0014 /o 


riomo sapiens UDr -jn- acetyl- alp na-u-galactosamme.(N-acetymeuiammylj- 
gaiaciosyigiucosyiceramiQe rsi-aceTyigaiacTosammyirransierase ^oaii\i/\c-i ) 

^VXrYl^VJ 1 J, II IIS. 1 > r\ 




noiiio sapiens mieneron regulatory iacior / ^irvF / iranscupi vanaiiT u, mrvi>j/\ 


1M 1V1 UUt-UjU 


nomo sapiens mieneron regulatory iactor / ^irvr / j, transcript variant c, itirvi>/\ 


aja/t 004090 
1M1V1 UvJH-vJZV 


nomo sapiens ltitetietoii teguiaioiy idctor / ^itvr / j, iidtiscnpi vaiidtit d, iiirvi>i J rv 


NJM 0040^4 

±>I1V± Uv^uJ^ 


{— 1 (~\ m c « 1 1"\ i r» it c QtiiiPYin A 7 A Ts.1 "V A V ^ t r^i ti c r * n t n 'a ti t 0 tnT?MA 

J__LVJ111VJ &d|Jldl& C11111CA.111 / V^/V 1 > yVi^V / ^, Ll ClllSL/l 1|J L VClllClllL ^L, 111 IV 1 N J\ 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle- associated membrane protein)-associated protein 
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t> and (VArDj, 111 K IN /\ 


IN IVl UU4 / /4 


HOlllO Sapiens rrAK Dllldlllg piOTeill (rrAiVDr J, mKJNA 


AJA/f f\f\A Q1Q 


norno sapiens syrup leKm, nuntmgtrn interacting protein i (orKj, itikjna 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


TvTAyT C\C\A 1 


riomo sapiens sema domain, immunoglobulin domain (igj, snort Dasic domain, 
secreted, (semapnonn^ j>r ^oJ^ivLA.jr mKJN/\ 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


TvTA/f C\C\A 1/^1 


riomo sapiens kadi, memDer rvA.o oncogene tamiiy (KArii), mKJN/v 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(rbLJJl), tiansciipt vanant l, mKJN/V 


JNM UU4zjJ 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


JNM UU4;)oz 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(r /vivrvZj, transcript variant i, mrviN/\ 


IN IVl UU4/UO 


riomo sapiens piotem-Kinase, mteneion-mduciDie douoie stranded rvLN/\ 
ciepciKieiii liiiiiuiioi, icpicssoi 01 yr jo lepiessoi^ rvrvrvirv^, nirviN/\ 


IN 1V1 UU^tOOJ 


nomo sapiens neuieguim z ^inivoz iidnscn.pi vdiidin i, mrviN/\ 


1M 1V1 UUtO J V 


rroiiio sapiens nuclease sensitive eieiiieni uiiiuing pioiein i ^iMorir i j, iiuvin/y 


IN IVl U U 4 04 O 


nomo sdpiens nepmosis i, coiigeinidi, nnnisn Type ^iiepmiiij ^iNrrroi mrviN/\ 


1N1V1 UUt-O" / 


rlOIIlU ISdpiCIlS IHUlIipit/ lllUSllAJl pUiypilUSpilclIC pilUSpilclTclSC 1 ^IVlll^x^Jr 1 J ? Illxvi>ljrv 


INIVI UU4DZ / 


nomo sdpiens mesencnyme nomeo dox i ^iviij/VJ^vi ^i, iranscnpi vdiidnx i, mrviN/\ 


IN IVl UU4y 1 z 


nomo sdpiens ceieordi cdvernous nidiiormdiions i ^i^^ivii ^i, mrviN/\ 


IN IVl UU 1 Z> / Z 


nomo sdpiens mierieron reguidtory idcxoi / ^irvr / j, rrdnscnpt vdiidnt d, mrviN/\ 


NM 004516 


Homo sdpiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


IN IVl UU4DUD 


nomo sapiens uoiquitm specmc piotease o ^ire-z oncogene^ (Uoroj, mrviN/\ 


IN IVl UU4/01 


nomo sapiens rv/\r>z, memoer rv/\o oncogene lamuy-iiKe (rv/VDZi^j, mrviN/\ 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


IN IVl UU4oZl 


nomo sapiens neart and neural crest denvatives expiessed i (riAJNJJi j, mKJNA 


JNM UU44jo 


riomo sapiens tatty-acid-Uoenzyme A ligase, long-cnam 4 (r transenpt 
variant 1 , mRNA 


IN IVl UU4UV1 


homo sapiens r^Zr transcnption tactor z yrLlr Z), mKJNA 


JN1V1 UU4/14 


riomo sapiens duai-speciticity tyrosme-(Y j-pnospnoryiation regulated Kinase ir> 
(DYRK1B), tanscript variant a, mRNA 


JNM U(J4ojy 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


JNJVL UU4VZ1 


nomo sapiens cnionde cnannel, calcium activated, tamiiy member J (L,l^L,AJj, 
mRNA 


TvTA/f C\C\A1AA 

JN1V1 UU4J44 


nomo sapiens centnn, r^r-nand piotem, z (Urii JNZ), mKJNA 


ATA A AA/l / }'3 r ) 

JNM UU43JZ 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


JN1V1 UU4o4Z 


L _l -4^4- >4. y- x / — < rf-x 4.-41 -4 i^V-4^41 /~l /\ 1 »- -4 4 -X rf~X i-~X / III J \s /l \ X 4 ^X y - X l>X r"X -44 4.-^ -44 . X 4- .-""v -4 4--X / f /\ L / \ II / 1 44A I J 1 f\ 

nomo sapiens A Kinase (rrvrvA) ancnor protein / (AJvAr / j, mKJNA 


NM 004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mKJNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM 004769 


Homo sapiens amilonde-sensitive cation cnannel 3, testis (ACCJN3), transenpt 
variant l, mKJNA 


TvTA A f\f\Af\^H 

JNM UU4Uz/ 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant a, mRNA 


IN IVl \j\j L V\J\JD 


nomo sapiens carnitine acetyitransierase ^^k/\i j, nucieai gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1 , mRNA 



425 



(400/104) 



TvTA/f nm AH/1 

JNJVL UUloU4 


nomo sapiens paned dox gene o (anindia, Keratitis,) (rvvAoj, mKJNA 


1M1VL U\jj>yyD 


nomo sapiens natriuretic peptide receptor rs/guanyiaie cyclase d (atnonatnuietic 
peptide lecepioi id) ^iNrrvzj, mrvi\i/\. 


IN 1V1 \}\)Dz/y^\ 


noiiio sapiens 1s.11 iigdiiQ is. 1 1 lu j, in ixin /\ 


1M1V1 UUIUOj 


riuiiiu iScipiciis 1 1 ciiis i c niii ^ 1 r j ? iiixvi>i/\ 


TsJA/T OO^QQO 

iNlVl UUJ77U 


riomo sapiens paiieci dox gene z \r nanscripi variani e, miviN/\ 


jnjvi uujyoy 


j^LoiTio sapiens paiieci dox gene z ^r/\^vzj, iiansciipt variaiii ci, mrviN/\ 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


TvTA/T 007QC7 


nomo sapiens paireo dox gene z yr /w^z j, transcript variant a, mrvJN/Y 


TvTA/T OOOI^ft 
1NJV1 UUUZ/O 


nomo sapiens paneo dox gene z yrjxj^z), transcript variant d, mrviN/\ 


TSJA/f OOOOO 1 

rsiivi uuuzzi 


riomo sapiens KetonexoKinase ( iructoKina.se j ^ivriivj, tianscnpt variant a, mrciN/v 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


JN1V1_UUU / jj 


riomo sapiens caiintine acetyitransieiase (dv/vij, nucieai gene encocung 
mitocnoncinai piotem, tianscnpt van ant mitocnoncinai, mrvrM/\ 


TvTA/T O0 1 OQO 
JNJVI UU1Z*7Z 


nomo sapiens L^iJL^-iiKe Kinase d ^L^-LrvJ j, transcnpt vanant pnciKj?/ 1 dz, mrviN/\ 


JNJVL UUlZ^l 


nomo sapiens LUL-iiKe Kinase z (ULJvZj, tianscnpt vanant pnciKZ/ uv, mKJNA. 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 

111 iv IN J\ 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


JNJVL UUIZ00 


nomo sapiens cniomosome condensation 1-liKe (CML1L), mKJNA 


JNJVL UUU/J4 


nomo sapiens CJJjZ antigen, zeta polypeptide (ill J complex) (CJJJZ,), mKJNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitociiondnai protein, tianscnpt vanant Deta, mKJN/v 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitociiondnai protein, tianscnpt vanant alpna, mKJN/Y 


JNJVL UUUUjj 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


JNM UUJjy4 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


JNJVL Uvj /ZZ 


nomo sapiens tumor protein oj KUa witn strong nomoiogy to pjo ( 1 roj>), 
mRNA 


JNJVL UIoojo 


nomo sapiens mteiieuKin i leceptoi-iiKe i (ILIK-Li), mKJN/v 


JNJVL UUJ14U 


nomo sapiens sex determining region Y (oKi j, mKJN/V 


NM 003615 


Homo sapiens solute earner family 4, sodium bicarbonate cotransporter, member 

/ (oLL4A/j, lllKlN/\ 


NM_003759 


Homo sapiens solute earner family 4, sodium bicarbonate cotransporter, member 

A /CT A A A \ W DAT A 

4 (^LC4A4), mKNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


JNM (JUzoyU 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM UU36z4 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


"ATA A AAOO 1 ^7 

NM UUZ817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 

/T> O A A~T~\ 1 ^1 \ «~~. DATA 

(roMDl J), mKJNA 


JNJVL UUU44 / 


nomo sapiens preseniim z (Alzneimer disease 4j (^r oliJNZj, transcnpt vanant i, 
mRNA 


JNJVL UUUUZ1 


) J , x 4 'V ~\ j- X i * \ < -v -1 ,-~x -*'"X J ' 1 -V ^ -» , y-x --g. -x « I « < -\ | / /\ 1 r—w 1 -v .-~x « ^x>x r^-*-* y^l -4 X a— X /^X jf \ /II 1 J 1 1 \ 4 <-"X y X « A I -»'-X -4- X T X 1 j -v -a.--x 4- l! 

nomo sapiens piesemim i (Alzneimer disease d) (r oj^jn i j, transcnpt vanant 1- 

T-O / , 1 1 1 1 V 1 > / V 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1 , mRNA 


NM 002635 


Homo sapiens solute earner family 25 (mitochondrial earner; phosphate earner), 
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memuer 3 (bLUZj Aoj, nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


JNJVL UUZ;) o4 


Homo sapiens paneci dox gene / (KAywj, tianscii]3t variant i, mKJNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


JNJVL (JUzojj 


Homo sapiens soLute earner tamiLy ZZ (organic cation transporter), member 1 - 

1 " 1 _ /CT m A IT \ «,DAT A 

Like (ISLCZZA1L), mKJNA 


JNJVL UUUVU / 


riomo sapiens natriuretic peptide receptor rS/guanylate cycLase r> (atnonatnuretic 
]3eptide receptor J3j ^iNrxczj, mKJNA 


NM_002515 


Homo sapiens neuro- oncological ventral antigen 1 (NOVA1), transcript variant 

1 , II I iv IN J\ 


NM 003204 


Homo sapiens nuclear factor (erythroid- derived 2)-like 1 (NFE2L1), mrvNA 


JNJVL uujy/u 


homo sapiens myomesm (ivi-pioteiii) z (loDKU) (JVLYujvlz), mxvJN/V 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


NM UU2394 


Homo sapiens solute earner lamily 3 (activators ol dibasic and neutral ammo 
acid transport), member 2 (SLC3 A2), mRNA 


JNM uuio/y 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


JNM_U0z353 


Homo sapiens tumor- associated calcium signal transducer z (1 ACblDz), 

mKJNA 


NM 002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, m K in a 


JNJVL 


riomo sapiens lysosomai-associated membrane protein z (LAJVLFZJ, transcript 
variant LAMP2A, mRNA 


JNJVL UUZZo4 


riomo sapiens KaiyojDiierm alpna 1 (importin alpna j) (JvFJNAi), mKJNA 


TvTA /f AAO O /C 1 

JNIVL UUZZol 


riomo sapiens Killer cell lectin- liKe receptor suotamily member 3 (JvLKUoj, 
transcript variant NKG2-E, mRNA 


JNM UUZZJU 


riomo sapiens junction ]3laKOglobm (J Ur), transcript variant 1, mKJNA 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcn]3t van ant b, mKJNA 


NM 002164 


Homo sapiens indole amine-pyrrole 2,3 dioxygenase (INDO), mRNA 


JN M_UU38zz 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mKJNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

(OK1JNZ1J), mKJNA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant tioj3, itikjna 


JNIVL UUZlOO 


riomo sapiens giutamme-inactose-o-pnospnate tiansammase 1 (urr J 1), mKJNA 


NM 000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mKJNA 


NM 000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitociiondiiai piotem, nansenpt variant 1, mKJNA 


JNJVL Uloo44 


Homo sapiens growth arrest- specific 7 (GAS 7), transcript variant a, mRNA 


JNM UUUo 1 / 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67, mRNA 


JNIVL UUUo 1 J 


riomo sapiens gamma- ammo butyric acid (OAJdA) a receptor, beta z 
(GABRB2), transcript variant 2, mRNA 


JNJVL UUU140 


nomo sapiens leiiitm, ngnt polypeptide (r ilj, mKiNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1 ), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


JNJVL UUIVZj 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM 001359 


Homo sapiens 2,4-dienoyl Co A reductase I, mitochondrial (DECR1), nuclear 
gene encoding mitocnoiidnai protein, mKJNA 


JNJVL UU 1 D 5 1 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


JNJVL UU IoJj 


nomo sapiens ciatnrm, neavy polypeptide- like i (ULIL^lij, transcript variant i, 
mKJNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonorain, mKJNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


JNJVL vvjyyj 


riomo sapiens UJJC-iike Kinase z (ULJvZj, transcript vanant pncikz, mKJNA 


JNJVL UUlZoO 


riomo sapiens cnioride cnannel o (ULUJNoJ, tianscnpt variant L lU-oa, mKJNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 

mKJN/V 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitocnoiidnai protein, mKJNA. 


JNJVL UUJ4CO 


riomo sapiens cnitinase 1 (cnitotnosidasej (Uriii 1), mKJN/V 


JNJVL UU1 /oJ 


riomo sapiens CJJ/yA antigen (lmmunoglobulm-associated alpna) (CJJ/yAj, 
transcript variant 1 , mRNA 


tsjA/T nn 1 i no 
JNJVL UU 1 1W 


riomo sapiens Done morpnogenetic protein i (rsivir ij, transcript variant JdJVLt i- 
1 , mRNA 


JN1VL UU lOOV 


nojuo sapiens aiyisuitatase u (ArCoiJ), tianscnpt variant i, mrvJN/\ 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


TVTA A AA1 1 

JNM UUlloU 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
z, mRNA 


\ IN 4 AA1 /T^f 

NM 001625 


Homo sapiens adenylate kinase z (AKz), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


"KTiy K C\f\ 1 1 Of 

JNM UU1135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
tianscnpt van ant 1, mKJNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK- short, mRNA 


TVTA T AAO Oil 

NM 00J812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mKJNA 


JNJVL UUIUVj 


riomo sapiens amiioride- sensitive cation cnannel z, neuionai (AUUJNZ), 
tianscnpt vanant z, mKJN a 


NM016184 


Homo sapiens C-type (calcium dependent, carbohydrate -recognition domain) 
lectin, supertamiiy memoei o (L^i^iiL^or^oj, mrviNA 


JN1V1 UU J) JoO 


nomo sapiens transgenn ( j aulin j, mKJNA 


INJVl UUh-Uo4 


nomo sapiens deiensm, aipna i, myeioid-reiated sequence (L/DrAJ j, mrviNA 


iNivi UZZVUo 


nomo sapiens nypotneticai piotem j h i^jiz4^+z (^ri^j iz^f^zj, mKJNA 


in ivL uzz yuo 


nomo sapiens nypotneticai protein j^lj id iyj similar to stromal antigen d 
(FLJ13195),mRNA 


IN IVL UZZyUJ? 


nomo sapiens nypoxneticai piotem ru izouu (rLj izouu j, mrvr>/\ 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


JNJVL \)LAry\)\j 


nomo sapiens nypoTiieTicai pi oiem r l j z i z i j ( r l^j z i z i d ) , mrviN /\ 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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ATA A C\1 Q^^n 


Homo sapiens Low density npoprotem-reiatea protein Irs (deleted m tumors; 

/ t n ni n\ T> AT A 


ATA/T C\ 1 A Q9 1 
IN JVL U 1 ^Vy Z 1 


rionio sapiens lecioiiiecim-z ^js4/\/\uozi ;, miviN/\ 


ATA/f fH /I 1 10 
IN IVL U 1 1 1 Z 


rionio sapiens TriciioiniiiopiiaiangeaL synQionie i gene ^ Kroi j, miviN/\ 


ata/t nnn^^o 

IN JVL UUUDJV 


rionio sapiens rnociopsin ^ opsin z, roc pigment; ^retinitis pigmentosa 4, 
auiosomai uomiiiant ) ^rvnvjj, niivi >j i\ 


TsJA/L fi19zL^9 
IN 1V1 U 1 Z*40 Z 


nomo sapiens iiaiismeiiiDiaiie aL/iivdior anu ^/\ivii^ mxeracior ^i/\i^i;, mrviN/\ 


1M1V1 UUj jO't 


nomo sapiens xransgeim \ i /a l i > z ^, in is. in /a 


IN 1V1 00009 Z 


nomo sapiens L/OiiiaL/im associdieu proxem i ^^in i in/vl i ;, mrviN/\ 


1M1V1 UUOjUO 


1— rnm r\ cqi'maiic I? A Ql t~\ 9 1 f\ i~/ a f" i n QA+n^Q+Ar 9 /^T? A 01 A 9^\ ml? AT A 

nomo sapiens i\Ao pzi proiem acuvaior z \ts^t\^D/\z)^ mrviN/\ 


IN 1V1 O 1 H-H-Z / 


nomo sapiens copine vii ji^jriNJLW j, miviN/v 


1N1V1 UOOU9Z 


nomo sapiens copine vi ^neuronaL; ^v^riNJZ/Oj, mrviN/\ 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


ATA/T H9 1 

IN IVL uz i y / 9 


nomo sapiens nean ano neuiaL ciest oerivatives expiesseo z ^n/viNuzj, miviN/\ 


JNiVL UUDjJV 


nomo sapiens nuntiiigtm mtei acting piotem z ^nirzj, mrvLN/v 


ATA/T C\1 1 QOfl 
IN IVL VZiyZY) 


nomo sapiens secretin (oti J, mKJN/\ 


IN IVL U 1 O^y L 


nomo sapiens mitocnonoiLaL noosomai protein l^d i \ny\sa^v^d i j, mKiN/\ 


ATA/T H 1 zL9 1 1 
IN IVL U L ^+ Z 1 L 


nomo sapiens gamma- ammo Dutync aciQ ( o/\ t5/\ j /\ receptor, pi (Lj/\d1v1 j, 

rviT? AJ A 
111 Iv 1M r\ 


IN IVL UU^tOJO 


nomo sapiens iv/\ o pioiem aciivaioi nxe i i iiKe^i y o/\ l i j, miv in /a 


TsJA/T 004807 
1N1V1 UUH-OU / 


nomo sapiens nepaian suiiaie o-v^-suiioiransieiase ^nooo i j, miviN/\ 


AJA/T 009^»99 
1N1V1 OOZOZZ 


nomo sapiens preioiom i yr rury i ijuvina 


AJA/T 00^ 1 9.f\ 
1N1V1 009 lOO 


riUIllU SdpiCIlS Ldipdlll 1, ^IllU/±J IdlgC SUDLII11I ^V^.rvJrlM 1 ITlr\J_\l/\ 


AJA/T 001 74 ft 
1N1V1 UU 1 / H-o 


nomo sapiens caipam z, ^m/11^ laige suounii ^^/\r in zj, miviN/\ 


ATA/T 0149QQ 
IN 1V1 U 1 


nomo sapiens Diomociomam-coiiiammg ^divuh-j, miviN/\ 


MA/T 007908 
IN 1V1 \J\) / ZAj O 


nomo sapiens miiocnonuriai nuosomai pioiem l j ^iviivl.lo j, hi ixi > /\ 


NM 022838 


Homo sapiens hypothetical protein FLJ 12969 (FLJ 12969), mRNA 


AJA/T 099 2^7 
IN IVL UZZo9 / 


H n , A coniAnc ViAn^/-\+V»/=»+ir»o1 i-\ t-/A+r» i n TT1 199^^^ /PI 10 0 Q "2 \ ml? AT A 

nomo sapiens nypotneiicai pioiem r l^jzzojj {r l^jzzojj j, mi\JN/\ 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


JN1VL UZZolV 


nomo sapiens pLiospLio Lipase Az, gioup iir ^LAzuzr), mKJNA 


NM 020245 


Homo sapiens tubby super- family protein (TUSP), mRNA 


JNM (JzUUol 


Homo sapiens opsin 1 (cone pigments), long-wave- sensitive (color blindness, 

plOtan) (Ur JN ILWj, lllKJNA 


ATA A C\r\f\G. 1 1 

JNM UUUM3 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (color blindness, 

/l/-»i i+-nV\ ^Or>AT1 A/T\AA rvil?ATA 

Qeutanj ^uriN iiviw miviN/\ 


TvTA>f 001 70Q 
IN IVL UUL /Uo 


nomo sapiens opsin i (cone pigments j, snort- wave-sensitive (color DLmaness, 

111 ld.Il J ^VJr IN 1 oW j, 111 lv 1 >J r\ 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


ATA/T 099 1 
IN IVL UZZ 1 jy 


nomo sapiens uJJiNr iamny leceptoi aipna ^oric/v^j, miviN/v 


ATA/T 00948^ 
IN IVL U UZ^ o J 


nomo sapiens JNLjmegen oreaKage synQiome i ^iiiDmij (indoi j, miviN/\ 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


ATA A C\f\ZQ £>H 


Homo sapiens Down syndiome critical legion gene 4 (UoLK4j, mKJNA 


ATA A f\f\Z.f\QH 

JNM_UUjUo / 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM 000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 
uisease, autosomal z) ^iNL.rzj, miviN/\ 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration,) (ola/ j, itlkina 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 

^INi^VL^r J, m iv IN /A 


JNJYL 1 


nomo sapiens wisKott-Aidiicii syndiome-iiKe (WAoLj, miviNA 


IN IVL U Z U 0 o U 


nomo sapiens in -terminal Kinase -iiKe (in iisj_^j, miviN/v 


INIVL UZZ/oV 


nomo sapiens mteiieuKin i ill /J^J, miviN/\ 


JN JVL UZZ / o / 


riomo sapiens jnivljn aaenyLyLtransierase, nicotmamicie mononucleotide acienyiyi 
trans ierase ^iniviin/\i j, miviN/\ 


IN 1V1 UZZ / O O 


nomo sapiens iiKeiy onnoiog 01 yeast ai\ v i v i 111 ivin /a 


1M 1V1 UZZ / O J 


nomo sapiens nypotneticai protein rLjzjjoo ^rLjzjjoo j, miviN/\ 


IN 1V1 UZZ / / J 


nomo sapiens nypotneticai protein rbjzziz / ^rLJzziz/ miviN/\ 


XTA/T H9977^ 
1NIV1 UZZ / / J 


nomo sapiens nypotneticai piotem fl^j izooi ^ri^j izooi miviN/\ 


TxTA/T 099779 
IN1V1 UZZ / / Z 


nomo sapiens nypotneticai protcm rLjziyjj ^rLjziyjj j, miviN/\ 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


TsJA/T H997^A 
IN IV! UZZ / jO 


nomo sapiens nypotneticai piotem ri^j 1 1 / ^u ^ri^j 1 1 1 d\j j, miviN/\ 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


JNJVL KjZZ/Zd 


nomo sapiens raiicom anemia, complementation gioup r (rAJNLr), mKJNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


JNM (JU544J 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mKJN A 


JNM UU40/U 


nomo sapiens 5 -pnospnoaaenosme j -pnospnosullate synthase z (fA.fhhZ), 
mRNA 


JNJVL UUlUo4 


nomo sapiens pi ocoiiagen- lysine, z-oxogiutaiate j-dioxygenase d (r lujj j j, 

*v»T?TvT A 

mKJN/V 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


JN1V1 UK) / DDL 


i 1 rf~x -*>^>x ^"~x / ^< ^~x **-x -*>x / i \ \ . g-—^ 1 -1— D 1 4 ^4 1 ~t -*-x lyx l>x ^~x j v » -w- t - * -x. ^ ^"x /'■x ^~x -*-^x s~*m ^~x w 1 r \ A / 1 1 M 1 \ ^ -x -x 1 _J f^X. 1 f\ 

nomo sapiens w oit-niisciiiiom syncirome canciiciate i (WJiotJj, mrCJN/V 


JNM. UU/1ZJ 


J 1 -M^^>X ^"X I ~*1 ^~X >X -4 -*^X T 1 * » 1>X /^X ~*1 -w- r ^ 'X ^ >\ _*~x >X ,-"X J /X / ^~x -v 9 ^~X y~X -Mj^^X ^~X 1 .^X ^~X rf-^X j-'^l j ^ -4 ~Y r V 4--X >X -4 1 ^ ' '-J \ /II 1 1 M /m % 

nomo sapiens Usner syndrome zA (autosomaL recessive, miLdj (UoHZAj, 

w T? TvT A 
ITlrsJN A 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


JNJVL UUoro 1 


2 I ✓"X ^ -x -X >~X rf - 1 rf~x -^>X -4 ^~X -*-X * — ( | v-x »^ >"X 1 <-X 1 / / / -^>x y^X 1 -w- t y~X-w T" / — < -4- y~X 1 r — 4 ^ -X ^~X T" / — « >"X rf"X i" - ^ *-™X rf~X ~V -4- y^x y~X rf~X 1 *-™X /"^W / — < I — i -4 -w t r~X -4 --*^x % 

nomo sapiens Fiobe nig/j / (polycystic Kianey disease, autosomal lecessive, mj 
(Ju/j/j, m iv in /\ 


TvTA/T H 1 20/xO 
INIVL Ulo!70Z 


nomo sapiens uown syiiGiome critical legion gene o (J^oi^ivoj, iiikina 


INIVL Uloo4o 


nomo sapiens ivicisxisicK-is.auniiaii syndiome (iviis.is.oj, miviNA 


TvTA/T M 1 7/1 9/1 
JNJVL Ul /4Z4 


nomo sapiens cat eye syndrome cnromosome region, candidate i (Uc/CKij, 

rnRTsJ A 
111 Iv IN r\ 


in ivi u i j o o y 


nomo sapiens i r /\ mciucioie gene-t ^ i 1 111 in in /a 


IN IVI U 1 04 D U 


nomo sapiens uown synciiome critical region gene d (Uov^ ivZ) j, miviN/\ 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


INIVL UU441 


nomo sapiens uovv n s^tQiome critical legion gene i-iiKe z i lz j, niiviN/\ 


at Ayr m 9/1^ A 
INIVL U1Z4J0 


X— I /^V -«--X--% y x /i 4- x -*^x /— x-fx / i -*^x /^x 1 4 4 -x -\ r x / i / i y x y x -f 4 x -4" /""l x -X'X -4- -f s x- /^V -fx Z' 1 3 /\ f~^L ^? \ -«--x^% 13 T /\ 

nomo sapiens spemi associated antigen o (or Auoj, itikjna 


NM 012227 


Homo sapiens Pseudoautosomal GTP -binding protein-like (PGPL), mRNA 


TvTA/T MA71 

JNJVL UU / 1 / J 


A 1 r X -«XX x X /A -«>X. -4 i^X X j-^i ■ -X -M ■*> r~X ■■»- i^X J"\ y^X i^X ■*>-■» ■* -X . — «v J 7 § 111 1 X / 1 A \ -tf^V/^ 1 J IXV 1 J^W 

nomo sapiens piotease, serine, Z5 (orU Viij, mKJNA 


JNM UUlOUl 


3 1 ^~x -A^>X y~X / — 1 ix -rf ^x -4 >-x -**X / — < *-x 1 j-x f - ^ -4t- -4 -^y-x / / — 1 -m.»x -*y* ^~X -w -r ^~X 1 t -r-m -m 1 ^~X ^~X < -4 ^"X f - ^ -^L w -4^x «^~X -4 ^ — t \ \ / -m 1 1 « yx / — 1 l_J ~v -v «X .^x >V -w -r-^.'X > — J -^x J X -X \ 

nomo sapiens elastm (supravalvular aortic stenosis, Williams-rSeuren syndrome; 
(ELN), mRNA 


JNM UvovZj 


nomo sapiens protease, senne, zz \Y 1 1 j, itikjna 


NM_005609 


Homo sapiens phosphoiylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type v ) {r i oivij, miviN/\ 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


JNJVL UUU4oz 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3 A), mRNA 


JNJVL UU1UD4 


jiojuo sapiens tiansKetoiase ( wemicKe-JvoisaKoii synciiomej (iKi), itikjna 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NJVL 000455 


Homo sapiens serine/threonine kinase 11 (Peutz-Jeghers syndrome) (STK11), 
mRNA 


"VTA A AAOOCI 

JNJVL (JUZJM 


Homo sapiens SH2 domain protein 1A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1A), mRNA 


NM_000336 


Homo sapiens sodium channel, nonvoltage- gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


JNJVLU00335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


JNJVL (JUU311 


Homo sapiens prion protein (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
btrausler-ocneinker synarome, tatal lamilial insomnia) (FKJNF), mKJNA 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 

( 1 Jvl 1 J, mKJNA. 


JNJVL UKJvZoj 


rlomo sapiens pnospnodiesterase or>, cOMr-specitic, rod, beta (congenital 
stationaiy ingiit Dimciness J, autosomal Qommantj (rUDOtJ J, mrciNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


JNJVL UUUzoU 


rlomo sapiens myosin vii/Y (Usner synarome ijd (autosomal recessive, severejj 
(MY07A), mRNA 


JNJVL Ulo /ZU 


rlomo sapiens uown synciiome critical legion gene z (JjoLJ^zj, mKJNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


TVTA A AAA1 C\ A 

NM 000194 


Homo sapiens hypoxanthine phosphoribosyltransf erase 1 (Lesch-Nyhan 
synciiome) ( H J i< 1 i), mKJNA 


NM 000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
synciiome) (OLKAi), mKJNA 


NM 003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
lecessive) (JJYbr), mKJNA 


JNJVL UUUUol 


rlomo sapiens dieciiaK-rligasni synciiome 1 (Lribi), mKJNA 


JNJVL UUUUjZ 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
synciiome ) (A i r / aj, mKiN a 


NM 001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
auto antigen j ^Aivrrrij, mKiN a 


iNivl VZZOOJ 


nomo sapiens l i /\vjti- 1 protein j aujj/- j j, mKiNA 


JNJVL UZZOOZ 


rlomo sapiens meiotic cnecKpomt regulator (iviUr K), mKJNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


JNJVL UUUjOV 


rlomo sapiens rc tragment 01 igo, low aiimity ilia, receptor 101 (uuioj 
/prr,[?i a \ oma 

(rLuKjAj, mKiN A 


JNJVL UUUoUZ 


iiojiio sapiens toiate leceptoi i (aciuitj (rULKi j, tiansciipt variant z, itiklna 


inivl uuoyyi 


riomo sapiens zinc ringer protein iy / ^z^iNr iy / j, mKiNA 


NM 0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 

(oAoj, ITlKiNA 




rroiiio Sapiens lemioic acici liiciuceci d ^rw-vij? ^, iiirviMi-v 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM012151 


Homo sapiens coagulation factor VHI-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


TVTA A f\ 1 £L A O A 

NJVMJ 16424 


Homo sapiens cisplatin resistance- associated overexpressed protein (LUC7A), 

mKJN A 


JNJV1 Ulzljz 


nomo sapiens endothelial differentiation, lysopnospnatidic acid O-protem- 
coupled receptor, 7 (EDG7), mRNA 


NJVL_UU /3oU 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence ^iJizoZHoV-ti/j, itikjna 


in ivi u u ^+ y Z 4 


nomo sapiens actmm, aipna 4 (Ai_ iin^j, mKJNA 


1N1V1 UU1 1 UZ 


norno sapiens acxinm, aipna i (/\v_ iini ), mivrM/\ 


1M1V1 UlZIZo 


riomo sapiens cnionce cnannei, calcium activateQ, iamiiy memuer 4 

11 1 IN.1 N f\ 


In ivi yj 1 ^tDZ) 1 


nomo sapiens nypoLiieTicai proxem jo'HJo o ^oh-i^o-z^i, miviM/\ 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


inivi uu 1 1 Uj 


nomo sapiens acxinm, aipna z ^/\^iinzj, miviM/v 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


JN1V1 UlOoyz 


nomo sapiens ionnm-iiKe (riviJNi^;, mKJN/V 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


JNM 012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


ma a r\r\H 1/^1 
JNM UU/lol 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


"N.TA /T f\C\tC 11/1 

JNM UU6114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D 1 9S 1 1 77E), mRNA 


JNM UU6U14 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXbyo /yr,), mKJNA 


TvTA/f f\C\A /COO 

JNM UU4oVy 


nomo sapiens IJJNA segment on cnromosome A (unique) yyzo expressed 
sequence (Uy^oWzoiij, mKJN/\ 


JN1V1 UlOOoJ 


nomo sapiens uin/v segment on cnromosome zi (uniquej zudo expressed 
sequence yuzi ozujojj/J, mrvi>j/\ 


TsJA/T 01 ^zl&A 

IN1V1 Ul J^tOH 


nomo sapiens v_r^i-r-inieracimg piotem pzy yrzyj^ miviM/\ 


1M IVI KJ 1 jZOJ 


nomo sapiens Dromouomain-coniaining / ^ d is. / inrvr>i/\ 


In IVI UZZ ID / 


nomo sapiens ivag pioiem ^oirvzj, iiiivi>j/\ 


1M IVI U 1 H-OUt- 


nomo sapiens lax mieracnon proxem i ^ i ir- 1 j, miviM/\ 


TsJA/T nn 1 Q1 ^ 
IN IVI UU 1 y 1 


nomo sapiens cyxocmome d-joi i djoi ), mivi>j/v 


1M IVI UlZlOO 


nomo sapiens iorKneaci uox n ^ r \jy\ 1 1 j, n 1 is. im /a 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (S STRIP), mRNA 


TvTA/T H99zL£9 


nomo sapiens nypoTneticai protein rLjzi /y^f ^ri^jzi /y^-j, mrsJN/\ 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


JN1V1 UzZ4oV 


nomo sapiens nypotneticai protein rLJzzUjo (rLJzzur)o;, mKJNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


"VTA A ATI AHA 

JNM_0zz464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL l), 
mKJNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 

(rLJzzj4oJ, mKJNA 


"VTA A 

JNM Uzz4jU 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


iniyi UZZ44J? 


nomo sapiens myeloid leuxemia iacior i ^ivii^r i j, miviN a 


NM 022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIPl), mRNA 
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NJVL U1C041 


nomo sapiens guanine nucleotide binding protein Y5 9 gamma (uinuIj), iiikjna 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


NM U14946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 

mKJN A 


TvTA/T MOO 1/1^ 

JNJVL UZZ 14o 


riomo sapiens neuropeptide rr l , Kr amide-related peptide receptor (U l / 1 uzz 
mRNA 


JNJVL UU4ooj> 


riomo sapiens neuropeptide c_r protem-coupied receptor, neuropeptide rr 2 

( IN r urK J , ITlrvlN J\ 


JNJVL vvZyjo 


nomo sapiens ky js. leceptor-iiKe tyrosine Kinase (ky rvj, mivJN/\ 


JNJVl \J\JZys> i 


nomo sapiens ring ungei piotem i ^rviiNOi j, mrviN/\ 


TvTA/f no 1111 
IN JVL UZ 1111 


nomo sapiens reversion-inuucing-cysteine-ricn protein witn Kazai moms 
(RECK), mRNA 


JNJV1 UU10ZO 


nomo sapiens aicnam i (/\rvL.iN i j, mrviN/\ 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


JNM UUoooO 


nomo sapiens actm-like fr> (AL 1L/Jr>), mKJN A 


NM 006687 


Homo sapiens actin-like 7 A (ACTL7A), mRNA 


NM_UU585o 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_UU5854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mKJN A 


JNM_(J(J5o55 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 


JNM UUU4/J 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 

mKJN A 


JNJVl UUD4yj) 


nomo sapiens kain Dmumg piotem y ^KAiNrsi^yj, mrviNA 


IN JV1 UU40J)4 


nomo sapiens DiomoGomam and rriu linger containing, i (DJvfr i j, mKJN a 


JNJV1 UUU14U 


nomo sapiens ierrocneiatase ^protoporpnynaj (^rii^nj, nuclear gene encoding 
mitociionciriai proiem, in ivi n /a 


NM 000031 


Homo sapiens amino levulinate, delta-, dehydratase (ALAD), mRNA 


rNIVl U UU UZ / 


nomo sapiens aspanyigiucosammidase (auaj, mrviNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM UU(J(Jz5 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II-like 1 (ACVRL1), mRNA 


NM UUUUlV 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (AC ATI), nuclear gene encoding mitochondrial protein, mRNA 


NM UU0018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitocnondiiai piotem, mKJN A 


TvTA/f f\C\C\f\ 1 *7 

NM UUUU1 / 


nomo sapiens acyl-Coenzyme A denydrogenase, U-z to u-J snort cnam 
^al^auo j, nucieai gene encoding mixocnoiiGiiai piotem, mKJN a 


NJVL UUUU lo 


nomo sapiens acyi-uoenzyme a denydrogenase, u-4 to c-iz straignt cnam 
^/\^/\r>/ivi^, nucieai gene encocimg niiiocnoiiciriai proiem, mrviM/\ 


"NT Ayr 00047^ 
rNIVl UUUt- /o 


rruiiiu sapiens acienyiaie Jvirid.se i ^rvrvi j, n 1 iv i n t\ 


1>J 1V1 UU1 OjU 


nomo sapiens ciiiui icie cnannei h- ^\^i^^rNH-j, iiirv i n /\ 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


JNJVl UZZ:OU 


nomo sapiens ammopeptidase ^L\JL.o^fio / j, itikjna 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


IN 1V1 UUDZDV 


nomo sapiens giowtn diiieieniiation iactoi o ^ouroj, mrviNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM_(J(Jz855 


Homo sapiens poliovirus receptor- related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


X T \ A /A 1 T? A A 

JNJVL 012340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent z (JNrAiuzj, itlkjn/v 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 

HI K IN A 


JNJVL UUoloZ 


nomo sapiens nucLear factor 01 activated 1 -cells, cytoplasmic, caicmeurm- 

QepeilQeilT 1 (INrzAl v_ 1 J, rnKJN/A 


1N1VL UZZUOl 


nomo sapiens riDosomai pioiem li / lsoiog (i^vJL^ojo /r>j, mKJN/\ 


JN1V1 UZZUbO 


riomo sapiens nypotnencai v^zriz zinc imger protein r l^jzzjK)** (ri^jzzjUH-j, 

111 Iv IN r\ 


TsJA/T 099001 


nomo sapiens ujh-o / in i i . i proiem yuj^-to / in i i . i miviN/\ 


TsJIVT 09 908 A 


nomo sapiens nypomeiicai proiem uj luzniy.H- yuj iuzni7. i tj, mrviN/\ 


TsJA/T 099077 
1N1V1 UZZU / / 


nomo sapiens nypoinexicai pioiem cu i i^t 1 c id .z yuj i i^-iij/ij.z j, mrviN.rv 


TsJIVL 0990Q8 
1N1V1 UZZU7O 


nomo sapiens nypometicai proiem luL/Oj7Z7 ^uuojyzy j, 111 is. in /a 


TsJA/T 09 9 OS 1 
1N1V1 UZZUOl 


nomo sapiens iiypoineiicai proiem Drviu^torj/y.z) ^13jn.iu^oj-/!7.zj mrviN/\ 


TsJIVT 09 1 08 1 
in ivi uz 1 uo 1 


nomo sapiens gruwm normone leieasmg normone ^univnj, in in. in /a 


TsJA/T 099 1 ^8 
In 1V1 UZZ 1 0 0 


nomo sapiens meianoma uiiieieiiuaiioii associaieci pioxem-j ^ivip//\j j, mrviN/\ 


TsJIVL 0991^^ 
1M1V1 UZZIOj 


nomo sapiens l 1 1 1 - / u proiem ^ l i in - /dj, hi in. in /\ 


TsJA/f 0991^1 
IN 1V1 uzz 101 


nomo sapiens uvm mmuiioi-oi-apoiosis ^i^iviin ^, miviN/\ 


TsJIVL 099 1 
IN IVI uzz 1 d y 


l— T/A"1aa/a com puc I— <' I T -iat*/a^ - ^1"IA / 1— 1 T \ iatI?^N.T A 

nomo sapiens c i l proiem yd i Lj, hiini n /a 


TsJA/f 09 9 1 ^ A 
IN IVI UZZ 1 D O 


nomo sapiens ltd i i i pioiem ^rrj 1 1 1 j, miviN/\ 


TvJTV/L 099 1 ^ 1 
IN 1V1 UZZ, 1 J 1 


PTiA-m/A c oiai /^»-ia c \/l A P 1 nrn+Am / A P 1 \ mDM A 

nomo sapiens ivi/ap-i pioLein ^ivltvp-i iiir\j_N/\. 


TsJA/T 0991^0 
IN 1V1 UZZ 1 j> U 


nomo sapiens ivr amiue-reiaieu pepiiuc precursor ^rvrivr j, miviN/\ 


TsJA/T 0991AQ 
IN 1V1 UZZ 1 


nomo sapiens ivi /\o pr i proiem ^ mauct i ^, m in. in ja 


TsJlx/T fl991AA 
IN 1V1 UZZ 1 H-H- 


nomo sapiens myouuim proiem ^luud^iuz miviN/\ 


MA/f 099141 
IN 1V1 UZZ 


nomo sapiens gdinnid-pdiviii ^ r /\ in. v \j p iiiin. in /a 


TsjA/r 0991^4 

IN IVI UZZ 1 J) L r 


nomo sapiens glycoprotein ueia-oai d -sunoiransierase ^vjpjjo i miviN/\ 


TsJA/T 099 1^1 
IN 1V1 UZZ 1 J) 1 


nomo sapiens caisynienm-z (^loz j, hi in in /\ 


XTN/r 09919Q 

in ivi vzzizy 


nomo sapiens ivi/\wu Dincimg pioiem yNLJ\ yy or p miviN/\ 


XTA/T 09919^ 
IN IVI UZZ 1 Z J 


l— T/ATVI/A CQTMPTIC KqC1P 1a/^*1iv 1 /A/A1A 1a/^*1iv 1^ A ^1 TWA+AI 1A / ^^.1 A ^2 \ TV* T? ^VT A 

nomo sapiens uasic-neiix-ioop-neiix-p/\o proiem ^inp/aoj mrviN/A 


TsJA/T 099191 
IN IVI UZZ 1 Z 1 


nomo sapiens LJ^^'inuuceu pioiem r iur ^ i ^riurLi j, miviN/\ 


TsJIVr 099190 
IN IVI UZZ 1 ZU 


nomo sapiens iiypoineiicai proiem rivouzj pfpjuuuj)uj, miviN/A 


TVTiVyf 099 1 1 A 

IN IVI UZZ 1 14 


1— T/atvi/a com pnc T^T? /^/aiaacjiti a autqitiih ct 1 /^i /^T^T? I iIV A 1 \ tviT?^VT A 

nomo sapiens r in. uomam coniammg 10 ^PrvP/ivno^, in in. in /\ 


TsJA/T 099 119 
IN IVI UZZ 1 1 Z 


1— T/ATVl /A C Qr\1 ^»"IA C 1 1A ^ ^ T*£* Al 1 1 OT^» A O 1A /A1AT/A C 1 C IT* / 1 1 1 A1T> <T lAT'/A'f Tl ) / ^ ^ A TT^ 1 \ TV* 1? A 

nomo sapiens pzo-reguiaieu apopiosis-muucmg pioiem i ^rjjAir i mrviN/\ 


TsJIVL 099 1 1 1 
IN IVI UZZ 111 


P T/ATV1 /A C QV\1 /^1A C 1a AtYl /a1 /A *T /A"f N^ ^ 1A AtM 1 C 1 O CtMtl A C!T3> 1 TV* T? A 

nomo sapiens iioinoiog 01 yvenopus i^iaspm ^v^p/\opiin mrviNZ-v 


TsJA/T 099101 
IN IVI UZZ 1 U 1 


nomo sapiens nypoinencai proiem rLjzzyoj ^rLjzzyoj j, mrviNZ-v 


TsJA/f 099087 
1N1V1 VZZVO 1 


PTr\m/A cQnifnc lT\/iA^tlT r»t i 1 ia r/Atr»i n PT 19 1 A^A / PI T9 1 £»^A\ rviPXTA 

nomo sapiens nypoinencai proiem rLjzioj4 ^fpjziojh-j, miviNZ-v 


XTA/T 09908^ 
1N1V1 UZZUOj 


T— 1/A1AA/A CQT41AT1C "IAiIaOTI MfATAIH / T l—^ A ^^.T A TY1 T? A 

nomo sapiens moan proiem ^inio/ain j, in in in /a 


XTA/L 099078 
IN IVI \jZZ\j 1 O 


1— T/ATV1/A PHC 1a"\ 7TA /AtIa /^T1 {~* O 1 lAfATAHI l-H T 1 1 9A^^ C l-H T i 1 9A^^A TVlT?^VT A 

nomo sapiens nypoineiicai proiem rLjizH-jj ^tlj izh-jj j, mrviNz-v 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


TvTA/f 099079 
1N1V1 VZZX) 1 Z 


nomo sapiens nypoineiicai protein r L^jzzovy ^rpjzzouvj, mKJN/\ 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


JNJVL UZZv^y 


Homo sapiens o-protem coupled receptor oo (urKoo), mKJNA 


JNJVL UZZU44 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


TvTA/T 0990A9 
IN IVI UZZU^+Z 


nomo sapiens soiuie earner iamiiy zo (^suiiate Transporter j, memoer i 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DN A- directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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JNJVL vvjvvZj 


nomo sapiens sarcogLycan, aipna (MikD aystropnm-associatea glycoprotein; 

(ouL A), m lv IN A 


iMivi uuDuyy 


rionio sapiens a Qismtegrin-iiKe anc nietaiiopiotease (reproiysm typej witn 
iniomDOsponcuii Tyjje i motii, ^+ ^/\u/\ivii o4j, nirviN/\ 


in ivi u i od y\j 


noiiio sapieiis piosiaie aiiciiogen-ieguiaieci naiisL/ripi i \r /vivi i iiiiviN.rv 


1>J IVI UlH-ZZj 


riumu sapiens nueiear iransc/iipiiun iaeiur i , gamma ^imf i i^^i, mrvi\i/\ 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


jnjvi uuzzoo 


nomo sapiens Kaiyopnerm aipna 4 ^lmponm aipna 0 j ^js.r jn/v+j, miviN/\ 


IN IVI ULOZZV 


nomo sapiens j^uivi, memDei 01 h,l 0 oncogene iamny (i^i^is.1 j, mKJN/v 


injvi uzi /yo 


jrLomo sapiens piacenta-specmc 1 (rLAL J miviN/\ 


injvi uirovo 


1 1 -«'%>A| J^V -g>^ -M /-"V-g.'* J - ^ 1 r 1 1 -M 1 7--M.A y^"V-M -M^A 1 J t \f \ \S 1 \ <--A^ IJ 1 /\ 

riomo sapiens KaiiiKiem u (ivi_/j^.i jj, miviN/v 


JNlvl_Ulo J J J 


riomo sapiens oiiactory receptor, iamny 1, suuiamiiy J^, memuer 1 ^ukij^ij, 

11 1 IS. IN f\ 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


TvTA/T H9 1 Q<7 

injvi uz i y j / 


nomo sapiens glycogen syninase z ^nverj i o/j, mrviN/\ 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


JNJVL UU1014 


nomo sapiens actm, gamma i (/vc ioi), mKJNA 


"VTA /T m Q^OH 

JNJVL UlooVU 


^ 1 A .--V -M^A , 1 V -V, -J >A , ^ 1 -M JA , "X -*>A -MA , -V, -M -M^A 1 J /I V/ -M.A . -w --^ -rf_>A -4- v—fc -MA / /% 1 If \ II /I V/ II \ ^AA 1 J ^V. 1 f\ 

nomo sapiens apoii]30piotem d4o leceptoi (AFUJ34oK), itikina 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 

m K IN A 


JNJVL Uloolo 


nomo sapiens a aisintegrm ana metaiioprotemase domain y (meitrm gammaj 

( A.UA1V1 V J, mJvJNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


JNM UZ1814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme z (^njr!/i^ui miviNA 


JN1VL UZlOZo 


nomo sapiens aracniuonate lipoxygenase d yjw^vjj^rjj j, miviNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


ATA a m /i/:oc 
JNM U14oo0 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress- inducible, 

1 1 L^, -M j M -| -B M -4- 1 MvA 1 -m 1 — - jT-J , MAA J "V — M A • A A yf-A « A L~A. -— V -MA 1 / 1 1 J 1 9 III 111 \ « -A A 1 3 l^k 1 f\ 

uDiquitm-iiKe ciomam memuei i (nt^ivr uui J, mrCiNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


JNJVL UU4yUo 


nomo sapiens Wilms tumour 1 -associating piotem (IvIAAUIUj), mKJNA 


NM003 1 0 1 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acymansieiasej 1 (oUAJ ij, mKJNA 


JNM UZIVOJ 


nomo sapiens pnospnoglucomutase j (ruM: ), mKJNA 


jnm_uio:o j 


A J y~A MAA y-A ^ — d -^A -M>As -M .--k, -MMk , '. , X 1 -|- ^ "V , "W J- , X -Mr ~T~ MA *-™A . ^-A -MMh -4- y~X ~AA -1— m -A A — M 1 w — it , -— -— Iav -1— y~A J A A -M 1 w --- # M -A A >-A -rf A A La -MA 1 § M ill 1 M \ \ 

nomo sapiens oiiactory leceptor, tamily 1, subtamily O, member 1 (UKIOI), 

m T> AT A 
1T1KJNA 


JNJVL UIoDjZ 


nomo sapiens oiiactory leceptor, tamily i, suDiamiiy u, member 4 (UK1U4J, 

IllXVi N f\ 


1M1V1 UU1 JT-J 


nomo sapiens ciiacyigiyceroi Kinase, aipna \ o\)k.lj ) \vj\jis^r\ j, iiiin. im /a 


TsJTV/T H9 1 A9H 
IN JV1 UZ 1 OZU 


nomo sapiens ri\ uomam coiiiaiiiiiig ij) ivuiviij) miviM/\ 


mm 090QQQ 


Hatha cqui atic ti pi ir a rrpn 1 n ^ / ^^.I tn" | I (^\ ^ ^ rvi T? ~\,T A 

nomo sapiens iiemogeiiiii s> yPs iikj ssxjkjs) j, nirvi>i/\ 


TvTA/T 0909 97 


nomo sapiens riv Qomam containing y yr ssaj rviy), mrvi>A 


TsJA/T 09099^ 
IN IVI UZUZZO 


U ATVl A C 1 0 1^ 1 C 1 ^l ATY1Q1T1 AAT1tQ1T11T1 A S / TO 1 \ l\ /T ^2 ^\ TV* T? ^VT A 

nomo sapiens i i v uomam coniammg o rvi^ivio j, mrvLM/\ 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


TvTA/f (\ 1 A/1 1 O 

JN IVI U 1 04 1 Z 


V_ 1 y—V -MA y-A y-A JA — M /-"A MA — M MA A -a 1 -M -MA 1 M 1 r -MA m" "W 1 -A, _l_ ^-A ^r-k j.-A -MA J J-^ -M^A -4- -M y^ -AA j^a y^ 4 \ M 1 J I / \ V. \ « A A 1 3 |\. 1 /\ 

nomo sapiens insulin- iixe giowtn tactor z, antisense (lOrZAoj, mKJNA 


JNJVI UUOJO J 


nomo sapiens neuiogenm i ^iNjj/UrvL^oi n uvi n /\ 


NM 005734 


Homo sapiens homeodomain- interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcino embryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


JNJVL UUZo41 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

CO), Deta lSOIOmi (rrrZKJD), llllvJN/\ 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


"XT A A (\{\'~) r r A 

NJVL_003554 


Homo sapiens olfactory receptor, Iamily 1, subfamily E, member z (OR1E2), 
mRNA 


"VTA A AO 1 C\£i 1 

JNJV1 vziyoi 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD 1 ), mRNA 


TVTA A AAO O A T 

NJVL_UU2©47 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


JNM (J(Jz77o 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpna-2 
antiplasmm, pigment epithelium derived factor), member Z (oJ^lvrlJNrZ), mKJNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol- specific) (PLCB3), 

- OAT A 

mKJNA 


~NJA A C\(\C\H(\C\ 

JNJV1 uuu/uy 


Homo sapiens bi aliened cnam keto acid denydiogenase h,l, alpna polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


JNJVL UU lOOO 


riomo sapiens Kno uJr ase activating protein 4 (AKhuAr4 ), mKJN/Y 


XTA A AO 101 C 

JNJVL UZlolj 


Homo sapiens solute earner iamily j (cnolme transporter), member / (^LLjA/j, 
mKJN/\ 


JNJVL U14ooj 


nomo sapiens anapnase-piomoimg complex iu ^/vri^iu^, miviN/v 


JNJVL Uziy4o 


riomo sapiens cnondroitm suiiate proteoglycan j3j^ri/VJ3/Drevican (rsu/viNj, 

1 11 IN. IN /A 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


TvTA/T MO 1 Q/1 O 
JNJVL UZ1V4Z 


riomo sapiens nypotneticai piotem ru iz / 10 (j^lj iz / loj, mKJN/\ 


AJA,f no 1 Q/i n 
jnjvi uziy^u 


riomo sapiens nypotneticai protein rLj yd ijy (ri^j i d i dvj, mKJN/\ 


ma/t no 1 qoo 
JNM uziyzz 


riomo sapiens ranconi anemia, complementation group ±i (r/\JNCrij, mKJN/\ 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


JNM 0024 /V 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
( ivi 1 11 j j, miv in /\ 


JNJVL UU 1 / UU 


nomo sapiens azuiocium i ( canonic antimicioDiai piotem d i ) (/\z,u i j, mrviN/v 


NM 003949 


Homo sapiens huntingtin- associated protein 1 (neuroan 1) (HAP1), mRNA 


tsja/t no 1 no 1 
JN JVL UZ 1 UZ 1 


Homo sapiens syntropnm, beta i (dy stropnm- associated protein AJ, jyicu, basic 
component i ) ^oiN ijdij, mrviN/\ 


INM U 1 obO-j 


nomo sapiens nomeo dox l^d (,nUA l j j, mrviN/\ 


MAyr n 1 o 1 on 

INM U1Z1ZU 


nomo sapiens L.uz-associateQ protein (LuzAr), mrviN/\ 


NM 007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 

to t? 7\J A 
1T1KJN /V 


INM UUO / jj 


nomo sapiens suneit o ^ourvroj, mrviN/\ 


INM uuozuu 


nomo sapiens pioprotem convertase suDtuisin/Kexin type o (rLoJvj j, mrviN/\ 


AJA/r nn^/ioA 

INM UU04Z0 


nomo sapiens QinyQiopynmiQinase-iiKe 4 (Ur y o-L^fj, mrviN/v 


INM UUJO/U 


nomo sapiens epuepsy, progressive myoclonus type z, i^aiora Qisease (laiorinj 

^ CI 1V1Z/A 111 IV IN /A 


iNlVl uuoo / / 


nomo sapiens guanosme moiiopiiospiidte leciuctdse ^oivir rvj, mivi>i/\ 






NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 



436 



(400/104) 





(OJNJdI), ITlKJNA 




Homo sapiens 2'-5'oligoadenylate synthetase-like (OASL), mRNA 


JNJVL UUZOM 


Homo sapiens olfactory receptor, tamily J, subfamily A, member z (UK:>Az », 
mRNA 


JNJVL UvZjQy 


rlomo sapiens membrane coiactor protein (UJJ4o, tropnobiast-iympnocyte cross- 
reactive antigen) (MCP), mRNA 


JN1VL UUUo /U 


rlomo sapiens j-nyaioxytryptamme (seiotonmj receptor 4 (Jnirv4), mKJNA 


JNJVL UUUolJ 


rlomo sapiens nemopexm (rlFAj, mKJNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

mJvJN A 


JNJVL UUoVol 


rlomo sapiens nuclear receptor subfamily 4, group A, member 5 (JNK4AJJ, 
mrviN A 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


JNJVL Ul /41o 


rlomo sapiens mterieuKm i receptor accessory protein- like z (ii^iKAri^zj, 
mRNA 


JNJVL UvjZ oO 


Homo sapiens topoisomerase (UJNA) i (Jur JJ, mKJNA 


JNJVL UUlUoo 


Homo sapiens topoisomeiase (Ijjnaj 11 beta (IoUkU) ( lDtZd), mKJNA 


JNJVL Uz(J4/U 


Homo sapiens putative transmembrane protein; nomolog 01 yeast Oolgi 
membrane piotem iitip ( Yip ip-mtei acting iactorj (j41ivij, mrviNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lauy bird late (Lo^ij, mKJNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


xta a nmnic 
JNJVL OvZyZj 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


ma a r\c\ 1 in 
JNM (JUlzlz 


Homo sapiens complement component 1, q subcomponent binding protein 
(C 1 QBP), nuclear gene encoding mitochondrial protein, mRNA 


\ T \ 4 AAA/1 n 1 

NMUU049 1 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 

(UlC^B), mKJNA 


JNJVL UU4/ZU 


3 | -MMkML / 1 -MMk — M AJA /"l MA J^J |mK M-k 1 -M 1 j-J _M -A— -M— -M A >-fc -M Mk -A" _m -J- _M -r"^ -M Mk 1 -_- * « _r— ^ -MMk |>A f - ^ MA Ia * -4- -« -MJ *~ ^ -MJ _^~J # M >^ -M A Mfc M^ -MJ -M M, 

Homo sapiens enaotneiiai diiierentiation, lysopnospnaticlic acid o-protem- 
coupiec leceptor, 4 ^i^ijvj4J, mKJNA 


JNJVl UUOZ1 / 


Jioiuo sapiens serine ^or cystemej proteinase mnioitor, ciace i ^neuroserpmj, 
member 2 (SERPINI2), mRNA 


JNJVl UlO / Zj 


nomo sapiens ataxm z-DiiiQing protein l (Azr>r j j, mKJNA 


TvTA/T C\C\A <A ^ 


nomo sapiens neDuim ^injc/Id j, miviNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


JNM UiOjZo 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


XTA/T AAA1 

JNJVL UUUIoj 


li_ J , >. -MJMWA y ^ , n - -V -MA, M . -V -MMk , J — ■ M-k MA M -MML . / , MA - ^ w T g 1 -M- . V -MJ -MMk . X 1 -IA MA , >. 4- -MJ -MA. J -\ t n , ^ -M -MA 1 A -MJ Ia -M A- , ^ MA , 1 - "V . J r X 1 \ / Ia . ^. -MA, J -\ MA M — 

Homo sapiens serine (or cysteine) piotemase mnibitor, ciaae D (neparm 
coiactoi j, memoer i (^oiiJvKiiNiJi j, mrviNA 


JNJVl UUD41U 


nomo sapiens selenoprotein r, plasma, i ^oiir r i j, mKJNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, j {llukjj j, mKJN a 


JNJVl UU J 1 /Z 


nomo sapiens atonal nomoiog i (urosopnnaj (ajujij j, mrviNA 


xta/t nn^ 1 no 

JNJVl UUDIUV 


nomo sapiens oxicative-stress responsive 1 (^orvi mrviNA 


JNJVL UU14yo 


nomo sapiens giuiamaTe-cysieine ngase, cataiyiic suDunii ^ol^-Uv^j, mrviNA 


JNJVl VVJjyZZ 


nomo sapiens nect ^nomoiogous to tne co-Ar \ ut>rjjj\) carooxyi termmusj 

UUIIlcilll all CI IxV^A^ 1 ^nUl )~ lllvC ClUIIlcllIl \I\L^lJ J i ^nci\ 1 J, Illrvl N /A 




T— Totvio c^nifnc ( t 1 1 1 1 in o tf./M/c tr* nip 1 1 ( t c-i c r* TnoHifif^T* cnltiiTiil" ( (~\(~^\^ A/T^ TnT?~^TA 
nVJlllVJ 5>d|JlCllo ^ILlldlllclLC V^y&LClllC ll^d&C, lllVJLllllCl oU-UU-lllL ^VJ^ L^lvl J r 1 1 1 1 v 1 N ^A 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens hep aranase- like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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JN JVL Uz loly 


nomo sapiens cKuL protein (cKuLj, mKiN A 


IN 1V1 UZ 1 O 1 O 


nomo sapiens w w uoniain-L^ontaming oene (W W4j j, mKJN a 


TvTNyT HO 1 Q1 O 
IN IVL UZ 1 O 1 Z 


riomo sapiens DiepnaropmmosLs, epicantnus inversus anci ptosis, canQiQaie i 

^ DlCj 1 1, 1 1 1 i v 1 N /\ 


Tsjivr no 1 8 no 

IN 1V1 UZ lOU" 


numu sapiens i OF^ueia^-iiiciULeQ iransuripiion idL/iui z ^ivji-rzj, miviN/\ 


IN 1V1 UZ 1 0 U D 


numu sapiens single ig 11^- 1 iv-reiaieci muiecuie ^oivjirvrvj, in ivi n /a 


TvTi\/f no 1 sn^ 


riomo sapiens mieiieiiKin zi ^ii^zi mrviNzv 


IN 1V1 UZ 1 / 7O 


n uiiiu sapiens mienetiKin zi reeepioi ^ii^zirvj, in ivin /a 


TsJA/T nonoso 

1N1V1 UZU7OZ 


n on iu sapiens eiaucnn y y i^u \\ y ^, iiiiviN /a 


TsJlVt 00A^»^7 
1N1V1 UUOOZ) / 


n oiiio sapiens ioixQiininoiransierase cycio deaminase ^.r i ^ yj iiirv in /\ 


1N1V1 UZ1 / ot- 


nomo sapiens nepaiooyxe nuciear iaoior j>, oeia ^itinfj)13j, mrviN/A. 


TsJl\/T 01zL^7^ 
IN 1V1 U It-j / 0 


n oiiio sapiens leiuiii d (re i kjd iiirv in /\ 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


IN IVL ulvdiO 


nomo sapiens mteiseciin z ^11 oinzj, mrviN/\ 


NM 018991 


Homo sapiens DKFZp434A0l3l protein (DKFZP434A0131), mRNA 


ATA A CWAZ.HA 

JNJVL (J 143/4 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM UUlo/o 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP12A), mRNA 


NM_U1988o 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 

(Cri^ I /), mKJN A 


JNJVL U 1 / 3 0 1 


riomo sapiens cnoLmergLC receptor, nicotinic, alpna polypeptide y (CHKJNAyj, 

mKJN A 


xta/t nn i^o^ 

IN IVL UU 10:0 


nomo sapiens Air ase, ri^ rransponing, lysosomal ^vacuolar proton pumpj 

1ZK1J ^ /\ 1 rOL J, llliv IN /A 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


XTA/T n 1 zLzL 1 ^ 
IN IVL U 1 ^f*+ 1 J 


nomo sapiens neme-reguiateQ mniaiion iacxor z-aipna Kinase ^nrvi mrsJN/\ 


A.TA/T n 1 O 1 /I Q 

IN IVL vjizmy 


nomo sapiens ciouoie nomeooox, j> (jjuaj j, mrviNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


JNJVL UzL / JJ 


nomo sapiens testis-specitic kinase substrate (l orLo), mKJN A 


JNJVL UU4j>jy 


nomo sapiens pituitary tumor- transiormmg 1 interacting protein (ri loiir J, 

mKJN A 


TvTAyr nn/i O 1 Q 
IN IVL UU4Z1V 


nomo sapiens pituitary tumoi-tiansiorming i (ri loij, mKJN A 


tvta/t nn^c^n 

IN IVL UUjoOU 


nomo sapiens oreaKpomt cluster legion protein, uterine leiomyoma, i, uarner to 
auiomiegiaiion iacioi ^ di^ i\i i j, iiiiv in /a 


TsJlVt 007981 
IN 1V1 UU / Z 0 1 


nomo sapiens sciapie lesponsive protein i ^o^ivui mrviN/\ 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


TsJA/T 00^707 
IN IVL UUD /y 1 


nomo sapiens epitnenai v-iiKe antigen i ^jj/V/\i j, mrviN/\ 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


TvTAyf nn<OQ^2 
JN1VL UUjzoJ 


nomo sapiens cnemoKme motitj At receptor i (UUAUKi j, mKJN A 


aja/T nno^/iT 
JN1VL UUzZ>4 / 


nomo sapiens oLigopnrenm i (UFnJNij, mKJN A 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 

Ul^AZJ, mKJNA 


JNM UUIUoj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antttrypsmj, memoer d ^oj^kjtiinaj itikjna 


JN1VL uijy/4 


nomo sapiens ciimetnyiargmme Qimetnyiammonyciroiase z (UUAnzj, mKJNA 


TvJA/L 0017^ 
1N1V1 UU1 / JO 


nomo sapiens senile ^01 cysieine^ pioieinase iiniiunoi, ciaoe r\ ^dipiia-i 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the A chromosome (hypophosphatemia, vitamin L) resistant rickets) (FhLliA), 
mRNA 


TvTAyr no 1 i oq 


riomo sapiens nypotnetical protein similar to small o proteins, especially rO\F- 
2A (LOC57826), mRNA 


XTA>T MO 1 1 

IN JVL UZ 1 1 / V 


Homo sapiens nypotnetical piotem lulj /ozi (lulj /ozij, itikjna 


JNJVL UUz/44 


Homo sapiens protein kinase C, zeta (PRKCZ), mRNA 


JNJVL UUUOZ4 


riomo sapiens serine (01 cysteine) piotemase mniDitor, claae A (arpna-i 
antipiotemase, antitrypsin), memoei r> (odJvt hn/\d j, miviN/v 


JN1V1 UUUOUZ 


riomo sapiens serine (or cysteine ) proteinase mnioitor, ciacie a, (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


XTA/T flOPlzlOO 
1NI1V1 UZU^fZZ 


riomo sapiens nypotnetical piotem nom cione zh- /yo ^i^^jv^d / 1^0 j, mrviN/\ 


NM 020183 


Homo sapiens transcription factor BJVIAL2 (LOC56938), mRNA 


"MA A niQ^QQ 

JN1VL UlVDVo 


riomo sapiens KaiiiKiem iz ^JvLJviZ), rnKJN/\ 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NJV1_(J 12397 


Homo sapiens serine (or cysteine) proteinase inhibitor, claae B (ovalbumin), 
member id (or^K^rlJNol^), mKJNA 


JNJVL UUlOZ/ 


riomo sapiens low density iipopiotem receptor (tamiiiai nypercnoiesteroiemia) 

(LLJLIn. j, m in. IN /a 


JN1VL UloZUU 


nomo sapiens uo snivLN/\-associateci om-iiKe protein Lotiio (LLJL^oiob'i), 

Illlvl >J /A 


1M 1V1 W 1 i / OO 


nomo sapiens rvi/\/\u i yj gene piociuci ^rvi/\/\u i yj j, mrviM/\ 


In 1V1 U 1 H-jU" 


rioiiio sapiens ivim/a Diiiciiiig moiii pioiem y ^jxTjivi>' iiirvi>i/A 




riomo sapiens ciuai oxicidse-iiKe ciomams z \uu \jy\z. ) , nii\. in /a 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 




nomo sapiens rvi/A/\uy /y piotem ^Jvi/A/vuy iy)? mrvrsi/\ 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


MA A H1 ^IQQ 

JNJVL UIjjoJ 


Homo sapiens nypotnetical protein (JJj^ZoiiiV.L,i.i), mKJNA. 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


JNM (JUzzUo 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1 ; alpha polypeptide) (ITGAE), mRNA 


JNM (JUziUy 


Homo sapiens leukemia inhibitory lactor (cholinergic aitteientiation lactor) 
(LIF), mRNA 


JNM (J(Jo919 


Homo sapiens serine (or cysteine) proteinase inhibitor, claae B (ovalbumin), 

^2 /euro oixiu'JA „,dma 

memoei d (oi^ivriJNriJ), mKJNA 


JNJVL UUoZZU 


Homo sapiens serine (or cysteine) proteinase inhibitor, claae A (alpha- 1 
antiprotemase, antitrypsin), memDei z (orj/ivr unazj, miviNA 


AJA/f OOAO 1 ^ 
JNJVL UUOZlJ 


nomo sapiens serine (or cysteine) piotemase inhibitor, ciaae a ^aipna-i 
antiprotemase, antitrypsin), member 4 (SERPINA4), mRNA 


XTA/T OO/^OO 1 
IN 1V1 U U OUZ 1 


nomo sapiens aeiexea m lympnocyxic leuKemia, z ^ui^jj/Uzj, mrviNA 


JNJVL UUjoo / 


nomo sapiens aeietea m lymphocytic leuKemia, i {Ui^tiu i), mKJNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


JNJVL KjKjjZdZ 


riomo Sapiens liphAl (liFrlAl), mKJNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1U (btiKr^lJNrsiU), mKJNA 


JNJVL UU4//V 


riomo sapiens CCK4-JNU1 transcription complex, subunit o (LJNUlo), mKJNA 


"MA/T AA/l ICC 

JNJVL UU41jj 


Homo sapiens serine (or cysteine) piotemase mnibitoi, claae r> (ovalbumin), 
iiieiiiuei y i or_/rvr ii^rj^ i, iiirvrN/A 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


AJA A f\f\ 1 1 AH 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


JNJV1 U(J.3ii4 


Homo sapiens ubiquitin- activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antipioteinase, antitrypsin), memDer / (^r^KriJNA/), mKJNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoiorm (caicmeurm r>, type 1) (rrr jKJj, mKJNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


ATA A AAAHTO 

NM 000928 


Homo sapiens phospho lipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM OOUz^j 


Homo sapiens serine (or cysteine) proteinase inhibitor, cLade A (aLpna- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


A.TA A AAO/I/1 A 

NM 00zo4u 


Homo sapiens serine (or cysteine) proteinase inhibitor, cLacle B (ovaLbumm), 
member 8 (SERPINB8), mRNA 


ATA A AAO £ 1 H 

NM OOzoJV 


Homo sapiens serine (or cysteine) proteinase inhibitor, cLade B (ovaLbumm), 
member 5 (SERPINB5), mRNA 


a.ta yr moo/^i c 
NM UUzolD 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


A.TA A AAOCTC 

NM OOzj /5 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


A.TA A AAAT1A 

NM OOUzzU 


Homo sapiens potassium mwaraly-rectirymg channel, subtamily J, member 1 
(JvCNJ 1), mKJNA 


NJVL UUU1V1 


rlomo sapiens ^-hyclroxymethyl-J-methylglutaryl-L,oenzyme A lyase 
^iiyQi oxymetnyigiuiancaciQuriaj n ivi vjl l j, in in. in /\ 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 

111 Iv IN r\ 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (l04kD) (DGKZ), mRNA 


JNJVL UU 134o 


rlomo sapiens diacyLgLyceroi Kinase, gamma (y\)KL)) (JJOJS.O), niKiNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


A.TA A AA1 T3C 

NM UOlzJj 


Homo sapiens serine (or cysteine) proteinase inhibitor, cLade H (heat shock 
piotein 4/j, membei z (or^KrlNrlZ), mKJNA 


TvTA A AMI ^O/l 

NJVL UUloV4 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

1 Al/H / A THAI \ DMA 

10KU (AJrOLJ, mKJNA 


1N1V1 UUU4oo 


riomo sapiens serine (or cystemej proteinase mniDiior, ciaue (antiinroniDinj, 
memuer i ^ o c-ivr 1 1 >j ^ i iiiiv in /a 


IN 1V1 UZ 1 1 o 


n (j 1 1 1 o sapiens nypoineticdi proxem yujy / iin i o.z. i, 111 ix in /a 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


IN JVL UUUOLO 


nonio sapiens mteiieron, aipna z (iriNAZj, mivLNA 


IN JVL UZ 1 04 / 


riomo sapiens maauozo gene piouuct (rviAAUozoj, mrviNA 


IN JVL UZ 1040 


riomo sapiens jniaauzoo gene proQucr (Iviaauzooj, mrviNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NJVL UZlo4Z 


rlomo sapiens rc rragment 01 igo, low aiimity 11a, receptor lor (UJJj)Zj 

/ p ^ rn ") A \ mT?TvTA 
(rLuKZAJ, mKJNA 


tvta/t no 10 /in 

IN JVL UZ1Z4U 


riomo sapiens tesns-speciiic piotem (lui ooDZ4j, mrviNA 


TsjA/r no 1 1 &Q 

IN 1V1 UZ 1 lO" 


nuiiiu sapiens iiypoiiieiicai pioiein rLj iuo"o ^r^v^v^j /ooj iiirviN.rv 


NM021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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IN IVl UZ 1 0 1 D 


Homo sapiens carbonydrate (iN-acetyigLucosamme o-vj) suLiotransterase o 
(CHST6), mRNA 


AJA/T n 1 ILL A 


1 1 y~\ -*-VX ft *"X "i rVIA ft "*'X-'X X t f~\ ft X"X / f\ /I X/ I 1 1 I I \ "*'XyX 1 J Ix. 1 f\ 

riomo sapiens myosLn yx ^ivl y uluj, itikjn a 


IN IVL KJZKJJOJ 


riomo sapiens GeLeteci m azoospeiima z yDi\/^Z) v niLviN/\ 


IN IVL KJZVJD OH- 


nonio sapiens QeieieQ m azoospermia d {dj\z^j j, ltikjn/v 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


xta a no 1 1 
JNM UZiijZ 


riomo sapiens protein pnospnatase 3 (lormerly Zd), catalytic subumt, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


TvTA/T HO 1 HI A 

JN IVL UZ L U L o 


Homo sapiens pregnancy specitic beta- 1 -glycoprotein d (FoCjJ), mKJNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM Uzl57z 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


"XTA A MO ni^ 

JNM UZlZlo 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpna (liZ,rl L ), mKJNA 


JNM UU1J3Z 


Homo sapiens catemn (caanenn-associatea protein), delta Z (neural plakopnilm- 
leiateQ arm-repeat protein ) (L. l in in ljzj, miviNA 


aja/t no 1 1 

IN IVL UZ L L oZ> 


nomo sapiens nypotneticai protein LJLvrz^p^j^+ALUzz (LJLvrz^r -^-j^aluzzj, 

1 1 1 IV 1 >J r\ 


In IVl U 1 oyjD 


nomo sapiens Liuicjuitin d (UDDj, iiirvi>i /x 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


TsJA/L n 1 /L/^O 1 
IN IVL U L OZ L 


nomo sapiens nomeo dox uh \ ri\jy\.LJ^t j, n i k in /\ 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


TvTA /f ATI TTI 
JNM UZO/1 


Homo sapiens iCrj/oliKCj caspase-l rnmbLtor (lLHr>rj,KO), mKJNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


JNM UlDOVZ 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


jNM_uuiuyu 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


\T \ 4 AA10CO 

JNM UUzo5o 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mKJNA 


TvTA/f nm 1 TO 
JNJVL UU1 1 /Z 


Homo sapiens arginase, type 11 (AKOZ), nuclear gene encoding mitocnondrial 

-*^x. -1 -**x 1 J 1 ^\ 

plot em, iTiKiNA 


NM001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 

( i Ar L J, LTIKIN A 


TvTAyr nn/in^A 

IN IVL UU4UJ)0 


nomo sapiens adenylate cyclase d ^aljl^ y d j, mKJNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


JNJVL UUo4:>4 


Homo sapiens iviad4 nomoiog (1VLALJ4J, itikjna 


JNM UUZ:>jj 


Homo sapiens mannose-o-pnospnate receptor (cation dependent) (MorKj, 

miviN A 


TvTA /f n 1 /I O Q H 

JN1VL U14Zo/ 


Homo sapiens piVLj piotetn (riVLjj, mKJNA 


tvta/t nn/i 1 no 

IN IVL UU4 L UZ 


nomo sapiens tatty acid binding protein j, muscie and neart (mammary-denved 
growth inhibitor) (FABP3), mRNA 


TvTA/r nnm ^zl 

IN IVL UUULJ)^- 


nomo sapiens iatry acid Dinumg protein z, intestinal \r adi zj, mtviNA 


NM 005354 


Homo sapiens jun D proto- oncogene (JUND), mRNA 


ATA/T nn^ 1^0 
JNJVL UUjLjV 


Homo sapiens acttn, alpna, cardiac muscle (AC1LJ, mKJNA 


"VTA A n 1 OO A Q 

JN1VL UlVo4o 


Homo sapiens Ktotem r 3 (n), mKJNA 


IN IVL U U D y H O 


nomo sapiens cycim-uepeiideiit Kinase- iiKe z ^L^LJi^z-reiated Kinasej ^i^urvi^zj, 
mRNA 


NM021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSPl), mRNA 
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JN1V1 UU 1 1 00 


nomo sapiens oacuiovnai iAr repeat-containing z (dikl^zj, mKJNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 

/ v PNI PP PO \ rvi t? AT A 
^ys.r INr lir ZJ, m K IN /A 


JN1V1 UUUD 41 


nomo sapiens o-antigen, letma aiiQ pmeai gianci (anestmj ^oAOj, mKJNA 


ata/t n 1 ^O/xO 
rsiivi uijZoz 


nomo sapiens myosin regulatory ngnt cnam mtei acting protein (iviircj, miviN/v 


ATA/T nn^'JQ'J 
JN1V1 UUDJ>yj 


nomo sapiens piexm r>j (^r i^y^iNr>j j, miviN/\ 


ATA/T HO 1 HQQ 


riomo sapiens calcium cnannei, voltage- aepenaent, alpna in suounit 

fC A r^AJ A 1 T-T^ ml? AJ A 
in/\ i n j, 11 1 iv i > r\ 


AJA/T HO 10 ^0* 
rNivi UZ 1ZD / 


nomo sapiens neuiogioom ^invjx5 j, mrviN/\ 


MA/f 0010^ 
1M IV1 UZ 1 ZZ) J) 


n (jiiio sapiens ring linger prutem zj) ^ivinfzj) iiiin. im /a 


IN 1V1 UZ 1 ZH- / 


nomo sapiens protamine d yr ivivij) mrvrs/\ 


TsJA/T 09 1 949 
IN 1V1 UZ 1 ZH-Z 


numo sapiens nyputneticai prutem o i ivrvi i i i^t-yy i rvrvi i 1 1477 miviN.rv 


AJA/T 0919^8 
IN ivl UZlZOo 


nomo sapiens 1 c- ix/\ protein ^ 1 el iv/a ^, 111 in. in /a 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


AJA/T 09 1 99 1 
IN 1V1 UZ 1 ZZ 1 


nomo sapiens ujd protein (Ujij niiviN/\ 


ATA/T 09 1 9 1 O 
IN JVL UZ 1 Z 1 U 


nomo sapiens ivluivlz protein (ivluivlzj, mKiN/\ 


ATA/T 09 190Q 
JNJVL UZlZUo 


LI AmA coniAnc CQT Vfl1 ix r/xfAin /CCT VP H tx-> DMA 

nomo sapiens iio j-il/i piotem i-iui j, mrvTM/\ 


ATA/T 09 1900 
InIVL UZ1ZUU 


nomo sapiens ± n QomaLn containing protein m retina i ^rnrviiL i mrviN/\ 


ATA/T 09 1 1 QQ 
JNJVL UZ 1 1 yy 


nomo sapiens l^oi-44 protein, sumce cenyarogenase nice (yeastj ^Lxvji-44j, 

tv»T?AJ A 
11 1 lv IN /A 


TvJA/f 09 1 1 Q8 
IN 1V1 UZ 1 I7O 


nomo sapiens nuciear i^iivi mieiactor-mteractmg iactor ^ini^i-if miviN^rv 


AJA/T 09 1 1 07 
IN 1V1 UZ 1 1 y D 


nomo sapiens nomeo dux jjiz ^ nuAU iz mix in /a 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXDll), mRNA 


TsJA/T 09 1 1 £Q 
IN 1V1 UZ 1 loo 


nomo sapiens clones zj)oo / aiiQ zj / /d zinc imgei piotem ^r^\jv^z> /ooz ^i, miviN/A 


ATA/T 09 1 1 QA 
JN1V1 UZ llo4 


nomo sapiens u4 piotem (04j, mKJN/\ 


ATA/T 09 1 1 77 
IN IVL UZ1 1 / / 


nomo sapiens uo smviN/v-associateG om-iiKe piotem (i^oivizj, mivrN/v 


ATA/T 09 1 1 7/1 
IN JVL UZ 11/4 


nomo sapiens p^u ur>v^ protein (lulj /okjd mKJN/\ 


NM021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05.2 (LOC57798), 

™ DMA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


TvTA>T 09 1 1 

JN IVL UZ 1 1 J J 


nomo sapiens uuzuv antigen (cuzuyj, itikjna 


ATA A MO 11/17 

JNJVL UzL L4 / 


nomo sapiens uiacii-UJNA glycosyiase z (UJNOzj, mKJNA 


NM021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
ciiromosome i^vj, miviN/\ 


ATA A nO 1 110 

JNJVL UzL lj>y 


nomo sapiens UlJr glycosyltransierase z iamily, polypeptide r>4 (Uvjlzr>4j, 
mRNA 


ata/t no 1 no 
JN IVL Uz 1 1J o 


!l 1 y"X ^ x X . — t i j— v g x 4 * -X 1 — 1 I fx. 1 1 J .-"X ^-"X ri'X -4- » x * -v t — \ t — \ s "v x -4- *-"X >"J J- ^ X >"x ^ x -ay* # / n 1 J /A 1 4 J \ ~«'^.>x 1 J IV 1 y% 

nomo sapiens iJNr receptoi-associateci iactor z (iKArZj, mKJNA 


NM021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 

/"TATT7 A IP 1 \ *«D AT A 

(^IJNrAlplj, mKJNA 


ata a no 1 n/: 
JNJVL Uz L L Jo 


9 J ^~X -A^>*^ rf""X / — 1 ^~x -a-^ -4 .-"V X . '1 « A .--V -4- 4 , - 1 , X * -X J ill 1 1^. Ill a-x -x 1 J 1 f\ 

nomo sapiens reticuion 1 (KUNi), mKJNA 


NM021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 

mKJNA 


ATA/T nO 1 1 ^2 ^ 
JNM UZllDD 


nomo sapiens nbonuclease L (z ,j -oligoisoadenylate syntnetase-depenaentj 

Z' D M A Q R T \ w»t?ATA 
(KlNAoDLj, niKlNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


ata >i no 1 1 on 
JNM UzllzU 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 

^ LVJ J) J, 1 1 1 IV 1>J /A 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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ATA/T C\C\A1.AQ 

JNJVL UU4:$4o 


9 J y~k -*^>% y^Y a 1 .--x \ ""V /~1 -4- -*<k /—k 1 J"k -4" y"~Y -r^J -J— u% j-k -f y« y-k "T" y^V -E- y^k y~k -4- y^V -*/k J / II 1 1 l^k 1 Tk/ J \ 1 J 1 

nomo sapiens runt-reiated nanscnption iactor z (KUJNA.ZJ, rnKJNA 


ATA/T HO 1 flQA 


nomo sapiens calcium cnannei, voltage- dependent, aipna 11 suDunit 

^ A r^AT A in ml? AT A 


ATA/1 09 1 1 fK 


iiUIIHJ IScipiCIllS pnospilUlipiCl ISCrd-IIlDld-SC 1 J_^k> v^rv 1 J ? IIlrvi>l/\ 


ATA/T 0090^7 
1M1V1 UUZyJ / 


riuiiiij Sapiens rcTinoici rcL/Cptor, dipiici ^in^aj^tyj,, iiiivi>i/\ 


ata/t nnA9^s 


riomo sapiens requiem, apopiosis lesponse zinc imgei gene ^ivij/V^j, mivrsi/v 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


ata/T nn i a 


nomo sapiens activm j\ leceptoi, type 11 vrvz niiviN /\ 


ataa nn 1 1 

JNJVL UU1 LKJD 


nomo sapiens activm /\ leceptor, type i (/\l^ vivi miviN/v 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMANl), mRNA 


~NTA /T no 1 fiOl 

JNJV1 UzlUoJ 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


ATA /f ATJOCO 


riomo sapiens apoptosis-associatea specR-liKe protein containing a CAKD 

/AQH *viT?ATA 
mivlN/\ 


NM 006518 


Homo sapiens small pro line-rich protein 2C (SPRR2C), mRNA 


ATA/T f\C\t^^f\H 

JNJVL UUojU/ 


nomo sapiens regenerating lsiet-cieriveci i oeta (pancreatic stone protein, 
panci eatic tnieaQ piotemj (Jvcoid j, m±viN/\ 


ata/t nnA^AQ 

JNJVL UUtOCO 


nomo sapiens ivruppei-iiKe iactor i (erytnioiQj (ivi^ri miviN/\ 


ata/t nn/x9^Q 

1N1VL UUuZjo 


nomo sapiens piotein Kinase, coivir-ciepeiiQent, tyjoe i (rrcivvji j, mrciN/v 


JN1V1 UUOjDj 


nomo sapiens nign-mooiiity group ^nonnistone cnromosomaij protein 1 /-iiKe s> 

rWA/TOI 7T mRAJA 
^ n 1V1 \j 1 / L J) J, III lx IN /\ 


NM 005987 


Homo sapiens small pro line-rich protein 1 A (SPRR1 A), mRNA 


ata/T nn^o^o 


nomo sapiens metaiiotnionem i^v (ivii i^vj, mxviN/\ 


1N1VL UUDVjU 


nomo sapiens metaiiotnionem iu yvn ioj, mKJN/v 


ata/T nn^^oo 

rNlvl \J\jjOyy 


nomo sapiens mterieuKin io Dinumg piotem ^iliodi j, mivrN/\. 


ATA/T C\C\A Q 
JN1V1 UU40 1 O 


nomo sapiens topoisomerase (uinaj hi aipna ( i\jrjj\), itikin/v 


NM_001136 


Homo sapiens advanced glycosylation end product- specific receptor (AGER), 

rv»T? AT A 
lTllvlN f\ 


ata/t nnnQ/^A 

JN1V1 UUUoOO 


nomo sapiens D-nyciioxytryptamme (seiotonmj leceptor ir ^niivir j, miviN/\ 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


JNJVL UUUoJu 


/ I y— X -«^k'^ yx, j— < 4 *Xi -m y»-fc ■■ -X «— i r— a -. -« /X 4 'X *-""X. 1 r -f 4 /-~Xv >"4 -« /""I ^ -X» -« -4" J - k i™1 y-~Xk J -**^^k "4 "4- ^""k ^""hk /X « -X >— J 4^ J ^~Xv 1 / V. ■ ■ 1 1 J \ 1 J l^k 1 /\ 

nomo sapiens superoxide ciismutase z, mitocnonariai (oUJJz), mKJN/v 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 

( KrAzj, ni K IN A 


JNJVL UUUoZy 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


ATA/f n/lA/iO^ 

JNJVL UUUoZj 


nomo sapiens nitric oxide syntnase zA (inducible, nepatocytesj (JNUbZAj, 

^ T? AT A 
1T1KJN A 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

1 / 1 (\sr\ /NT c - !^ U> 1 \ DMA 

1 (piUDJ (INrlvrJl mtvlNA 


JNJVL UUUOZ1 


nomo sapiens j-nyciioxytryptamine (seiotonmj leceptor za (niivZAj, miviNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NO SI), mRNA 


ATAyr c\c\r\^ 1 o 

JNJVL uuuoiy 


i I f "X. a r X, . m x, -ay^ -« / — x\ y-i -m -4- /k -4- y-k -«yk , -v * -x / x— ^ x -ma * -k. y~k # 1 1 j IX. 1 a \ -4'^.-^ 1 J f\ 1 / \ 

nomo sapiens mteiieron, gamma (irJNO), mKJNA 


NM 000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

-4---^y-v g^t y-v -x 4- y-k \ - ^ - |a /-k 'J / Vx? I f 1 J A / J \ - -w |3 T /\ 

tiansportersj, memoer z (oLL i iazj, mrCJNA 


ata/t nnn^ 1 
JNJVL UUUolo 


nomo sapiens CJJ4 antigen (pr)j) (LJJ4j, mKJNA 


NM 000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies IoJAj, liJlo, J^JJU, i^L^Z and 0344) (CDjy), mKJNA 


NM 000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 

fC { T\AA\ tyiT?ATA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin- like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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1N1V1 UUUDoD 


nomo Sapiens lnterieuKin id ^ii^id mrviNA 


INIVL UUUDou 


nomo sapiens inteiieuKiii z (i-Lzj, mKJNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


JN1VL UUlO /O 


nomo sapiens liiteiieuKiii 1, oeta (iLirS;, iiikjna 


JNJVL UUUj /4 


riomo sapiens decay accelerating tactor tor complement (CJJjj, Uromer uLood 
group system) (DAF), mRNA 


JNJVL UUUj 11 


riomo sapiens mterleukm 1U (1L1U), mKJNA 


JNMUUlO /u 


riomo sapiens rc rragment ot igo, low attmity hid, receptor tor (UD loj 

( r LAjK J d J, mrvlN/v 


NM 000567 


Homo sapiens C-reactive protein, ]3entraxm-related (CRP), mRNA 


JNJVL UUIOOO 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1A), mRNA 


JN1VL UUlO 04 


riomo sapiens mteiieuKin j receptor, alpna (ILjKAj, mKJN/\ 


"VTA 4" nAAC^I 

JNJVL UUlOOl 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mKJN/v 


xta^" Anno no 
JNJVL VKJvZyo 


Homo sapiens pyruvate kinase, liver ana Kr>C (FrvLKj, nuclear gene encoding 
miTocnoiiQnai |3ioiem, mrvLN/\ 


iNivi uuuzjy 


nomo sapiens myosin v/\ (neavy ]30iypeptiQe iz, myoxmj ^ivii kjjPl), mrviN/\ 


INIVL UUUDZj 


nomo sapiens potassium mwaraiy-rectirymg cnannei, suDiamuy j, memoer 1 1 

^Jvi^lN J 1 1 J, Illrvl n /A 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


IN JVl UZ IV / / 


nomo sapiens neuiomeum r> ^iNiviJ3 mrviN/\ 


"NTN/T HO 1 HAS 

jnjvi uziuoo 


nomo sapiens mterieron, aipna ^ (iriN/v^j, mrviN/\ 


INIVL UUCOIZ 


nomo sapiens serum amyioic A4, constitutive ^o/\>vt mrviN/\ 


NM 006607 


Homo sapiens pituitary tumor- trans forming 2 (PTTG2), mRNA 


JN 1V1 UZ 1 U / J 


nomo sapiens JNAUH aenyarogenase (uDiqumonej tiavoprotem 5 (^iuruj 

(JNDUr V JJ, mKJN/\ 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


JN1VL k)K)v)jdK) 


nomo sapiens letinosciiisis (A-iinReci, juvenile ) i (Kbi), iiikjna 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


JNIVL UUjZoo 


nomo sapiens gap junction protein, beta ^ (connexm jl.lj (kjjdj), mKJNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 

(/ /KlJ) (LK*3rO), mKJNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class 11 antigen-associateclj {k^l> /4), mKJNA 


JNJVL UUZ/ov 


nomo sapiens protein Kinase, Y -linked (FKlvY), mKJNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 

(JNrMl), mKJNA 


JNIVL UUZlo/ 


nomo sapiens mniDitor ot ujna Dinclmg dominant negative neiix-ioop-neiix 
protein m k in /\ 


INIVL UUZUZo 


nomo sapiens tarnesyitiansteiase, laaa dox, oeta (^riN itjj, mKiNA 


NM 003491 


Homo sapiens N-acetyltransf erase, homolog of S. cerevisiae ARD1 (ARD1), 

11 1 in. IN JA 


INIVL UU 1 / /U 


nomo sapiens luiv antigen (L^uivj, mKiNA 


IN 1V1 UU 1 OOt- 


nomo sapiens ias noiiioiog gene laiiiiiy, iiieiiiuei r\ ^/^rvri.rvj, iiirviM/\ 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 0c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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JNJVL UKJJDiO 


nomo sapiens tetiatiicopeptiae lepeat domain J (1 iLo), mKJNA 


NM_0031 66 


Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 

1 ACT TT T1 A 1\ *v»r>TvT A 

J (oULJ l/V^J, mKJN/V 


TvTA A f\f\1 1 1 1 

JNJV1 UUJ 11/ 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 

binding J (orVAIVll J, ITIKJN/A 


JNJVL uuzzzz 


nomo sapiens inositol i,^f,D-Tnpnospnaie leceptoi, type i (J JrKJ j, mKJN/\ 


NM 001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 

( o LL Z yAZ J, 111 IV IN /A 


IN JV1 UU l^J 1 


nomo sapiens estrogen receptor z ^±^iv oetaj ^orczj, miviN/\ 


IN IV1 UU 1 Jj 1 


riomo sapiens catenin (^cacinenn- associated piotemj, cieita i ^l^iininui mKiN/\ 


JNJVL UUUU/ 


riomo sapiens ciaucnn / ^lijin / j, mKJN/\ 


JNJVL UU1 1V4 


nomo sapiens nyperpoiarization activatec cyclic nucieoticie-gateQ potassium 
cnannei z ^ nv^ in z j, mrviM/\ 


INIVI UU 1 1 / J 


noiiio sapiens ixiio uui uissocianon liiiiiDitor ^uui ^ ueta ^/AivnvjL^iD iiiiviN /\ 


INIVI UUUVjO 


nonio sapiens pdiiC/ieaLiL/ iipd.se yr ini^ix^j, iiirviN.rv 


rN ivi uuuot! 


nomo sapiens in ici icukiii 1 1 ^11^1 1 in rvi n /a 


1M1V1 UUU04U 


nomo sapiens mteneuKin ij receptor, aipna z ^iliji\azj, mrvi>j/\ 


INIVI UUUO 1 J 


nomo sapiens neuiai ceil aciiiesion moiecuie i ^in^/\ivii mivi>/\ 


INIVI UUUOUy 


nomo sapiens stromal cen-cienveu iactor i ^o-L'-r i j, n 1 iv in /a 


rNivi uuwouw 


nomo sapiens mteneuKin o ^mteneron, ueta z j ^11^0 ^, in ivin /a 




nomo sapiens nisu 1 111- hkc growtn iactoi uiiicuiig piotem d ^lurDr d j, n i in. in /a 


INIVI UUUj"U 


nomo sapiens mteiieuivm y yvvyy)^ in is.in t\ 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


inivi uuud oi 


nomo sapiens giutatnione pei oxidase i ^ur aj j, mtvrs/v 


INIVI UULOOU 


nomo sapiens antigen {x^ljdj ), miviN/v 


JNJVL UUlOZo 


nomo sapiens mannosidase, aipna, class ZJ3, memoer i (JVL/ajnzjdI j, mKJN/A 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


JN1V1 UUIZ/J 


nomo sapiens cnromogranm /V (paratnyroid secretory protein i ) (LnuAj, 

mt?AJ A 

m lx IN /A 


INJV1 UUO /Oo 


nomo sapiens J31vL^/ai associated piotem ^J3rc/Ai^j, miviN/\ 


INJV1 VKJD^Oy 


nomo sapiens secietogiaiiin 11 (cnromogi anm k^) ^oL^ozj, miviN/A 


INJV1 ViZdZu 


nomo sapiens microtuouie- associated protein, rvr /hd iamuy, memoer j 
(MAPRE3), mRNA 


inivi UZ 1 U3 / 


nomo sapiens mteiieion, aipna / ^irJN/\/ j, mrvTN/v 


INJV1 UZ1UOZ 


nomo sapiens nzjj iiistone iamuy, memoer r yriZDr r niKJN/\ 


aja/t no 1 n^^ 

INIVI UZ IUO.3 


nomo sapiens nzjt> nistone iamuy, memoei t> ( Jiztsr d j, m i\. in /a 


aja,t no 1 n^^ 

INJV1 UZ1UOJ 


nomo sapiens nz/\ nistone tamiiy, memoer o (nz/\roj, miviN/\ 


NM 004146 


Homo sapiens NADH dehydrogenase (ubiquinone) l beta subcomplex, 7 (l8kD, 

D 1 o ) \l\ JJUrD/j, m Iv IN /A 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


JNJVL Uloool 


nomo sapiens apoiipopiotem L (ArULj, mKJN/\ 


TvTA A HO 1 HCO 

JNM UzllOz 


Homo sapiens HzA nistone tamiLy, member A (hzAr A), mKJNA 


JNJVL UZUV oo 


nomo sapiens guanine nucleotide binding piotem protein), aipna activating 
activity polypeptide kj [vj i\ p^kj i ), nnviN a. 


JNJVL UUU1JJ 


nomo sapiens coagulation tactor ij± (plasma tnrombopiastic component, 
^.niisinicis disease, iieinopniiid jz> j (Fyj, inrviN/Y 




T— LriTYlO C*l\'A Cf\ \ \'A\\(\Y\ "Fiir*TOV \/ (x\YC\S\OC*P>\ Pflll 1 ' 1 1a 1 1 r» -po ^ » f ~\ y\ ( P S ^ m 13 Tvl A 
±±VJ111VJ ad|Jldlo V^VJd^U-ldLUJll ICIV^LVJI V ^[Jl VJClV^L/ClCl 111, ICIUIIC ICIV^LVJI J ^1 ^, 111 I\ 1 N J\ 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein- like 1 (RFPL1), mRNA 
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JNJVL UZlUUo 


nomo sapiens suppressm (nuclear detormed epidermal autoreguLatory iactor-i 
^ LJLifW - 1 j-reiateuj ^o-tin in iv in /a 


TsJA/T nonoo^ 

iMivi \jz\jyyD 


nuniu Sapiens d -ce i i l ll/ ly iiij)iiuiiici / y-v ^ dl l / /\^, iiiiv i>j /a 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


IN IVI UZ 1 uuu 


riomo sapiens piiuiiary lunioi-Tiansiorniing d i iuj j, miviN/\ 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


xta a no 1 m >l 
JNJVL UZ1U14 


riomo sapiens synovial sarcoma, A breakpoint 3 (ooAj), mKJNA 


tvta a no 1 n 1 ^ 
JNJVL UZIUIj 


riomo sapiens synovial sarcoma, A breakpoint j (ooAjj, mKJNA 


NM_02 1 007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 

(oCJNZAZJ, mKJNA 


~nta a no 1 n 1 o 
JNJVL UZ1U1Z 


Homo sapiens potassium mwaraLy-rectirymg channel, subtamily J, member 1Z 

/ T<^ f^NI I 1 O \ m DMA 
(JvL^lN J 1Z J, mKJN A 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


JN1VL UUU 34 / 


riomo sapiens spectrin, beta, erythrocytic ^includes spherocytosis, clinical type l) 

\&r 1 D J, mKJN A 


>JA/T nn^n^o 

JNJVl UU IKjdZ 


nomo sapiens putative nucieai piotein (riivirirjtjzizzj, itikjna 


TsjA/f nn 1 ^on 

JNJVl UU1JZU 


nomo sapiens casein Kinase z, oeta polypeptide ^L^oiNivZJ3j, itikjna 


INiVl VlJZDZ 


nomo sapiens L^-type (^caicium dependent, carDonydiate-iecognition domamj 
lecim, supeiiaiiiiiy meiiiDei d yv^^iiK^&r j mrviN/\ 


TvJA/L 090078 


nomo sapiens amylase, aipna zrs, pancreanc ^rvivi i zjd^i, mrviN/v 


tsja/t ooo^a 

IN 1V1 UZUOjO 


nomo sapiens zmc niigei protein aid ^z^iNrz / j)^ mrvLN/\ 


tsja/l ooo^j.7 

1N1V1 UZUJt-/ 


nomo sapiens ann-iviuiienan normone receptor, type 11 ^rvivinrvz ^i, irirviN/\ 


AJi\/r oooo7zi 
in ivi uzuy / *\ 


nomo sapiens l hlvji i piotem ei\ji i j, n 1 iv in f\ 


INlVi UZUOOl 


nomo sapiens n iuio pioieiii ^n i \j 1 o^i, iiirviN/\ 


AJA/T non^»7A 

IN 1V1 UZUO / O 


nomo sapiens lipase protein /^fuoj, mrviN/\ 


TsJA/T 000^79 

IN IVI UZUO / Z 


nomo sapiens oiwu-type caicium Diitcimg piotem /\ih- j /h-uzj, mrviN/\ 


xnv/r 090^^1 

IN IVI UZ UO O 1 


nomo sapiens activation-mciuceu cyticune ueaiiiiiiase ^/\t^i^/\^, mrviN/\ 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


tsja/t non^^A 

INiVl UZUODH- 


nomo sapiens seiitnivouiviij-speciiic protease ^oJj/iNr / j, mrviNA 


TvTA/T non^/iA 

1N1V1 UZU040 


nomo sapiens reserved (AoLLj j, mrviN a 


TvTA/r ooo^/io 

1N1V1 UZU04U 


nomo sapiens rvr 4Z nomoiog ^ivr^zj, mKJNA 


TvTAyr oooa^q 
jnjvi uzuo d y 


nomo sapiens aiiKyrm repeat domain ^ (/\in inivljj) mrviN a 


TvTA/T ooo^^o 

JNJVl KjZKjOdZ 


nomo sapiens Air ase, n^+j -transporting, lysosomal, noncataiytic accessory 

piOtem 113 ^AlrOlN ID J, lIllVlN /A 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


AJA/f n 1 SQ70 
in ivi u i o y / u 


nomo sapiens kj piotein-coupied iece]jtoi or> ^OrrvoDj, rntviNA 


JNJVL UUJVU1 


nomo sapiens spnmgosme-i-pnostmate lyase i (ourLi /, mKJNA 


AJA/T n 1 A OQO 

IN 1VL U 1 4ZV z 


nomo sapiens cnromoDox nomoiog o (v^r>ys^oj, mrviNA 


JNJVl UUO/Jj 


nomo sapiens nomeo dox az (jiuaaz j, mrviN a 


NM 0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 

^i^L^L^ 04j 1 OJ, ITIKJNA 


TvTA /f O 1 /I /I O Q 
JNJVL U144Zo 


nomo sapiens tight junction piotem 5 (zona occiudens d) yi JKjj, mKJNA 


JNJVl UZU40O 


nomo sapiens ny|3otneticai ]3iotein dJ izz^jo.z (ijj izzvjo.z j, itikjna 


AiA/f non/i/ic 

IN 1VL U Z U 4 4 o 


nomo sapiens nypotneticai protein clj^ozxjzj .z yLJj^oz\jzj.z), mtviNA 


aja/t ooo/io^ 

JNJVl UZU4ZJ 


nomo sapiens nypotneticai piotem tJis.rz.pjoori/i vzo (iJjs.rz J r^r>ooiiiyzj > ), 
mRNA 


TsjA/r nonj.04 

IN IVI UZUtZ t 


nomo sapiens iiypoineiicai pioieiii a-zi iv^o.i ^-La^/v^j / in-yj, inrviN/\ 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2. 1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM_0 19897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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JNJV1 U1VOLO 


nomo sapiens nypotneticai piotem ^ujoo/niz.zj, miviNA 


jnjvl uiyoui 


Liomo sapiens ousni Qomam (ov^rc repeat j containing ^r>Jvoj/\o.zj, miviN/\ 


JNJVL Ulo4JJ 


riomo sapiens putative zinc linger protein (LULjjoJoj, niKJN/v 


JNJVL U iyUyj 


Jriomo sapiens nypotneticai piotem (i^^jl>D4o/dj, nnviNA 


JNJVL UlVUoV 


riomo sapiens nairy ana ennancer 01 split ^urosopnnaj nomoiog z (^riiiozj, 
mRNA 


rsllVL UloVoZ 


riomo sapiens nypotneticai piotem yuj 10 /J\iy. i ), miviN/v 


JNJV1 


riomo sapiens unc^o (L^.eiegansj nomoiog /\ ^uiNLxyj/\j, itlkjn/\ 


JNJVL U144W 


riomo sapiens putative purineigic receptoi (rzr mivrsi/v 


IN 1V1 UZU3 J U 


riomo sapiens oncostatin ivi ^vjoivLj, miviN/\ 


rsiivi uziozy 


riomo sapiens nuclear tactor ot Kappa ngnt polypeptide gene ennancer m r>-ceiis 
mniuitoi, dipiid ^i>ir jvr>i/\j, mr\JN/\ 


in ivi yj 1 h-zuh- 


noiiio sapiens d l lz - i c i a i eci ovarian iviuer ^ d vj i\. j , iii ivi >j /a 


TsJA/T 090^97 
1M1V1 UZU3Z / 


nomo sapiens nuu i gene ^riuu i j ? in ivi n /\ 


IN 1V1 UUOU7J 


nomo sapiens proteoglycan j> ^rivuj mrviMz-v 


TsJA/T H9n^7^ 
INIVL UZU3J5J 


nomo sapiens mucoupm i ^ivi^vj-Lin i mivi>/\ 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


INJVL UUZZ1 / 


nomo sapiens pre-aipna ^gioDumi; mniDitoi, jij poiypeptiae ^iiinj j, mKJN/\ 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-1 (VIT1), mRNA 


JNJVL UUo/// 


nomo sapiens Jvaiso (Z,JNr-Kaisoj, mKJNA 


JNJVL UZU4JO 


homo sapiens similar to oALLi (sal (Urosopniiaj-iiKe (LULj /lo/j, mKJNA 


JNJVL UZU14Z 


nomo sapiens JNAUh. ubiquinone oxicloreciuctase JVLJ^Kij subunit nomoiog 

(l^^Jv^DOyU 1 J, 111 Iv IN JA 


INIVL UZU IZJ 


nomo sapiens enQomemorane protein emp/u precursor lsoiog {L^xjy^joooy )^ 

11 1 Ivi >J /A 


In IVI l/lo OHO 


nomo sapiens stromal ceu protein \L^\j\^DDy /h-)^ hi is. in /\ 


IN 1V1 UlO O^+Z 


nomo sapiens insulin receptoi tyrosine Kinase suusnaie yL^Kjy^Djy / 1 ^i, mrviN/\ 


IN 1V1 UlO 04 1 


nomo sapiens o-piotem gamma-iz suounit yL^\j\^DZ>y /kj), miviN/\ 


IN 1V1 V 1 OOJ7 


nomo sapiens p4/ piotem yi^KjK^Djyoo), mrvi>i/\ 


IN IVI \J 1 Oj J Z 


nomo sapiens caiuoxypeptiuase /\j> ^i^vjv_o izooj, mrviM/\ 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


IN1V1 U14jjZ 


nomo sapiens sman muscie protein, A-iinKeQ ^oivir^vj, mrviN/v 


INIVL Uloy4o 


nomo sapiens oene Jj/iviig-o (jvitijr-oj, mrciNA 


JN 1VL U 1 4 j o / 


nomo sapiens oky (sex aeteiimnmg region y j-dox o (oU7s.oj, mKJNA 


INIVL UUO /4D 


nomo sapiens accessory proteins DP^rji/Dj\rzy (jjaoj j>j ill), miviNA 


INIVL UU1UV4 


nomo sapiens amiiorice-sensitive cation cnannei i , neuronal (oegenerm j 

^ /\v^, ^ 1 > 1 j, Illrv 1 > /A 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


INIVL U!oo44 


nomo sapiens r>-ceii receptor-associateu protein DArzy (DAr zy j, miviN/\ 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


TVTA 4" A 1 / 1 A 1 

NM 016301 


Homo sapiens protein x 0004 (LOC5 1 184), mRNA 


NM 013387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC051), 
mKJNA 


JNM UzU4oy 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetyigaiactosammyitransterase, transierase r>, aipna i-j-gaiactosyirransierasej 

^ /v L> ^, 111 I\ 1 > A 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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1NIV1 UZU^+UO 


nomo sapiens poiycytnemia ruora vera i, ceLL suriace receptor (tkv l j, mKiNA 


1N1V1 UZUj / / 


nomo sapiens cystemyi LeuKotTLene L^ysi^ iz receptor, cljina r oL^L^UL^fo rrom 
clone PLACE 1006979 (LOC57105), mRNA 


1N1V1 \JZ\)JZ)Z> 


nomo sapiens nKr a± zu snort iorm ^i^\jl.o /uyuj, ltilvina 


IN IV1 UZUJ J u 


riomo sapiens j\ l rv/vr piotem (Ai JvAr j, mrviN/\ 


1M1V1 UZUjoU 


riomo sapiens /vr l r>q l 4 piotem yj\r l j l 4 j, mrviN/v 


JN1V1 UzUjOo 


riomo sapiens disrupter 01 silencing iu (o/YbiU), mKJNA 


IN IVL U Z U J) 4 ■-+ 


riomo sapiens soiute carrier iamiiy Z4 ^souLum/potassium/caicium excnangerj, 
ineinDcr z ^ ollz'Iaz j, niiviN /\ 


IM IV! UZUJ7U 


nomo sapiens d v_ l z - i i k c iu ^apoptosis iaciiitaiorj ^dl lz l i uj, in in. in /\ 


INIVI UZUJ04 


nomo sapiens ciduciiii z ^i_i_/JL/inz iiiin.i > /\ 


INIVI UU/ZOU 


nomo sapiens lysopnospno lipase 11 (i i r l^j\z mrviN/\ 


inivi \j\j\js>y\j 


nomo sapiens cnoroiueiemia ^rvao escort protein i ) ^i^nivi^, mrviN/\ 


im ivi uu i yy*-r 


nomo sapiens coagulation iactor y^iii, r> poiypeptiue yr ldd mrviN/\ 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


INIVI UUUOUD 


nomo sapiens coagulation tactoi ys.11 (nageman tactoij (rizj, mrviN/\ 


NM 000504 


Homo sapiens coagulation factor X (F 1 0), mRNA 


JNJVL UUjjUV 


nomo sapiens Unix- like l (UlvLzvLlj, mKJNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


JNM_UlzU89 


Homo sapiens A IF- binding cassette, sub-tamily B (MDR/1 AF), member 10 
(Ar>Lr>iU), nucieai gene encoding mitocnondnai piotem, mKJN/Y 


JNJVL UU/loo 


nomo sapiens AlF-binding cassette, sub-tamily r> (JVlUKy l Ar ), memoei o 
^/\r>^r>o j, nucieai gene encoding mitocnoiidriai protein, mrviN/\ 


INIVI UUDOoV 


nomo sapiens /\Lr-Dinding cassette, suu-iamuy t> ^ ivi uiv/ i/\r memoer o 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


IN IVL UU IZIO 


1 1 / X -«-A^ ^A fT. "1 jA^IA £T\ i * f"A I^N / X -»*A "1 V > i^A tJA I'A X" 7 sA ^A 4."^ >nk 1 \[ i g f\ 111 t^A-A 13 (a. 1 /\ 

nomo sapiens caiDonic annycuase i^v ^ l /\v j, niiviN /\ 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


JNIV1 UUlZlo 


nomo sapiens caiDonic anliydiase All (LAlZ), mKJN/V 


XTA/T PiC\ ion 

JNJVL UU1Z1 / 


riomo sapiens carbonic annydiase z^l (LAl l J, mKJNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DN A- dependent protein 
Kinase interacting protein) (oiFZ-Zoj, mKJNA 


NM 0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


JNM U(J44oz 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine:polypeptide N- 
acetylgalactosammyltiansierase 3 (OalJNAc- 1 (OALJN 1 J), mKJNA 


TVTA 4" AA A A O 1 

NM (JU4481 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine:polypeptide N- 
acetyigaiactosammyitransierase z ^oaiiNAc-izj ^oai^in izj, mKiNA 


NM 000512 


Homo sapiens galactosamine (N-acetyl)-6- sulfate sulfatase (Morquio syndrome, 

■fVAi -■ y^k /-~\-fA /^A It rn rA I'A *a /H /~\ c\ c\ -m-~\ r^'A 1 \ / /\ \ / i _ /\ 1 |A. 1 -*AA 13 Ia. /A 

mucopoiysaccnaiidosis type i vaj ^ljal^inoj, miviNA 


INIVL UUU4UJ 


nomo sapiens gaiactose-4-epimeiase, UUr- (uALc), mKJNA 


A.TA/T nin^ 1 n 

INIVL UZUJLU 


Ur\-fAr /a onma-Mfi IV JV A ^a^ \~\. t ^^a /^l ^*a /^A" *A^/AT"/Ai"n /IV yT^rVT r I 7 \ -*^a 13 "rVT A 

nomo sapiens iviAy^ Dinumg protein (^ivlin l j, mKiN a 


INIVL UUOZDU 


nomo sapiens pionne-ricn protein naein suoiamuy i (rKni itikina 


INIVL UUjLOh- 


1 1 ia-ia^ rA tr\ 4T% -t^ -"i /aia rt /\ I I J Pa -■ r^l -i -t^ rA* rA o rt att nn Pa. 4*0 -**a^ i It r I ■ / /V I 111 -*^-a ^a-*a*a Pa ^a-**» / / /V t-J I I ■ / \ 

nomo sapiens Air-omding cassette, suD-iamiiy u (alij j, memoer z (Adluz j, 

ml? XT A 
111 IvlN /a 


NM 020300 


Homo sapiens microsomal glutathione S-transferase l (MGSTl), mRNA 


TsJlVT 000798 

1N1V1 UUu/ZO 


nuiiiu sdpieiis L/diL/iioiiiii-ieidLeQ polypeptide, ueid ^^.rvr^^rj^, iiirvi>i J rv 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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JNJVL KjZKjZ 5 1 


IT.,- nn«i ««n , , H 1 ri /A/T"P\OA1A\ DATA 

nomo sapiens x UJU protein (MDbUlU), mKJNA 


\ta if AOAI^O 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gamma i j, m k in a. 


IN 1V1 yJZKJZ^O 


nomo sapiens cation-cnioriue cotransponer- interacting protein ^i^vJL^Dowoj, 

m P XT A 
111 lv In /A 


IN 1V1 OZUZHO 


nomo sapiens mitocnonunai imp on receptor i omzz i^lu c jov / j mrviN/\ 


XTIVT 090940 

in ivi 


nuinu sapiens iioii-Kinase CQt4z eiiectoi piotem orELZ ^Lucjoyyuj, miviN/\ 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


iNlVl UZU l/o 


nomo sapiens v^aiuonic annyurase-reiateQ piotem iu ^i^l^^oovj^j, miviN/\ 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical ]3rotein ORF4 (LOC56834), mRNA 


JNM UzUl /y 


Homo sapiens FN5 protein (FN5), mRNA 


TvTA 4" AOA1 O H 

JNJVL UzUlo/ 


Homo sapiens JJClz protein (DClz), mKJNA 


NM 020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-R beta 1,3- 
gaiactosyitiansierase (LJuALJ ij, mKiNA 


TvTA A AAA'S CO 

JNM kjvvjjZ 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 


NM 000374 


Homo sapiens uroporpli3rrinogen decarboxylase (UROD), mRNA 


JNJVL \)\)Zo/Z 


nomo sapiens ras-reiateci Dotuimum toxm suostrate z (rno tamiiy, small uJr 
DiiiQing protein tcacz ) yisj\\^z j, miviN/v 


AJA/T C\C\A 1 CO 
JNJVL UU^fljZ 


nomo sapiens omit nine oecaiooxyiase antizyme i (L^/\z,i j, mKJN/v 


1N1V1 \j\)Zj>Z 1 


nomo sapiens neuiotiopnm J (^in irjj, m±viN/\ 


1N1V1 vvJZZyj 


nomo sapiens lammm receptor i (o/jcij, riuosomai protein ^l/vivlivi j, 

mPXT a 
III IN. IN r\ 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB 2) (LAMC1), mRNA 


XTA/T HH99Q9 
1N1V1 UUZZ*7Z 


nomo sapiens lammm, oeta z (laminin ^l/aivijdzj, mrviN/\ 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


TvTAyf AAA1QO 

JNJVL UUolVZ 


nomo sapiens panec dox gene i (r/VAij, mKJNA 


NM 019896 


Homo sapiens DNA polymerase ej3silon pl2 subunit (PI 2), mRNA 


\T \ 4 AAACOI 

NM_UU(J5<53 


Homo sapiens group-specitic component (vitamin D binding protein) (uL), 
mRNA 


A.TA A A 1 AO A 1 

JNM (JlvoVl 


Homo sapiens endoplasmic reticulum oxidoreductin 1 -Lbeta (ERO 1 -L(BETA)), 
mRNA 


A.TA A AA/C7AC 

NM_(JUo7U5 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


A.TA A A A 1 AO /i 

NM 001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA 


A.TA A A 1 AO A A 

JNM U19844 


Homo sapiens solute carrier tamiiy zl (organic anion transporter), member 5 
(SLC21A8), mRNA 


A.TA A A 1 A /C /I A 

NM U 19644 


Homo sapiens testis -specilic ankyim motil containing protein (EULooJl 1), 
mKNA 


NMO 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 

(JvL JNl^J), m K IN A 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

Z (rLCNJJZ), mKNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


TV T"\ /T A 1 A O O A 

NM_019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 

DT TO /L)I 'T' O O \ mPXTA 
D L 1 Z D L 1 ivZ J, lllxviN A 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B ]3rotein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin- 1 homolog 1 (IL-1H1), mRNA 


XTN/T o 1 8Q^O 


nomo sapiens major nistocompatiDiiity complex, ciass i, r ^ni^/\-r j, miviN/Y 


INIYI U1V01U 


nomo sapiens nypoineticai protein ooy (lul jOzo/ niivrM/\ 


inivi uwjZd 


nomo sapiens nomeo dox ui j \ li^jyxiJ i j j, m iv in /\ 


1N1V1 uivou/ 


nomo sapiens nypoineiicai pioiem rLj i izo / (ru i izo / j, mKJN/\ 


AJA/r oio^o/i 
inivi uiyou^i 


nomo sapiens ciass-i ivinv^-iestricieQ i cen associateo moiecuie ^L.rci/ViVij, 
m iv in /a 


TsJA/f 019^98 

1N1V1 U 1 Z .jZo 


nuniu sapiens miL/ruvascuiai enciuineiiai Qiiiereniiaiiun gene i ^ivii^vji j, mrviN/\ 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


ATA/f O 1 ^9QQ 


nomo sapiens nypoiiieiicai pioiem ^nou /yzjz), mivr>/\ 


iNlvl Ul jjou 


nomo sapiens nypotneticai protein (UJvrZipjoouUiZj miviN/\ 


ATA A C\ 1 ^ 1 1 'J 
IN 1 VI U 1 J J) 1 J 


nomo sapiens nypotneticai protein (/VruoUooZ j, mKJN/\ 


ATA/f H1 Q1 1 A 

in ivi u i y 1 1 o 


nomo sapiens simnai to uuiqmtm Dinomg protein (UDrnj, mrviN/v 


NMO 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 

III Iv IN f\ 


ATA/f C\ 1 QQAQ 

IMJVL Ulo^Oo 


nomo sapiens syntiopiiin, gamma z (^jn i ozj, miciN/\ 


ATA/f O 1 QQ^7 


nomo sapiens syntiopnm, gamma i (oin i oij, mivrM/v 


ATA/f O 1 QQAQ 

inivi uioyoy 


nomo sapiens super conserveo receptor expressed m Diam d ^oiviirsj j, mKJN/\ 


ATA/f O 1 
1N1V1 Ul0704 


nomo sapiens soiute earner iamny d i (^glycerol- j?-pnospnate transporterj, 
memoer i ^olL/j / 1\ i iiirviN.rv 


IN ivi uio y-tj 


nomo sapiens piiospiiouiesteiase /r> /i3j, mrviN/\ 


ATA/T n 1 QOAA 
INivl KJ 1 7UOO 


Unt^n c 'lixir'nc N/l A HP lil/r> 9 / \ /I A ^» P T 9 \ mDMA 

nomo sapiens ivi/wjrn-iiKe z ^ ivi/avj j_/LZ j, hi is. in i\ 


MA/f n 1 QO/xO 

1NIV1 UlyUOU 


nomo sapiens i > i xz,- \ protein (ini^jj/-i ) , hi iv i \ /a 


TsJA/r oioooo 
inivi u i yyjyy 


nomo sapiens nypotneticai protein ^i^vJv-OZjvzh- ^i, miviN/\ 


ata/T monn^ 
inivi uivuuj 


nomo sapiens spmcum-iiKe ^i^vj^o^tH-ooj, miviN/\ 


Mivr n 1 80^9 

INIVI KJ 1 oz/DZ, 


nomo sapiens nomeo dox do ^ n \j j\. d o j , niix. i > /a 


ATA/f 0 1 1 
1M 1V1 UlO 7J 1 


nomo sapiens nomeo dox a i u ^nuA/iiuj, iiiiv i > i\ 


ATA/f fl 1 80zl9 
IN 1V1 KJ 1 074Z 


nomo sapiens nomeo dox ^no ianiiiyj i ^niviyvi mrvi>/A 


ATA/f 0 1 Q 1 no 

IN 1V1 Ul7l U7 


nomo sapiens oeta-i,H- mannosyitiansierase ^nivii-i )^ mrviN/A 


ATA/f 0100^9 
1N1V1 U 1 7UjZ 


nomo sapiens nv^iv ^a-neiix coiieo-coii ioci nomoiogue^ ^n^iv^, mrviN/\ 


ATA/f 01 808^ 
1N1V1 UlOyOJ 


nomo sapiens nypotneticai protein ^ n^Aj i v .y), niiviN/\ 


AJA/f 0100Q/x 
1N1V1 U 1 7U7O 


T— TiX"ixi / a c 0"ixi t? ^ » 1 1xi n /t "i n <x "Ixt*/X"^/^"1 n 9 / (~-r 1 t^l-JT^9 A "txi t? ^VT A 

nomo sapiens u i r Diiiomg protein z i r di z j, mrviN/\ 


ATA/T 018QAQ 

in ivi uio y+y 


nomo sapiens o protem-coupieo receptor ih- ^vj-r-tviH-j, miviNi-v 


ATA/f oiqoj.8 
inivi kj 1 yyj^-TO 


T— r aiv> a compile Ixi tix/x+Ii /~*ct 1 fWAfpm / t7 T T907^9A Tvit?~^J A 

nomo sapiens nypotneticai pioiem ^rLJzu / jzj, mrviN/\ 


1N1V1 KJ 1 7UOO 


"1— T/xixi/x l ' r 1 1~\ i n l ' 1i"i 7"*x /x"^"t\ P"i""i /"* o 1 nr/\f in 1— <" T T90^x7/1 / Lh T T9^A^x7/1A txiTP^^T A 

nomo sapiens nypotneticai protein ri^jzuo /h- ^rLjzuo /^J? mivi>j/A 


xta/T niQnj.fi 

IN 1V1 kj 1 y W-tKJ 


1— l/xixi/x CQiiiAnc Ixi nx/x+li /^o 1 nfA^ Ain / T t90zlQ8A "txit?"\T A 

nomo sapiens nypotneticai protein yr L^jz.Kj'n-yo ), mrviN/A 


xTA/r n 1 8088 

1N1V1 KJ 1 0700 


1— r A1YI A COIXI^nC Ixi 71X /X"^"ll f^'i"! f~* O 1 VXfAtAIII f l-H t t9 O ^ ^ OA 111 1~? "^.1 A 

nomo sapiens nypotneticai protein yr LjJZ,kjds)KJ), miviN/-v 


TsjA/T 01000^ 

1N1V1 U 1 yyJKJD 


1— T/xixi/x coin auc Ixi t~ix /x+li r* o 1 nfAtAin / T t90^9^A "ixit?^VT A 

nomo sapiens nypotneticai piotem ^rLjzu jzj mrviN/A 


ATA/f 01Q097 
1N1V1 U 1 VUZ / 


nomo sapiens nypotneticai protein ^rLjzuz / d)^ miviN/A 


IN IVI KJ 1 "UU 0 


T — I { -v ITT / A OQfMAIIO Ixi 7~IX <X+1k^'I""I l~*Ck 1 "IXT'iX+P"! / Ih" T t909^9A 1X1 1? A 

noiiio sapiens iiypoineLicai pioLein yr l^jakjzdz,)^ iiiivrN/A 


ATA/f 0 1 QOOO 
1N1V1 KJ 1 7UUU 


t — I / \ ITT /X L'' 0"tX"l n L'' Ixi 71X / A "^" It o4l / » * 1 1 »T t^/ A 4" 1 "IT / \-i T T9 C\ 1 ^ 9 A tTT "^V 1 \ 

nomo sapiens nypotneticai protein ^rLjzui jz j, mrviN/\ 


ATA/f 01 0087 
1N1V1 KJ 1 7UO / 


UAtMA c'lnifnc U\n~\(^thr*t\(*'A 1 ixT*r\+<^in PT 1900^1 ^ PT T900^1A niDAT A 

nomo sapiens nypotneticai protein rLijzuuj i ^rLjzuwji j, miviN/A 


ATA/f 0 1 8 00 A 
1N1V1 KJ 1 O77O 


nomo sapiens nypotneticai piotem ^rLjzuui d miviN/A 


TsJA/T 0 1 009 1 
IN 1V1 KJ 1 7UZ 1 


T— T / a itt / a com auc It \ j it / \ It ^1^*0 1 MfAf aih ( Ih t 19001 OA "ixit?^VT A 

nomo sapiens nypotneticai protein ^fi^jzajuio^, mrviN/A 


ATA/f 010018 
IN IVI KJ 1 y\j 1 0 


I — I / a m / \ c 0 ix 1 c Ixi nx /x^li p±\i 0 1 MfA+pm / L T [111 0 7 A m 1~? A 

nomo sapiens nypotneticai piotem ^rLj 1 1 iz / iiiivin/a 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


TsJlVT 010070 
IN IVI KJ 1 y\j 1 KJ 


I — I / a m / a cQmpnc Ixi nx /x^li f^4"i r* ct 1 r\t*Af / p T T 1 Ozl^9A m 1? "^.1 A 
PLOIIIO IScipiCIlo Iiy pO LIlCLlL/dl piOLClll ^fbj 1 Wt-jZ IIlrvlN/A 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosy transferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


iNivi uiyu^o 


nomo sapiens cyclic nucleotide gated cnannei ueta d yk^nkjdd mKiNA 


JNJVL UlobOo 


rionio sapiens cnromosome id open reacting irame z {k^ ijkjkt' zj, niKJN/\ 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


JNJVL UUIOjZ 


riomo sapiens von wiiieDiancl iactor ( v Wi^), mKJN/\ 


NM 000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatory) (TIMP3), mRNA 


JNJVL UloZjj 


riomo sapiens tissue mniDitor oi metalloproteinase z (IIJVLFZJ, mKJNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
piotem, I jkjj (oJJriuj, nuclear gene encoding mitocnoncii lai piotem, mKJNA 


NM 003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(^oJJrioj, nuclear gene encoding mitocnonariai protein, mKJNA 


JNJVL UUo/4j 


riomo sapiens steroi-U4-metnyi oxidase-iiKe (oC4JVLUJ-^), mKJNA 


JNJVL UUoooU 


riomo sapiens putative c_rlr -binding protein similai to KAY/KArSic (KAYLj, 
mKJNA 


INJVl UUUOJl 


riomo sapiens omitnme carDamoyitransierase \\j i Lxj, nuciear gene encoding 
miiociioncinai proxem, mrv±M/v 




X— I / x 1XX /x c 1 O IX 1 /X tx o AT/A c 1 AtYl np /\ 1 f\ \ { i ^ 1~? ]\ /T 1 \ txx 1~) ^vj A 

nomo sapiens orosomucoici i ^wivivi i ^i, 111 ivi n r\ 


rNivi uuzj jo 


rioiTio sapiens occiuum ^vji^r^rN j, mrvi>i/\ 


IMIVI UUZjUI 


nomo sapiens idCTaie uenyciiogenase ^r^r^rix^j, tiaiiscnpi variani i, mrviM/\ 


rN 1V1 VI/ L t c t o 


nomo sapiens lactaie (jLeiiycuogenase ^L/riL/ j, iianscnpi variani rnrviN/\ 


MAI nnn 8 Q9 


nomo sapiens KdiiiKrein r>, piasma ^netcner iacrorj i ^ ivlivd i in is. i > t\ 


XTA/T fin? 1 cn 

IN 1V1 UUZ 1 7J 


I — I / ^ 1XX / \ ^.1 IX 1 /x fx i fx lx I |x 1 IX Vx a-t-Ck T-J O ~\ 71 IX A T-J Vx /x + ^ l fx ^x 1 -\ 7 fx yx fx + f / 4 /x \ / I "^.1 I I I—) 11) \ fxx 13 ^Vj A 

nomo sapiens mm Din, oeia d ^acnvm /\r> oexa poiypepnciej ^iiNriDD mrvi>i/\ 


TvJTV/L 009 1 Q 1 
rN 1V1 UUZ 1"1 


T— I / x ixx i \ cQtMPnc i f x lx i Vx i fx ix 1 fx lx t\ /T^vTl— T A \ -txx P A 

nomo sapiens liiiiiuiii, dipiid ^ii>n/\^, nirvi>i/\ 


MTV/T 0090 1 ^ 
1M 1V1 UUZU 1 J 


I I / \ fxx /x i if fx f /x fx l'' 4w \ lx /x if / 4 U/fv f ^ 1 A / f»lx if Tx / 4 / a fxx -i / / \ i ■ if f-*/ 1 / \ f xx if \ ( \S (~*\ ~\7" 1 A \ fxx V? "^V 1 A 

nomo sapiens iorKncati uox kji/\ ^rnaDCiomyosarconiaj yr kjaaj i/x), mrvr>/\ 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


XTA/T OOOSOzL 


nomo sapiens ioiate lecepxor j ^gammaj ( r vJlin.j) j, mrviNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


ATA/T C\f\AH A^) 

JN1VL UU4/4Z 


homo sapiens r$Aii -associated protein i (rSAiAri), mKJNA 


JNJVL UU4VZJ 


Homo sapiens aquaporin 3 (AQP3), mRNA 


JNJVL UU/loZ 


homo sapiens Kas association (KaiOJJo/Ar-oj domain iamiiy 1 (KAoor ij, 

1Y1KJN A 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 

,XX /x IX + if 1 fA+QtrlQ+1 /^1-1^ / ^ V TS.TQ \ |xx V? tvl A 

meinai i eiai dan on ) y v^lin o j, itikjn a 


JNJVL uioyj)o 


nomo sapiens uomuciem i ( ur>iN i j, mKiNA 


TvTA/T O 1 9/1 O^ 
JN1V1 U1Z4U0 


nomo sapiens ±k domain containing 4 (rKiJivi4j, mKiNA 


JNJVL UJ0/Z0 


nomo sapiens myosin jl ^ivly vJjl^j, mKJNA 


XTA/T O 1 7^/1 O 
JNJVL U 1 / 04U 


nomo sapiens nypotneticai protein ijivrz^pjooriuozo ^iJivrz^pjoOriuozj j, 

III Vvl N r\ 


1N1V1 U 1 OOZ) 1 


V-V ATVl A i ' if |x | /x fx i ' ^7 1 IX / » 4-*| fx { x !*• f X f 1 / \ ^ /X 1 |X ' / T7T-^ \ ivi 13 ^VT A 

nomo sapiens zim linger piotem yz^rr ), 111 ix i n /\ 


TsJA/T 017^0^ 
iNiVl Ul / J\)j> 


nomo sapiens sunett z ^ourvrzj, mrvrN/\ 


TsJA/T 0 1 1 Q 
1M 1V1 KJ 1 OH- 1 V 


V — I / \ 1X1 / \ c 1 il IX 1 /x fx o CJ V? / c /x x/ / V a+ai*TYl 1 IX 1 IX IT I'/x ff1 / "\ fx ^V/" \ Vx / A "V 1 Q C! 1 Q \ |xx T? ^xT A 

nomo sapiens oivi ^sex uetermmmg region x ^i-dox 10 ^ov^jvioj, in ivi >j /a 


TsJA/T 018zL97 
IN 1V1 U 1 04Z / 


V I / X IXX / \ C i.f fx 1 ^x |X o V? ^xT A IX / A 1 \ T |XX /X l^i.! Ct p*. T ^" |"»i.| |X c< / » |-» | |X \ | /x-|X -fo P+A1* T? t? ^xT^ / V? T? ~^T^X I IXX T? ^vT A 

nomo sapiens tviMz-v poiymeiase t transcription iactor ivrvpo ^rvxviNj) mrvi>j/\ 


TsJA/T 0 1 £^zl^ 
1M 1V1 UIOj^tJ 


I— T / a ixi / a c 1 1,1 ix i /x ix V»x ttx /x+V» /x -f- 1 pnl ix r/\ ^/x i ix 13 T) O Q ^ ^ / T3T) (~\ O Q ^ ^ \ ixx T? A 

nomo sapiens nypotneticai protein rivuzyj d yrtsxjz,yjD j, mrviM/Y 


TsJA/T 0 1 ft ^9^ 


I I / \ ixx /x i i f fx i /x |x i ' lx ^ /■ fx / \4- lx /-x 1 /x o 1 fx / \ 4" /X 1 |X T3T5 O ^ O /^t^T? O ^ /x C^i \ |XX I A 

nomo sapiens nypotneticai protein ris\jz,joy yr is\j adkjz/ j, iiirvrN i\ 


TsJA/T 0 1 8^90 


t— Faiti / a c' 1 1 ix i ix c 1 tlx rv\ /"\*^Vi /x 4 1 /x q 1 ix I**/ a "f^/x i ix T3TD (~\ O O O /^t3T) O O O \ -ixx T? A 

nomo sapiens nypotneticai protein rvvuzzoo ^r^rvv^zzoo j, n 1 iv i n /\ 


T\TM 018605 

iNivi UlOUvJ 


Hnmn canipnQ VivTinthptiral n rntfi n PR0 1777 TPR01777^ m R Kl A 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO 1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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ata,t m o^nn 


Homo sapiens rK domain containing j (rKJJJVLj), mKJN A 


JNJVL Ul Id J4 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 

txx r? AT A 


ATA/T O 1 Q/1 A 1 
INJYL UlO^Ol 


nomo sapiens uncnaractenzeQ nematopoietic stem/progeniTor ceLLs protein 

A/TFIQ09A ^A/TPiQ09^^ mT?ATA 
IVll^/oUZO ^IVllJoUZO J, llllvlN.rv 


ATA/T 0 1 8^^Q 
1N1V1 \J YODDy 


nomo sapiens iipopoiysdccndricie specinc response- / pioxem ^i^oiv/ j, miviN/\ 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


ATA/T O 1 8*x/x^ 


nomo sapiens zzKi^a peioxisomai memorane protem-iiKe (luljj o vr> n 1 is. in /\ 


ATA/T O 1 O 
1NJV1 Ulo04U 


nomo sa]3iens neuionai specmc transcription tactor jli/\i i (luljjooj j, itikjn/\ 


ata/t o 1 Q^7Q 


nomo sa]3iens to Dox-contammg wd protein (^iji^rooo4j, mivrM/\ 


ATA /T H1 Q/lylQ 
JN1V1 Ulo44V 


nomo sapiens alj-u i z piotem ^L/LyjjoJjj, m JviN j\ 


ATA A fi 1 Q ^ ^ Q 

JNJVL UlocOo 


nomo sapiens potassium mwaraLy-rectiiymg cnanneL, suDiamiLy J, memoer lo 

(\s PAT T 1 f\\ ml? AT A 
^ IVV^ IN J 1 O J , llllv IN r\ 


ATA/T 0 1 ft ^7 1 
1M 1V1 UlOO/ 1 


nomo sapiens nypotneticai protein \ii\xjvDy /yjv)^ miviNy-v 


ATA/T 0 1 ftd.^Q 
IN IVI U 1 oHO V 


nomo sapiens nypotneticai protein iivii^jrvt i ^iivi-r/w^ i ititv in /\ 


ATA/T 017*\91 
1N1VT U 1 / DL 1 


I — I / a \*\~\ { ~\ cotMAnc p Th \ / iAr/\tr> i n / I — I T? N.I A P Th \ / \ -i-v»T? AT A 

nomo sapiens rev piotem ^ n o i v in /a r ni v ^, in iv in t\ 


IN IVI Wl / jZO 


nomo sapiens leptm receptor gene-reiaieu protein ^noUDivvjivr ^i, 111 ivi n /\ 


MATT 017^1^ 
In 1V1 U 1 / DID 


nomo sapiens meiapiid.se ciiiomosome pioieni i ^noiviL,ivjUj, imviN^rv 


ATA/T 017^9 
IN IVI Ul I DDZ, 


T — I / a /x c o ix i £»-ix c "ix ^\ ^\ ix t"*/ a "f - in / 1 — I CI A T9 /1 9 ^ \ ixx T? ^xT A 

nomo sapiens poj protein \ l1vd/\jz, l +z,d j, h i in in i\ 


ATA/T 0 1 ££»£9 


nomo sapiens nypotneticai protein nuL iviL/U^r ^nry^iviv^ v^-tr miviN/\ 


ata/t oi&£»ro 

in ivi uiouou 


nomo sapiens nypotneticai protein nucuczir ^nucucziT j, miviN^-v 


ATA/T 01&zL9£ 
i>ivi u io4Zo 


nomo sapiens nepatocenuiar carciiioma-associaieci aniigen oo ^til/\oo j, miviN/\ 


ATA/T 017^98 
i N IVI Wl / Z o 


nuiiio iSdpiciis pLiiciiivc in cinyiirciiiis icrdsc (jiaoJt-t-tZ l iiirviN /\ 


ATA/T fl 1 7QA4 
IN 1V1 Ul / "OH- 


nomo sapiens nypotneticai protein r l^jz,\jod i ^jti^jzuoo / j, mixiN/\ 


ATA/T 0170^9 
1N1V1 Ul / VDZ 


nomo sapiens nypotneticai piotem rLjzu /z>o ^rr^jzu /z>oj, miviN/\ 


In 1V1 Ul / 7J O 


U Mnin cQnipnc lT\/i-\^tlTr»ti^'i 1 ixr^tr^i n P T T90707 ^ PT T90707^ mPATA 

nomo sapiens nypoiiteiicai protein ri^jzu / u / ^rLjzu/u/ j, miviN.rv 


ATA/T 0170^ 
IN 1V1 U 1 / y D D 


"I— T/x~txx r\ cqim otic 1 It ■» 7 » x /\f It f i / » r j 1 tx i"/ a "T in 1— <" T T90701 / 1— < T T9^^701 \ ixxT^^^T A 

nomo sapiens nypotneticai protein rLjzu / ui ^rLjzu/ui ^, miviN/\ 


ATA/T fl 1 7Q^ 1 
IN 1V1 U 1 / " D 1 


Unmn con^nc 1i\/r»^+lT r»t i ^'i 1 nrntnin pT T90^xQQ ^ PT T90/xQQ^ mPATA 

nomo sapiens nypotneticai piotem rLjzuo"" ^rLjzuoyyj, miviN/\ 


ATA/T 01 7Q1 1 

in ivi u i / y i 1 


T-Tr\Tnr\ cqiiiphc tix^r\^+ti/^+ir»ci1 nm+pin PT T90/x^^ ^PT T90^x^^^ mP AT A 

nomo sapiens nypotneticai protein rLjzuojj ^rLjzuojj j, miviN/\ 


ATA/T 017RQR 
IN 1V1 U 1 /070 


I — I { A fx~l / A CQtMPMC 1~\ \ /■ fx /AT 1^ ^ T 1 / * O 1 IX l"V A T 1 IT p" T T90^\0^ Ih'T TO A TYlT?^xT A 

nomo sapiens nypotneticai piotem rLjzuouj ^rLjzuouj j, miviN/\ 


ATA/T 017888 
IN 1V1 U 1 / o O O 


I — I / \ t"\-\ / "V CQTI1 AI1C l-\ \ / »x / A T^ l"A T 1 / * r 1 1 TITA"foitl I— <" T T9 O ^ Q 1 ( 1— < T T9 ^ Q 1 ^ TYI T? ~^T A 

nomo sapiens nypotneticai protein rLjzujoi ^rLjzujoi j, miviN/\ 


ATA/T 0178A^ 
1N1V1 Ul / ODD 


I — I { A fXT / A COT^IOnC 1 It \ /" IX / A "f" It ^ 1 / * O 1 tATA'f P1TI p" I T9 O ^ ^ 1 f l-H t t9 O ^ 1 \ TYlT?^xT A 

nomo sapiens nypotneticai protein rLjzujj i ^rLjzuj j i j, nriviN/\ 


ATA/T 0178^^ 
1N1V1 Ul / OJJ 


M/Am/A cQnipnc! Li^^r-*^+ti^+ir»'a1 nrntr>i n PT T90^1^ ^PT T90^1^^ mP AT A 

nomo sapiens nypotneticai protein rLjzuj i j ^rLjzuj i j j, misJN/\ 


ATA/T 0178J.Q 
1N1V1 U 1 / 04" 


TJnmn c'lnifnc ViTrr\r\+ti<='i-ir»Ql ix i^aT r*i n PT T90^07 ^ PT T90^07^ mPATA 

nomo sapiens nypotneticai piotem rLJzuju / ^rLJzuju/ j, iniNiN/\ 


ATA/T 01784^ 
1N1V1 Ul /OHO 


I — I / A ITT / A CQtM^HC It \ / IX / A It T 1 / * * 1 1 TITA+01 TT V-i T T9 O ^ O 9 ( Th" T T D ^ \ ITT T? "^vl A 

nomo sapiens nypotneticai protein rLijzujuz ^fi_^jzuz)uzj, miviN/\ 


ATA/T 017849 
1N1V1 U 1 / 04Z 


T-Tomo cQniptic h\mrkihe*iirn] rvrot^iri FT T9048Q fVT T90J.8Q^ mPATA 

nomo sapiens nypotneticai protein fi^jzuh-o" ^ri J jzu i t07 j, miviN/\ 


ATA/T 017890 
1N1V1 Ul /OZU 


U M m n c 'i nir>n c lT\/i^/AtlTr»ti /»'i 1 ixr/Atr»i n PT T9 (\A~K 7 ( V>\ 77 \ mP AT A 

nomo sapiens nypotneticai protein rLjzuojj ^rLjzu4jj j, miviN/\ 


ATA/T 01 780 A 
1N1V1 Ul / oUO 


T-Tr\rvir\ CQniptic lT\/n/AtlT r»t i /»'i 1 ix ivAtr»i n PT T9040/x ^ PT T90zL0/x^ mPATA 

nomo sapiens nypotneticai protein rLjzuH-uo ^ri^jzuH-uoj, miviN/\ 


ATA/T 017800 
1N1V1 U 1 / oUU 


nomo sapiens nypotneticai protein rLjzujyj ^rLjzujyj j, miviN/\ 


ATA/T 0177Q^ 
1N1V1 U 1 / / 


T — I { a itt / a cdT^ionc It \ / ix / a i - It 1 / w -i 1 ix i"*/ a i - i it P T 190^x78 ( P T T90^7S^ m T? M A 

nomo sapiens iiypomeiicai pioteiii vl^ja\jd i o ^rLjzuj 'Q)? iiiivln/\. 


ATA/T 0 1 77QA 

in ivi u i / / y*-t 


U nmn CQniptic lT\/rwAtlTr»tw»'i 1 nrn+pin PT T90^7^ ^ PT T90^7^^ tyiPATA 

nomo sapiens nypoinencai proieiri rbjzuj / d ^rbjzuj i D), iiiinin/\ 


ATA/T 0177^8 
IN IVI U 1 / /DO 


TJ A Tnn c'inipnc 1t\/i-»/ aTIt r»t i /»'i 1 ix r/Atr'i n PT T90'x'x 1 ^ PT T90^x^1^ rv»P AT A 

nomo sapiens nypotneticai protein rLjzujji ^rLjzujji j, miviN/\ 


ATA/T 0177^7 
IN IVI U 1 / / D 1 


nomo sapiens nypotneticai protein ri^jzuju / ^rLjzuju/ j, miviN/\ 


ATA/L 0 1 774. Q 

inivi u i / f'+y 


TT ( \ni /a cQnipnc h\/ix/AtlT r»t i ^ci 1 nrntfi n PT T909Q/L ( PT T909QzL^ inT?N A 

nomo sapiens nypotneticai protein r^zuzy^ ^rLjzuzyH-j, miviN/\ 


ATA/T 0177^ 
IN IVI U 1 / / D D 


L| nmM CQnipnc n\/rwA+nr»ti/»'i 1 ixr/Atr»i n PT 1 9 O 9 A ^ PT 1 9 09 ^ mP AT A 

nomo sapiens nypotneticai piotem rLjzuzoj ^ri_/jzuzoj j, miviN/\ 


ATA/T 0177^9 
IN IVI U 1 / / D Z 


T— I / A ITT / A i ' <"J |X 1 IT L' Itt rTX i'X + lx /=»+1 C1 1 1AT/A+P1T1 |h T 19 O 9 Zx 9 i l-H t T909^t9^ TXT T? ^VT A 

nomo sapiens nypotneticai protein rLjzuzoz ^fi^jzuzozj, miviN/\ 


AJA/r 0177^0 

INlVi ul / / D\J 


T— [atiia cQnipnc \\ ~\tt\c\ \\\ i"i r*Q 1 nfntpi n T^T T909^Q ^T^T T909^Q^\ TnPATA 

jnVJlllVJ odlJlCllo AlV JJVJ LllCLlL/Cll IJlVJLdll L J J \L J^J Z^x) Z^Dy ) , 111 Iv 1 > / v 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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XTTV/T 017£»^ 
In 1V1 U 1 / OD D 


UAmn c'lnifnc PwrwAtPr'ti <^c» 1 r\ ivAtrM n PT T900^Q ^ PT T900^QA mPXTA 

nomo sapiens nypoineiicai pioiem ri^jzuuj" ^rijjzuwjy j, miviN/\ 


TsJA/T 017^79 
IN 1V1 U 1 / O J) Z 


I — I / \ / \ l ' q it 1 it l ' It t 7 »t / a T It T 1 / * * 1 1 it i~/ a T in 1—7 T 190f"^^^x / Ih'T T9f"^0'"^^^\ tviT?~M A 

nomo Sapiens nypoineiLCaL proiem ri^jzuujo ^ri^jzuujo j, niivLNi-v 


mm 017^94 
IN TVL Ul / OZ*+ 


T— J / a »->t / a 0 0 it 1 it 0 p \ 7 »--\ /• a "f - It 1 1 / » 0 1 tat*/^*^"^»i n Ih T 19 O O 1 Q / Ih T 19 O O 1 Q \ 1 a a U ^vT A 

nomo Sapiens nypoLiieiicai proiem rLjzuui? ^ri^jzuuiyj, miviN/\ 


TsJA/T 017/^9^ 
1N1V1 U 1 / OZJ) 


I — I / A ITT / \ O O »T 1 IT C 1 It \ / tT / A +■ It CL-t't f~* O 1 »T !"•/ A "f" 7~i 1 IT p" T 19 O O 18/ PT 19 O O 1 ITT 1? ~M A 

nomu Sapiens iiypoiiieiicai pioiem rLJzuuio ^tljzuuio iiiivin/\ 


Ml\/T 018^00 
IN TVL UlOjyU 


T — I / A ITT /A C O IT 1 IT C It "\ J IT / A "t" It \~ 1 /"»0 1 IT I"*/ A "i" 1 IT 1-7 1 If 1 ^2 O ^2 / |h T ? 1 1 ^2 9 ^2 \ ITT 1? "M A 

nunii) Sapiens nypuinexieai pruiem flj i i jZj ^rLj 1 1 dad miviN/\ 


TsJA/T fl 1 8^89 
IN 1V1 UIojoz 


riomo Sapiens nypoxnexiL/ai proiem rLj i izyz ^flj i izyzj, miviN/\ 


TsJA/T 0 1 8^ 7 
IN 1VL UlOJJ / 


T — I / a itt / a com auc P \ 7 it / a "i - It ^1^*0 1 it i"*/ a "f - ^ 1 it Ih T f J I 1 ^27 / PT I f ! 1 ^7^ "fvil?^VT A 

numu sapiens nypuineiieai pruiem flj i i id / ^rLj iiij/j, miviN/\ 


TsJA/T fl 1 8^90 


nuinu Sapiens nypoinencai proiem rLj 1 11/77 ^flj 1 11/77 j, miviN/\ 


MA/f 018^17 
IN 1VL UlOJl / 


U n ni /a ocinipnc Vi^rr\r\+Tip»+ir»Ql ntv^tr»i n PT T1 1 089 TPT T1 1 089^ mPTsJA 

numu sapiens nypuineiieai pruiem flj i iuoz ^rLj i iuoz mrviN/\ 


tsja/t n 1 8^o 1 

IN TVL UIOjUI 


I I / ^ ITT / \ C ' | IT 1 f~*L IT 4? It \ 7 IT / \ + It / » r j 1 1" / A "f" /"^ 1 "IT PT T i 1 O 1 / p" T ii 1 1 O 1 £\\ tTT 1? A 

numu Sapiens nypuineiicai pruiem rLj i iuio ^flj i iuioj, miviN/\ 


TsJA/T 01890^ 
IN TVL KJ L 0Z7J 


I — I / A ITT / A It "\ 7 IT / A "f" It /t 1 / » ' I 1 lAfA+AI "IT PT 111 OOO f PT i 1 1 000^\ "fYl!?^VT A 

numu sapiens nypuineiieai pruiem flj i iuuu ^rLj i iuuu j, mrviN/\ 


TsJl\/T H 1 89Q 1 
1N1VL UI0Z7I 


I — I / ^ ITT / \ i ' ^1 »T 1 /~WT L ' rV\/^V<-p ex-i-t /-»0 1 IT 1"/ A "f 1 IT p T I 1 AQQ/^ /^P'T T1 AQQA\ "ITT 1? ~M A 

nomu Sapiens nypuTiieTicai piuiem rLj luyoo ^ri^j luyoo j, miviN/\ 


TsJA/T 0 1 89Q0 
INlvl KJ L 0Z7U 


I — I / x ITT / \ L' '1 IT 1 IT L' It X 7 t~\ / A |- It 7^ 1 / * ' 1 1 IT 1"/ A "t" 1 IT 1—7 T i 1 0(^8^2 ( I— <" T l 1 0062^ -|TT 1? ~M A 

numu Sapiens nypuineneai pruiem rLj luyoj ^rLj luyoj j, nri_viN/\ 


TsTN/T fl 1 89 80 
1N1V1 U 1 OZOU 


I I s a »tt / \ coniAMC In rtt a+ li a+1 ^» o 1 tAr/\tr>i it PI HOQ/1^ / p T T10Q/1^^\ itt r? ^.1 /\ 

numu Sapiens nypuineTicai pruiem rpj ii/y^j ^fi^j luyn-j j, miviN/\ 


TsJA/T 0189f^ 
1N1V1 UlOZOO 


l_r nTYm c 'i nir>n c V»A^r\^+Vi^+ir»ci1 nrn+pin PT T1 0Q09 ^PT T1 0009^ mRXT A 

numu Sapiens nypuineiicai pruiem flj iuvuz ^rLj iuyuz mrviNjrv 


xnv/r n 1 89^ 

1N1V1 KJ 1 OZOj 


T I r a »tt / \ caniAnc In 7 it / a + P ^ i / » 1 it W A-f^ 1 it PT T1 O8Q8 ( P T T1 08Q8^\ w»T?"\J A 

numu Sapiens nypuxneiit/ai proiem rLj luoyo ^flj 1U070 j, miviN/\ 


TsJA/T 0 1 894Q 
IN 1V1 KJ 1 OZ47 


T— cam atic P t rr^/^-fP r»o 1 it a /~» 1 it PT T1 08^\7 ( P T 11 08^\7^\ "rv»l?~\J A 

numu sapiens nypuinexieai pruiem rLj iuoo / ^rLj iuoo / miviN/\ 


TsJlV/T 0189^ 

IN 1V1 KJ 1 OZ.D D 


I — I { A |TT / A CQIMPHC p \ 7 |T / A "f" P ^* "f" 1 / * O 1 IT 1"*/ A "f" 1 IT p T | 1 O 8 9 ^\ f PT ! 1 089^x^\ ITT l~? "^.1 A 

numu Sapiens iiypuiiieiieai piuiem rLj iuozo v -ti^j iuozo j, miviN/\ 


TsJA/T 0 1 8909 
IN 1V1 KJ 1 OZUZ 


T— T^"ITT/"\ Pt T~t~\ /T"^"P t~* C1 1 IT l~/ A 1 IT PT 1 1 07/17 PT ii 1 0747\ TV* 1? ~M A 

numu sapiens nypuineiicai proiem flj iu /h- / ^rLj iu / miviN/\ 


TsJA/T 0181 Q4 
IN 1V1 KJ 1 O 1 7 1 


I — I { A |TT / A CQtMPtlC P"\ r¥\ /T+P AT1 C* O 1 IT 1"*/ ^ "i" 1 IT p" T i 1 0794 / p" T J 1 0794^\ TYlU^VT A 

nomo Sapiens irypoineiieai pioiem rLj lkj /Z4 ^.ri^j iu /zh- j, miviN/\ 


TsJA/T 0 1 8 1 Q 1 
IN 1V1 UI0I7I 


T— T/~\"tTT / "\ O *1 IT 1 IT 0 It \ 7 »T / A ^ It o4l / » ' 1 1 IT 1"/ A ^ 7^ 1 "IT 1-7 T f 1 O 7 1 /^l / 1—7 T 1 1 ^7 1 /"X \ "ITT 1? ~M A 

nomo Sapiens nypoineneai proiem flj i kj / 1 o ^-ti^j 10/ ioj, miviN/\ 


TvjA/T 0181 ^4 
IN 1V1 UlOl 


I — I / a itt / a cQnif*nc Pa n*\ /^tP r* 0 1 it i"*/ a "f - r** 1 it Ih T I 1 0^47 C PT I 1 0^47^\ \T A 

nomo sapiens nypoineiieai proiem flj iujh / ^rLj lkjd^-y / j, miviN/\ 


AJA/T 0181^1 
IN 1V1 UlOljl 


T-Tr\Tnrv cQnipnc lT\/tT^tlTr»ti 1 t-»r^tr»i n PT T1 0^40 ^ PT T1 0 i ^40^ mDM A 

nomo Sapiens nypoineiiL/di proiem rpj iuj^u ^rpj iujhu iiiivin /a 


TsJIVT 018194 
IN 1V1 KJ 1 O 1 Z4 


I — I / A ITT / A CQIMPHC Pt 7T^ /^+P AT1 C* O 1 IT l"V A "f" r** 1 IT PT i 1 0^90 / 1— < T | 1 0^90^\ ITT 1? "^.1 A 

nomo Sapiens nypoineneai proiem rL^j iujzu ^rLj iuozu j, miviN/\ 


TsJA/T 0181 14 
IN 1V1 KJ 1 O 1 1 *-t 


T— T/^tvi/t canipnc Pt rr\/T+P <=»-f i r»o 1 it w -vtni it PT T10/1Q^\ /PT TIO/IQ/-*^ itt F? ^.1 A 

nomo Sapiens nypoineiicai proiem rLj iu^vo ^rpj iuH-70 J, miviN/\ 


TsJA/T 0181 07 

IN 1V1 KJ 1 0 1 KJ 1 


T-Tomo c'^nir'nc h\/t^i^thr*i\(*<A 1 r\rof^iri PT T1 0489 ^ PT T1 0489^ tyiT?TsJA 

nomo sapiens nypoiiieiieai piotein rpj i whoz ^rpj iuhoz j, iiiivin/\ 


TsJA/T 0 1 80Q8 
1N1V1 UIOU7O 


I — I / A l">T / "V L ' ^ 1 IT 1 7^ tT O Pt 7 IT /AT It r~\^ 1 7*^1 1 »-\ 1"*/ A 7^ 1 IT Ih' 1 1 1 O/l 1 / 1— < T (| 1 /"i /I /-7 1 \ -|TT 1? "^V 1 A 

nomo Sapiens nypoineTiL/ai proiem rpj lu^toi ^rpj iuh-oi miviN/\ 


TsJA/T 0 1 808^ 
1N1V1 UI0U0J 


riuiiitj iscipiciis nypuiiictiL/ai pruiem r l^j iuh-uz ^jtl^j iuh-uz^ j ? iiirvi\ i\ 


TsJA/T 0 1 807Q 
IN 1V1 UI0U/7 


nomo Sapiens nypoineTiL/di proiem rpj lkjd / y ^rpj iuj /y j, miviN/\ 


MA/f 0 1 80^^ 
IN 1V1 WlO KJOD 


1 — I { A |TT / A CQH1PMC Pi 7TA Z^"^"P C* Ct 1 IT 1"*/ A "f" 1 IT Ih T 1 1 O ^ ^ Q / 1—7 T 1 1 O^^Q^ TVTl?^VT A 

nomo sapiens nypoineiieai proiem r l^j ikjd Dy ^rLj iujj7 j, mrviN/\ 


TsJA/f 0 1 80^9 
IN 1V1 KJ 1 0 UOZ 


I — I 7 A ITT / A C 1 CI T"\ 1 /^tT C 1 It \ / IT / A "i" It "i" 1 / * 1 |T 1*/ A "f 1 IT p T f 1 f\ ^2 ^2 ^ / p T 1 1 0^2^^^ TV»1?"M A 

nomo Sapiens nypoineneai proiem rpj iuj j j v r;i^j iu.?j>jj miviN.rv 


TvJA/T 0 1 80^Q 
IN 1V1 U10UJ7 


I — I / A ITT / A It \ 7 IT / A "f" P ^ 1 ^ * ' 1 1 IT 1"V \ 1 IT PT I 1 0^94 / 1—7 T i 1 0^94^\ "1Tt1?^^.T A 

nomo sapiens nypoiiieiieai proiem flj ioj^zh- ^rLj lkjd ah- j, mrviN/\ 


TsJA/T 0 1 80^ 
1N1V1 UIoUjj 


PI i a itt i a cQnipnc P\ Af It r»ti 1 rvrn+^iTi PT T10^07 ^ PT I 1 07^7^ tv»T?XT A 

nomo Sapiens nypoineut/ai proiem r juj iuou / ^rpj tuju / j, iiuvin /\ 


XTA/T 01804^» 
IN 1V1 WlO Ut-O 


T — T / A ITT / A O QM1 7^ IT C P "\ 7 |T / A "t" P f** 1 1 f~*Ck 1 IT 1"*/ A "i" ^ 1 IT |h'T ? 1 09 8 ^2 ( PT I 1 09 8 ^ \ ITT T? ^vT A 

nomo Sapiens nypoineiieai proiem flj tuzoj ^rLj tuzoj j, miviN/\ 


TsJA/T 0 1 8 00 A 
IN 1V1 KJ 1 0 UUO 


T— I / A ITT / \ t ' 'A IT 1 IT C T»T 7T*/A+T» 1^>Q 1 r\m+Ain PI 11 O 1 A O P T 11 O 1 /I O \ TV* 1? "\J A 

nomo Sapiens nypomeiicai pioiem rpj iuih-u ^rpj iuih-u j, miviN/\ 


TsJA/T 01 8004 
IN 1V1 KJ 1 O KJKJ*-t 


riuiiio isdpieiis nypoLiieiiCcii proiciii jtl^jiuij)h- i rLj iui jt- ) ? iiirvi\i/\ 


XTTV/T 017QQQ 
IN 1V1 KJ 1 / 777 


nomo Sapiens nypoinent/ai proiem rLj tut i i ^jti^j tut t t j, miviN/\ 


TsJA/T 0 1 7QQ9 
1N1V1 KJ 1 / 77Z 


T— \ r\w\r\ caniAtic Pi rr\i^+P r»o 1 it \ I n PT T1 008^2 P T T1 008^2 ^\ itt M A 

nomo sapiens nypoineiieai proiem rLj tuuoj ^rpj tuuoj j, mrviN/\ 


TsJA/T 0 1 7QQ 1 
IN 1V1 KJ 1 / 77 1 


PP a m / a c'lnifnc liimri+lir'+ir'cil iti^ Atr»i n PT T10081 ^ PT T10081^ rrtPXTA 

nomo Sapiens nypotnerK/di proiem rpjTuuoT ^r/i^j tuuot nriviNi-v 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


TsJA/T O 1 7Q7^ 
IN 1V1 KJ 1 fy/J 


l I 7 x tTT 7 \ ClOmatlC p » 7 7 \ T P T 1 / * T 1 »T f* 7 \ T 7^ 1 IT Ih T T1 A f Ih T T1 00^2^x^\ *mT)\T A 

nomo sapiens iiypoiiieTicai pioiem ri^jiuujo (ttlj iuujoj, iiirviN/v 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ10034), mRNA 


TvTA/f 01T/^10 
JN1V1 KJ 1 /OlU 


nomo sapiens iiypotneticai pioiem JJivrZ,p/oiJJUoi (iJivr/ip/oiJJUoij, mKJN/V 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM 017590 


Homo sapiens hypothetical protein DKrZp434K09zO (DKrZp434K09zO), 

*v»T>?vT A 

mKJN A 


TsJA/T O 1 7^/^A 
1M1V1 U 1 / DOO 


I_J nmn l oninrn: Pirr*^+P^+ir»c»1 it i^Atr»iiT HI^ P7 it/1 7 /T O ^ 9 9 ^ PM<f P 7 it/1 7 /T O ^ 9 9 ^ 

nomo sapiens nypoineiicai protein iJivrz^p^fj^fouDzz ^iJivrz^p^fj^fouDzzj, 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine- like protein C17 (C I 7), mRNA 



(400/104) 



TvTA A f \ 1 Q < 

JNJVL U loo JO 


nomo sapiens bLadder cancer overexpressed protein (dLUV 1 mKJNA 


JNM Ulo/UZ 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 

ITIKIN A 


TvTA/f fl 1 A 1 ^fl 
INIVI Ul^lOU 


nomo sapiens nori^u/u piotem (nori^u/uj, itikina 


1M1V1 Uu4Zoo 


riomo sapiens piecKstnn nomoiogy, oec/ anci coneovcon Qomams, Dinuing 
proiem ^ i 0^.1^/13 1 j, 111 1\. in t\ 


TsJA/T OOAO^Ci 
1N1V1 uu^tuou 


nuinu sapiens cycim \ji \ in vj 1 111 ivin /a 


1N1V1 UUOjZI 


nuinu sapiens Transcription idcror uincmrg 10 rvjnivi ennancer d y Lrcj iniviNjrv 


1NIV1 UU/U.3 0 


noino sapiens Keraxocan ^ rvC/is./\ j, miviN/\ 


1M IVl U U U D H- O 


noino sapiens itimor prorem pjj) ^r^i-Frauineni synciromej ^ iijj nrrviN/\ 


INIVI UUjUI J 


riomo sapiens seciexeci nizzieQ-reiaieQ proiem d ^oJtinJl j itiivln/\ 


1N1V1 UUJUI Z 


noino sapiens secrereo irizzieo-reiaieo proiem i ^orivr i mrviN/\ 


AJA/T fl 1 74 1 A 
IN 1V1 U 1 / H-l 


nuiiiu sapiens uuiqumn specmc pioiease 10 ^uor ioj, mrviN/\ 


1N1V1 UIOjZj 


nomo sapiens uoicjuiim assocraieo proiem ^ur3/\r j, mrviN/\ 


IN 1V1 U 1 / H-H-Z 


nomo sapiens 1011-iiKe recepior y ^ii^rvy ^i, mrviN/\ 


AJA/T H1AQ77 

rviivi u i oyj / 


nomo sapiens poiymeiase ^uin/y cmeciecij, aipna {r vj-L/vj, mrviN/\ 


IN 1V1 U 1 QyJ I 


Hnmn c ' 1 nir>n c A^T A 1APT-T nv \ /A 'i c ^ 4 fAvTO^^zL^ ml? AvT A 

nomo sapiens i>iAL/rn oxidase ^in^^vh-^, mrviN/\ 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


AJA/T H 1 AQzLA 
IN 1V1 U 1 Oy O 


nomo sapiens j unciionai aQnesion moiecuie ^/vivij, mrviN/\ 


JN1V1 UUjjjo 


nomo sapiens mositoi(myo J- 1 (or 4j-monopiiospnatase i ^ivirvvij, mKJNy\ 


NM 017410 


Homo sapiens homeo box CI 3 (HOXC13), mRNA 


AJAyf n 17/1 no 

JN1V1 Ul 


nomo sapiens nomeo Dox uiu (nU^UiUj, mKJNA. 


JNJV1 Kjijyll 


homo sapiens JNAJJ(r) uepenaent steroid aenyarogenase-liKe, nlUje^ 
(niuz>Jti/j) j, m iv in s\ 


JNJVL UU41Zy 


nomo sapiens guanylate cyclase 1, soluble, beta z (uULY Idzj, mKJNA 


AJA/T H 1 7A9 7 
INIV1 Ul I^Ld 


nomo sapiens ujJr-iN-aceiyi-aipna-iJ-gaiactosamine.poiypeptiQe in- 
aceiyigaiaciosainmyiiiansierase / ^oaiiN/\c-i / ) \kji\.l^\>\ i / j, mrviN/\ 


AJA/I H 1 AQzL7 
IN 1V1 U 1 oy^t 1 


nomo sapiens uo proiem (uo m iv in /\ 


IN IV! U 1 /tj't 


nomo sapiens ouai oxioase i (uuuai miviN/\ 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


AJA/T H 1 7zl 1 $ 
IN IV! U 1 / 1 o 


nomo sapiens Qeieieo m esopnageai cancel i (ujj/V^i miviNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


JNIV1 Ul /41 d 


nomo sapiens apeiin, peptide ngand tor Arj leceptor (Arryi^iJN j, itikjna 


\ |\ j AAA/ITT 

NM 000477 


Homo sapiens albumin (ALB), mRNA 


JNJVL UU/ZJj 


nomo sapiens exportm, tKJNA (nuclear export leceptor tor tKJNAsj (ArU l j, 

*vi T> XT A 
mKIN A 


aja/t nn/t^Q^ 

IN1VL ULWOo J 


nomo sapiens rennoic acid receptor responder (tazarotene induced^ 3 
(RARRES3), mRNA 


aja/t nrn 1 ^zt 

INIVL UUZlj^f 


nomo sapiens neme oxygenase (oecycimgj z (nivnj^vzj, uikina 


aja/t c\c\i 1 nn 

INIVL UUZ1UU 


nomo sapiens giycopnorm r> (includes os diooo gioupj (ui r r>j, itikina 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


JNM UUj> /Uo 


homo sapiens glypican o (urLo), mKJNA 


NM_0 13280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 

- r> A T A 
mKJNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


TVTA X AIO/I 1 A 

NM 013410 


Homo sapiens adenylate kinase 5 ( AK3), nuclear gene encoding mitochondrial 
piotem, mKIN a 


NM_002 1 6 1 


Homo sapiens is o leucine -tRN A synthetase (IARS), transcript variant short, 
mRNA 


NM013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 



454 
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nucieai gene encoding mitocnondriai proteiri, mtvj>/\ 


jn jvi UU4 yyz 


rionio sapiens metnyi upu Dincmg pioiem z (rcett synaioniej (JViiiL>rZj, niKJN/\ 


IMJVL UUJVZO 


rionio sapiens nietnyi-upo Dincimg domain protein j (jvirsu jj, mKJN/V 


JNJVI UUOOU 


riomo sapiens ljm domain only o (i^jvlljoj, mKJN/\ 


JNJVI U1j4j1 


riomo sapiens Kiner cen lectm-iiKe receptor suuiamny l^, memoer 4 (^ivi^rvL^ j, 

ml? AT A 
III IV IN r\ 


xta/T nn 1/19 t 


nomo sapiens engidiieu nomoiog z ^ij,jnz mrvJN/\ 


rNlvl UU14ZO 


numu sapiens engraiieci nomoiog i ^ji/Jn i mivJN/\ 


rNivi uu-j^tD 


nomo sapiens ziiic imgei piotem ijj ^pj^iz^-yoj ( i z.jNrij3j, mrvLN/\ 


ATTVl 01/^990 
JN JV1 \J 1 ozzu 


nomo sapiens zinc imgei proiem yz^r ) yz^r ljz,d in ixi > s\ 


JN 1V1 Ul JOJ J 


nomo sapiens wnms luinoi associaieci piotem ^ wii-i mivJN/\ 


IN JVI U 1 O ID 


nomo sapiens viiim-iiKe ^ vi-L-Lj, m ivin t\ 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


ATA/1 n 1 ^^78 
IN 1V1 V 1 OJ) / o 


nomo sapiens vanaoie cnarge piotem on witn two repeats ^ VL^^v-zrj, mtvJN/\ 


JNJVL U 1 04j / 


nomo sapiens tuouiin, gamma z 1 ursozj, mJtvJN/\ 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


JNJVI UluUoV 


nomo sapiens Jviv\D-zmc imger piotem oZr 1-1 (bz>r i j, mtcJNA 


ATA/f n 1^2 9^79 

JNJVL U1JZ/Z 


homo sapiens solute carrier iamiiy zi (organic anion transporter^), member 1 1 

^QT r^9 1 A 1 n ml? AT A 
(ol^L^Zl/\l 1 j, mivJN/\ 


ATA/T fl 1 ^QOA 

JNJVL uoyzo 


nomo sapiens putative secieted piotem (oJuJ i ), mivJN/\ 


ATA/f C\ 1 A99/1 
IN JVL U 1 0ZZ4 


nomo sapiens oJij and rA domain-containing protein oJijiaj (oJijrAJ j, 
mRNA 


ATA/1 H1 

IN JVL U 1 OZ / O 


nomo sapiens seium/giucocorticoiQ leguiateu Kinase z ^oois.zj, mtvJN/\ 


ATA/1 H 1 
JNiVL UlDoo4 


1 1 y~\ -a.'X-x /^x ^-x -C'X -| v-*-x J 1 3 -f --X /-~k -4- -f -*-x / ) 1 3 \ -a-'X-x 13 |V | /\ 

nomo sapiens oZJr piotem (ozr mtvLN/v 


JNJVL UIoJjo 


nomo sapiens KUzo (KUz), mKJNA 


ata/t n 1 a^9 1 
JNJVL U10J>Z1 


nomo sapiens kji type glycoprotein (ixnLxOj, mrvJN/\ 


NMO 15900 


Homo sapiens phosphatidylserine- specific phospholipase Al alpha (PS-PLA1), 

ml? AT A 
111 IV IN JA 


ATA/f C\ 1 A^"}'} 

JNIVL UIODJJ 


nomo sapiens nmjunn z (JNIJNJZJ, mivJN/\ 


ATA/1 H 1 A^/l 1 
JN1VL U 10041 


nomo sapiens memorane interacting piotem 01 kuojo (^jviiivioj, mrvJN/\ 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


ATA A fl 1 A 9 A O 

JNJVL U10Z4V 


!( 1 ✓"X -A'Xv'X ^"X a-x -MVX -4 .-"ki -MX i — i 4 X -X .-"k 1 ^X -MX j ■ 'X ^ -X X ^X k -4rX -4- -4 ^Xr <-~k -4yX -J- ^X -AXX -4 1 -w- -r 1 j I 1 ✓x ^X -4>X ^X -4yk / -4- >x ^ — 1 -4- jjk >x ^X -4 -4 /"i / |\. /I /% # 1 j 1 j 1 \ 

nomo sapiens melanoma antigen, tamiiy li, i, cancer/testis specific (JVLA.Oc/iiij, 

ml? AT A 
11 1 1\ IN /A 


ATA /T fi1 ^1 

IN JVL U 1 01 DJ 


nomo sapiens lw-j (lw-j j, mtvJN/v 


ATA/1 fH 1 

iNJvi uioroi 


nomo sapiens seven transmemDiane protein t jvi/orj jvi/orj mivJN/\ 


ATA/1 H1 A^OQ 

jnjvi uiodzv 


nomo sapiens /virase, ammopnospno lipid transporter- iiKe, ^ lass t, type o/v, 

mpt^Upr 9 ( A TPS A 9^ mRATA 

memuer z ^/a i ioaz hi in. im /\ 


ATA/f fi1AzL^9 
JNJVI U 1 OH- jZ 


nomo sapiens synoreun ^lul j i i^y)^ mivJN/A 


JN JV1 U 1 O J) OZ 


nomo sapiens gnieim precuisor ^i^^^z) 1 1 do mivJN/\ 


jn jvi yj i oz / u 


nomo sapiens ivruppei-iiKe iacxor ^ lvjv^ j i / ij> j, mivJN/\ 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


ATA/f ni/^9^1 
JNJVI U 1 OZ J 1 


nomo sapiens nemo-iiKe Kinase (lu l d i /uij, mivJN/\ 


ATA/f fl 1 A99 ^ 
JNJVI U10ZZD 


1— 1 S~\ X^Xf*^ y-~k #~1 *-X "1 /^X"*^ 13 l-X 1 A 4" x T *"Xi | 1 J"X X'Xl ^k X" Z^X "1 X^'A / I ■ ■ ■ 1 ^X C 1 \ xWxl L3 f^L 1 /V 

nomo sapiens rcnu type itta piotem (i^l^l^ jiovoJ, mivJN/v 


NM 016219 


Homo sapiens alpha 1 ,2-mannosidase (LOC51697), mRNA 


ATA/T C\ 1 /^9 1 T 

JNJVL UloZl / 


7 1 »— x -m -x x , x j -v -ax -« ^-x -m i^i I-x 1 >i 1 \ M -4— , s « -* lx "v -ma »-x 1 *-"x *"x- «-~x -1- 1 \ t~~t <^x -tx l-x -« 1 wrx lyx / — v j n. , J , ^-x j _ i .--v / I mum 'x I . 1 I A_ \ x x 1 3 IV 1 /% 

nomo sapiens nnuu tor nomoiog ot urosopnua neadcase (LULj Joyoj, mKJN/\ 


ATA/! C\ 1 1 Ofl 

jnjvi uioiyy 


j 1 ^x -M^X>X ^"X ^"X -4^X -4 ^X -4^X ^~ *1 p 1 M_ m , • 1 J fTt 1 /k ^~x ~*i ^x y~k -m jX # ^x /X X^ -m.-^X>X 1 -4 1 v~ ^X -M>X ^X # ^x -4 -A^X T Xfc -#x>k / mm m m m 1 y - 1 1 ■ ■ \ 

nomo sapiens Uo snKJN A- associated om-iiKe protein Lorn/ (LULvMuVUj, 

mt? AT A 
111 lvl >J /A 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NMO 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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AT1V/T 0 1 t\(MQ 

1N1V1 UlOU/7 


U nmn C{ , n i PT1c PPT 1 AQ nro+pin (\ flf^ 1 f-\ £ > r )\ mRATA 

nomu sapiens L^ui-iH-y piuiem j^v^/v-O loz^zj, mixiMz-v 


IN 1V1 U 1 OUOZ 


Hr\m/x conipnc POT 1 9£ nmfpiti ^ I fir^l f^AH\ rv»T?ATA 

numu Sapiens uui-izo pruiem ^i^v^i^j 104 / j, misJMZ-Y 


IM 1V1 KJ 1 OUZ) / 


U nm A c'inir»nc POT 1 9fl rvrwt^in fT Hf^ 1 f\AA\ mR MA 

numu sapiens aj i- i zu piuiem ^LUL^jio^H-j, iiiix. im za 


In 1V1 U 1 OKJD O 


U nrnn cimipnc POT 1 1Q r*iv^+p»in ( \ OP^ 1 (^A'W ATA 

numu Sapiens ^\jti-i 17 pruiem ^i^^i^o lo^tj j, itiivin/\ 


IM 1V1 U 1 OU^t / 


numu Sapiens 1^01-1 iu pruiem ^lul-jioj/j, iiiiv im /\ 


In 1V1 KJ 1 OU 1 O 


TT^m^k CQi-ii^nc POT AQ nn^tfin ^T PlP^ 1 A9Q^ mJ?\TA 

numu Sapiens uui-07 piuiem \l^vj\^,d lo^y), 111 iv in j-\ 


In 1V1 KJ 1 OWU O 


numu sapiens uui-ou piuiem ^ lvjv_ 0 1 ozo j, miviNZ-v 


1MTV1 Ul J77J 


numu Sapiens jsxuppei-iiKe iac-iur 1 j \ivLr i-^j, 111 in. in z\ 


1M 1V1 Ul J70U 


numu sapiens nivir 17 piuiem ^luljioi / j, imviMz-v 


IN 1V1 Ul J z/J o 


O nnin cQnipnc POT i-»r^tr»in ^ T P> P ^ 1 A 1 1 ^ mPATA 

numu Sapiens ^oi-z>u piuiem ^lu v j 10 i 1 miviMz-v 


1M 1V1 U 1 Z) Zst 1 


I— T/^m/A canif»no P i Pl^T 1 1 i~\ w I n / T P^P 1 ^ 1 AOA\ -rv»T?AJA 

numu Sapiens i - 1 1 piuiem ^ lvjv^ j luuo j, miviNZ-v 


IN 1V1 KJ ID z?D 1 


ITr\rYi^k c'inir>nc POT HA nmfpin ^T Of^l AHA^ mT?ATA 

numu Sapiens L/Ui-uo pruiem ^i^vjv^z) iouh-j, niiv in z\ 


ATA/T 01 ^Q9Q 
1M1V1 Ul J7Z7 


llUIIlU ScipiCIlS lipoyiirallSlcr aSC l^LUL J 1 OU 1 lllrvi^ /\ 


In 1V1 KJ 1 D 7Z 1 


numu Sapiens ciivaieni eaiiun luieiani pruiem k^kj i/\ ^i^i^v^zj izj"o j, miviN/\ 


In 1V1 Ul J7U0 


numu sapiens arseiiaie lesisiaiice piuiem aivoz ^z-vivoz miviMz-v 


ATA/T fl 1 ^87^ 
In ivi KJ 1 D 0 / D 


numu Sapiens unnameci n rziv v - n pruiem ^ l j i j o i ^, in is. in r\ 


ATA/T 0 1 ^R7zL 
In 1V1 UIjo / *-t 


numu Sapiens n -z iv Dincimg id.eiui-z ^ j i jou j, iiiiv in z\ 


AJA/T 01/x9R^ 

iNlvl KJ 1 OZO.J 


numu Sapiens auienai ^idiici piuiem z\ u-uu4 ^ lul j i j / oj, in is. in z\ 


ATA/T 0 1 f\f\AA 
In 1V1 U 1 OOH-H- 


numu Sapiens mesencnyniai siem eeii piuiem i^o^Zjh- ^ lvjv_ j izjZjh- j, in i\ in za 


ATA/T 0 1 £s£\A"K 
iNlvl KJ 1 OOt-j 


numu Sapiens meseiieiiyniai siem ceil piuiem -L/oi^tO ^luL/j i jjj ihivinz-v 


ATA/T 0 1 A^zL9 
1M1V1 UIOO^-Z 


numu Sapiens ueia v specirm ^DorcL v iiiivinza 


ATA/T niA^^s 

In 1V1 KJ 1 OO z> 0 


numu Sapiens orvpzz) nuciedi pruiem k\l^\j\^j iDZ.y)^ mrviN/\ 


NM 016637 


Humu sapiens ncaml (LOC51328), mRNA 


ata/t n 1 fxfy'X'X 

1M1V1 u 100 D D 


nuiiiu sapiens rzuivr pruiem ^lulj uz / j, mrviNZA 


ATA/T Pi 1 /x/x9 ^ 


numu sapiens nypotneticai pruiem ^i^vjl^d i d i yj, mrvrsizA 


NM 016622 


Humu sapiens hyputhetical prutein (LOC51318), mRNA 


ATA A fl 1 A/^9 1 

JN1V1 UlOOzl 


numu sapiens nypotneticai protein (LULj l j l / ), mKJNzA 


JNJVL UlooUV 


Humo sapiens hBOIT for potent brain type organic ion transporter (LOC5 13 10), 

m K In z\ 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


ATA A AIA^QI 


homo sapiens core z Deta-i,u-iN-acetyigiucosammyitransierase J (LULjIjUIj, 

ml? AT A 
111 K IN Za 


ata/t ni/x^Q-x' 
InIVI UltOoD 


nomo sapiens testicular napioic expiessec gene (iju^uj, mKJNzA 


ATA/T H 1 A^7^ 
In 1V1 U 1 CO / J 


nomo sapiens uem- interacting piotem (LULjizyi j, ithvinza 


ATA/T H 1 A^/xQ 
iNlVl UltOOO 


nomo sapiens o-protem coupiec receptor ozvut^iv, somatostatin anc angiotensm- 
iiKe pepnue lecepiui ^i^^i^-zj lzoyj, miviN/A 


ata/t m^^^A 

1M1V1 U 1 OJOO 


numu sapiens ppan {LjKjv^j lzoo), mix in za 


In 1V1 U 1 Oj Oj 


numu sapiens is. is (lui j izoj j, hi in. in z\ 


ata/t niA^48 

1M1V1 KJ 1 Oj^O 


numu sapiens guigi memorane pruiem ui id izou m iv in za 


ATA/T 0 1 ^ J.QQ 
In 1V1 KJ 1 O^t"" 


I — I / ^ itt t~\ c 0"ixi r** it c It a t~ix / \ It r** \~ i / » o 1 it t"*/ a "f - ^ i it / 1 ( ^ ^19^ Q i itt T? ^VT A 

numu sapiens nypuinencai piuiem ( lul j izz)" ^, mix in za 


NM 016490 


Humu sapiens hyputhetical prutein (LOC51252), mRNA 


ATA/T H 1 AA/xA 


numu sapiens nyputneticai prutem ^j^vJv^oizot'j, mrvrN/\ 


ATA/T C\ 1 A/1 <Q 
InIVI U 1 O^Dy 


numu sapiens nyputneticai prutem (luljizj / j, mrvrsizA 


NM 016449 


Humo sapiens hypothetical protein (LOC51233), mRNA 


ATA/T fl 1 A/1 /I fl 


nomo sapiens VKrs.J tor vaccinia i elated Kinase d (LULj lzj i), iiikinza 


ATA a rii/C/m 
JNJVL Ulo4z/ 


homo sapiens transcription elongation factor (olll) elongm Az (lUiir>JLj, 

ml? AT A 
1 1 1 1 V 1 N / \ 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF2 1 9), mRNA 


NM 016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC51 198), mRNA 
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NM 016341 


Homo sapiens pancreas -enriched phospholipase C (LOC51 196), mRNA 


1N1V1 U 1 0 jZj 


no mo sapiens cycun-c, Dinoing protein i (lulji iyij, m iv in /\ 


1N1V1 U lOD 1 / 


nonio sapiens neunai spningomyeimase (lul o i lyy)), miviN/\ 


JN1VL UlOZoO 


nomo sapiens caioonyi reGuctase ^i^l^l^di loi j, iiikjn/v 


1N1V1 UIOZOV 


riomo sapiens lyTTipnoiQ ennancei DinQing tactor-i ^lul o 1 1 /oj, niKJN/\ 


1N1V1 UlOZ4j 


rionio sapiens retmai snort-cnam QenyQiogenase/reauctase retouicz 

\ LUL J 11 /UJ, lllrvIN/\ 


IN 1V1 U 1 OZ4 1 


n onio sapiens eiiuomucm- 1 (lulj i iotj, iiiiv i > /a 


tsja/t o 1 7 o 

IN 1V1 KJ 1 OZJ)U 


nomo sapiens iiavonemoproiem uj i uj in. ^ l w j i io/^i, m iv i m /a 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 


XTA/T C\ 1 A 9 1 ^ 
IN 1V1 U 1 OZ 1 3 


nomo sapiens injz/U i protein ^lulo i ioz j, miviN/v 


IN 1V1 U 1 OZ 1 U 


nomo sapiens gzu protein ^lulj i 101 mKJN/\ 


A.TA/T n 1 A 1 A 1 
IN I VI U 1 0 1 0 1 


nomo sapiens aipna-i,4-iN-acetyigiucosaminyitiansieiase (i^ljlo i i4oj, miciN/\ 


1N1V1 UlOlZj 


nomo sapiens putative protein Kinase in y -ivE/IN-o^- antigen (l\jlo i i 3d), miviN/\ 


INlVl UlOlZU 


nomo sapiens putative ring zmc linger piotem in y -iviiiN-4j antigen 

(LUL J 1 1 J)Z J, ill IN. IN r\ 


ma/t oiao^ 

1M1V1 UlOvJJ-J 


nomo sapiens v^vji-yu piotem ^lulj i 1 1 j), miviN/\ 


MA/T 01^0^9 
1M 1V1 U 1 OKJD Z 


nomo sapiens ^oi-o" protein ^ lul j 1 1 Hj, miviN/\ 


tnji\/T 01^0^0 

IN 1V1 KJ 1 OKJj KJ 


nomo sapiens lui-o / protein ^lulj i i izj, iiiiv i > /\ 


TsJA/T 01A09& 
IN 1V1 U 1 OUZ O 


nomo sapiens ^oi-oz) protein (lulj i i i i iiiiv in i\ 


TsJA/T 01/^097 
IN 1V1 U 1 OUZ / 


nomo sapiens L/U1-oj protein ^lulj i i iuj, miviN/\ 


TsJA/T 01A099 
IN 1V1 UIO UZZ 


U nTYin c'inir»nc POT 78 nrntpin I T Of^l 107^ tyiT?XTA 

nomo sapiens lui- / o piotem ^i^vjlo i iu / misJN/-v 


TsJA/T 01 A0 18 


nomo sapiens lui- /z protein ^lul j i lkjd ), miviN/\ 


IN 1V1 KJ 1 OKJ 1 J 


nomo sapiens l.a_ti-oz) protein ^ lul j i iuj) in is. in r\ 


MA/T 0 1 A01 1 
1N1V1 KJ 1 OU 1 1 


U nrnn Cim i P11c POT f\^K nrofpin (\ P>P^ 1 1 (XI \ m R NI A 

nomo sapiens l lj i - o j> protein ^lulj i iuzj, mix in /a 


MA/f fl 1 AOOA 
1N1V1 U 1 OUUO 


nomo sapiens l^v_ti-z)o piotem {l^kjv^j lKjyy), miviN/v 


TsJA/T 0 1 ^QQQ 

IN 1V1 KJ 1 .J 777 


WrkTYin cQnipnc POT A^ nrn+pin ( T OP^ 1 OQA^ mPMA 

nomo sapiens lui-hj protein (lulj i U74 iiiix in /a 


1N1V1 Ul J70Z 


nomo sapiens germ ceil specinc i -dux umumg protein ^i^ljlo iuo / ), miviN/\ 


IN 1V1 Ul J yoD 


nomo sapiens l lj i - j o protein ^lul j iu / o hi in in /a 


IN 1V1 U 1 z/D y 


Womn c'lni^nc POT ^ 1 nrnt^in ^T OPS 1 (M^ \ m R Kl A 

nomo sapiens lui- j i proiem ^luljiu/j j, ihin in /a 


1N1V1 KJ IDyjKJ 


l-Ti^TYirk cQnipnc POT 99 nrnfpin PT OPS 1 O^Q^ m DMA 

nomo sapiens lui _ zz protein ^lulj iuo" j, 11 1 in in /a 


in ivi ui j y j o 


nomo sapiens l u i-u / piotem ^i^ljlz) iuooj, in in in /a 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


AJA/T H 1 ^Q1 A 
IN 1V1 KJ 1 J y 1 


nomo sapiens nypotneticai piotem (luujiuoi miviN/\ 


IN 1V1 U 1 0 7 1 U 


nomo sapiens nypotneticai protein (lljlo ikjj i j, miviN/\ 


1N1V1 UOVU1 


nomo sapiens unicnown ^j^LJLr>iur)r> j, miviN/A 


1N1V1 Kjijoyj 


nomo sapiens piepropioiactm-ieieasmg pepticie ( j^ljlo iu jzj, miviN/A 


NM_0 15887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 

1T1KJN/V 


1N1V1 UOoou 


nomo sapiens InIvj-hkc 14- i ^LLJLOiu^f/j, ni k in /\ 


IN 1V1 Ul jo / / 


nomo sapiens Jviuppei-associateci dox protein (i^ljl-01U4j j, mKiN/A 


1N1V1 UlOoOJ) 


nomo sapiens surtactant protein r> (lljlo iuh-i niKJN/A 


ATA/f n 1 


nomo sapiens retmoic aciQ receptor-oeta associatec open reaoing rrame 

(^LU L J 1 UJ)0 111 In IN /A 


1N1V1 U IDQ^+y 


nomo sapiens pancieauc eiasid.se iir> ^i^vji^j iuj>zj, miviN/A 


ATA/T 01^07^ 
IN 1V1 KJ 1 OKJ / J 


U nTrin CQn ; pnc POT 1 nrnlr>in ^T OP^l09R^ m R Nl A 

nomo sapiens ^lji-iho protein ^luuj iuzo j, in in in /a 


NM 016074 


Homo <;anipn<i POT- 14^ nrntHn TT OPS1097^ mRNA 


NM 016063 


Homo sapiens CGI- 130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI- 105 protein (LOC5101 1), mRNA 


NM 015947 


Homo sapiens CGI- 18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI- 121 protein (LOC51002), mRNA 
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In 1V1 V 1 D y-t o 


no 11 10 Sapiens Lui-17 protein ^.li^/i^o 1 uuuj, 111 in in /a 


INivl U 1 OU4U 


nOlllU SapiCllS proieill \\L^kJK^D\J¥¥¥ J, mivLN/A 


ATN/T 01^71 
IN 1V1 W 1 OD / 1 


T— T Atvi /a c o it i it o 1 <T c i it / I CI \ -itt T? A 

numu Sapiens Lengsm ^.lajo miviN/\ 


IN IVI Ul JOOO 


Wrrmr* CQnipnc ATl^" rp^r>nt(M- f kMP O 9 7 1^ \ mPATA 

tiuiiiu sapiens iNiv-recepior ^jviiv-uzovjri3 j, in iv in /a 


rN IVL VJ 1 OZ O 1 


n (jnio sapiens o i j_/Zu-iiKe Kinase ^jijn.j, hi in. in /\ 


1N1V1 UIOjjO 


fiuniu Sapiens nocjuois nomeoDOx proiem ^iis^vh-j, miviNi-v 


TvJA/T 01.a9Q1 
IN IVI U 1 OZ7 1 


nuniu sapiens mammalian musnui nexaKispnuspiiaie Kinase z ^ir ojs^z in in. in t\ 


IN 1V1 UlJO^+O 


nuniu Sapiens eyiUKeiaim z ^nuivii^ i iz/\j, miviN/A 


1N1V1 UIOjUO 


nuniu sapiens nypuiiieticai pr uiem ^norLZjz miviN/v 


IN IV1 \J 1 047 0 


nuniu Sapiens iiypoiiieiieai pruiem ^no-r^Z'H-z mivLN/A 


IN 1V1 U 1 Ot-OU 


nuniu sapiens nypuiiieiieai pruiem ^norL/iyZj, miviN/A. 


ata/l niA^on 

1N1V1 UIOJ7U 


noniu Sapiens nypuinexieai pruiem ^nor i^iuyj, mxviN/\ 


IN IVI U 1 OU" 1 


numu Sapiens riorLuzj ^norLuzj j, miviN/A 


ATA/L 01^99 
IN IVI VJ 1 OD ZZ 


numu Sapiens iieuru irini in ^niN i ^i, iiiin. in /a 


ata/l n 1 ^9 ^ 8 

IN 1V1 U 1 OZJ O 


numu sapiens nign-giuc use-re guiaieu pi uiem o ^nuivuo j, mrviN/\ 


ata/l n 1 a 1 7^ 

IN ivl UlOl / J 


LJ r a m / \ c 'i n! on c T-TThA/TI^ It / a m a 1 a r t /T-TTh A/TliT ^ ty»PATA 

numu Sapiens n c. ivi rv numuiug /kd ^ n c, ivi rv m ivin /\ 


ata/l m a 

IN IVI U 1 Oj 1 O 


numu Sapiens lumur aniigen jLI-oj) (iili. o j, in is. in /a 


aja/l niA^An 

1N1V1 U10J4U 


1 — 1 /• A ITT / A C O "ITi 1 /^*TT C 1 IT f*/ A "f" A 1 IT / w A 1 1 1 /-^ / 1 -t - * A / * IT "i" / A I - * 79 / ^~iT^T? 7 9 \ "ITT T? A 

numu Sapiens o piuiem-euupieQ leeepiui /z ^oriv/zj, miviN/\ 


ATA/L 0191 

IN IVI KJ 1 Z 1 7U 


I — I f A ITT / A CQTM AT1C C~~^ Cl"IT"f "I IT^*"IT S / A /'"I |h O \ -|TT P AT A 

numu sapiens kj anngen o ^o/\vjj_/o j, in in in /a 


ATA/t 0 1 ^RQ8 
IN 1V1 Ul J070 


1 1 / A ITT / A C O IT 1 IT C 1 — I I \ J \ \ IT / 1 1 l "» <^-f» / A "P C It / A 1"* I" ■" |"*0 IT i ' * 1"* 1 IT I" It | it / I 1 IT (T IT r/\t A 1 "IT / 1—7 1—? 1 1 \ "ITT T? A 

numu sapiens niv-i niciucei ui snuii iiaiisciipis uiiicun^ piuieni ^fijii ^, iiiivin/a 


ATA/L 01 ^7 
1N1V1 UIOjj / 


I — I / A ITT / A i ' * 1 \~\ 1 rx \~\ L' /"X t~\ 1 1^ 1"A f~\ 1 1 ' 1 1 1AT*/A i"011^ I / X , f 1 fx Tl 0/AT\l Q CTY1 Lt^"^"0 / 1— <' l~) I I | \ "ITT P AT A 

numu Sapiens epiineiiai pruiem iusi m neupiasm ueia ^j_/±i^iin miviN/A 


AJA/t 0 1 A9 1 8 
IN IVI U 1 OZ 1 O 


1^ — 1 / A ITT / A CQ111 PtlC f~\ / A 1 \ f ITT A 1"*' 1 L"' A { 1 ^^VT A / I 1 1"* r** / * ■" r~* i \\ \s '1 IT IT O / |~) /^A I 1^ \ ITT P AT A 

numu sapiens puiymerase ^i^iN/A-QiiecieQ^ Kappa i^i uliv j, in inin /a 


ATA/L fl 1^940 
IN 1V1 KJ 1 OZH-U 


numu Sapiens oiv i piuxem ^ oi\ i n 1 iv in /a 


NM 016073 


Humu sapiens CGI- 142 (CGI- 142), mRNA 


ATA/T n 1 1 ^ 
IN IVL U 1 Oj 1 J 


numu sapiens l llu-o piutem ^v^-C/U-oj, m k in /a 


IN IVL ULouZU 


numu sapiens nyputneiicaL prutem (Jdivl-uudj, mKJN/\ 


ATA>f fl 1 ^QQA 
In IVL UlJo^O 


numu sapiens r>i^u piuieni (rsi^u), mrciN/A 


ATA/T n 1^/1 O A 
IN IVL U L O^fZ O 


numu sapiens o-z anQ o-pLiase expiesseci i (OLorM itikjn/\ 


ATA/T fl 1 ^Q9 Q 

inivl uijyzo 


numu sapiens anGrugeii-mGuceci prustate prunierative snuiuii assuciatec pruiem 

/'A CQA mPATA 
^AjJ J, 111 IN IN /A 


NM 016238 


Humu sapiens anaphase-prumuting cumplex subunit 7 (APC7), mRNA 


ATA/T 01/^^7/^ 
IN IVL U lO J 1 0 


l I / x l-x^i / x t • * i i *-x l ■ A I T^ 7 " 1 I ' / "V I t"» / x "^ rx i i-x / A I \<T \ J ' / N. 1 \ "i-\rX?~^T A 

numu sapiens /AiNJvnz^iN prutem ^/AiNj5s.nz>iN j, m iv in ja 


ATA/T fH^9Q9 
IN IVL UlOZoZ 


numu sapiens adenylate Kinase d aLpna LiKe ^/AJvi^ji^j, miviN/A 


ATA/T C\ 1 A/1 
1N1VL U104O.3 


LI /x,^-, ,x nnix^anc C LI? ,,,.,^^1 / A DO 1 \ "ITT I? AT A 

numu sapiens onj piutem (Arjrzi mKiN/v 


NM 016614 


Humu sapiens TRAF and TNF receptur-assuciated prutein (AD022), mRNA 


IN IVL UlOotO 


numu sapiens /VLpurt syncirume, mentaL retarcLatiun, miaiace nypupLasia ana 
eiLiptucytusis eniumusumai legiun, gene i (/\iviiviiiL.ivi j, mKJN/\ 


ATA/T HH719A 
IN IVL UU / IZO 


numu sapiens vaiusm-cuntammg piutem { VLr j, itiivin/a 


ata/t nn 1 n^o 

INIVL UULIO:/ 


numu sapiens tacnyKinm leceptui j { i/\v_ivjj, miviN/v 


ATA/T fin^QA'J 

inivl vjyJDyoj 


numu sapiens myusm, neavy puiypeptice i, sKeietat muscLe, auuLt ^ivl y ni j, 
mRNA 


ata/t nn^^Ai 

INIVL UUjOOL 


numu sapiens lysusumaL-assuciateQ memurane piutem i ^i^/\ivir i j, mrviN/\ 


NM 006407 


Humu sapiens vitamin A respunsive; cytuskeletun related (JWA), mRNA 


ata/t nnnQ^/i 
JNIVL UUUoj4 


Homo sapiens giutatniune o-transierase tneta z (uoi izj, mKJNA 


JNIVL UvZv^O 


homo sapiens gLyceiaLaeLiyae-J-pliospliate aenyaiugeiiase (vjrArJJj, mKJNA 


JNJVL UUIVjJ 


homo sapiens enautnenaL cell gruwtn lactur l (plate let-denveclj (l^COr l j, 

mPAJ A 

1 1 1 1 V 1 N / \ 


NM_000927 


Humu sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCB1), mRNA 


NM 015686 


Humo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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1N1V1 UlH-UOo 


UAtvin c'lnifnc CPPI/ 1 nmtr»in / C p p 1 \ «,DM A 

riuiiiu !Sd.picnis o ll ll iv i pruicm \ olllliv 1 j 9 111 in. in /a 


TsJA/r o 1 40^ 1 

IN 1V1 KJ 1 H-UZ) 1 


n (jii i(j sd.picns r 1 LvU 1 1 protein 1 L/O 1 J j, 111 Iv IN /A 


mm 0141 HQ 
IN 1V1 Ultl \jy 


riomo sapiens r isajz,kjkjkj piotcm \ri\\jz,KjKjKj), 1 1 1 iv in /a 


TsJA/T fl 1 4 1 07 
IN 1V1 Ul'+lU / 


rioiTio Sapiens 1 ivVJiyyz protein ^rivuivyz j, miviN/\ 


TvJA/T 01400^ 
rN 1V1 KJ 1 H-U" 


n 01110 sapiens i^ivv^iouo piotem ^i^iv^iouoj, iiiin. in /a 


XTA/T fl 1 40£4 
1N1VT KJ 1 ^tU04 


U n « in oQnipnc PPOOftO^ nrnfpin fPPOOSO^^ mRMA 

nomo Sapiens r ivvjuouo protein ivuuouo miviN/\ 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


kta/t 0140S9 


II , ^ , x eor^i^r^ci PP 00^07 nrn+Pin ^^00^07^ ml? AJ A 

rioiiio sapiens risXJKjjy i protein ^rxvL^ujy / mivrN/\ 


kta>t o 1 /i 1 9 ^ 

rMlVL U141ZJ 


riomo sapiens risxjKjjz/ protein ^rrcuuj)Z/ mivrM/\ 


KTA/T n 1 A OQ 1 


t4 / a t-k-i / \ coniAtic PP00907 nrn+Ain /DD OH9 Q7 A D M A 

noiiio sapiens rKUU/y / protein (rKUU/y / j, miviN/\ 


Mi\yr 01 /i 0^7 


nomo sapiens in i i j> piotem (in i i jj, m±viN/\ 


KTA/T O 1 ^^A7 

IN ivl U 1 J d o / 


nomo sapiens iviii^i protein (iviii^ij, nuclear gene encoQmg mitocnonanai 
piotem, miviN/\ 


xta/T o 1 40^0 


nomo sapiens ivi^ i - 1 piotem ^ivii^ i - 1 iiiixiN r\ 


TsJA/T 014RQ9 


I — I / ^ m / x cotMAtic T<T t A A 1 1 1 A i~\ v/ x !~ i n / I A A 1 1 1 /-v A rnT? AT A 

nomo sapiens jvi/at-vi i 10 piotem ^rvt/vrvi i ioj, miviN/\ 


TvJA/f 014QA8 
1N1V1 UHyOO 


nomo sapiens in i /\ /\ i ioh- protein ^ ivi/a/\ i iuh-^i, ihin. in /a 


KTA/T fl 1 40 1 ^ 
IN 1V1 U 1 H-y 1 D 


T-f ntnr v c'lnifnc FT A A 1 074 nrntr«in /!/ 1 A A 1 074^ m P KI A 

nomo sapiens jvi/aj-viu /*+ piotem ^jvi/vrviu /h-j, miviN/\ 


IN 1V1 KJ 1 H-y 1 1 


U nmn cQnipnc V 1 A A 1048 i^r^tr»i n H<T 1 A A 1 048^ mPMA 

nomo sapiens iviaaiu^to protein ^js.i/\^-viot-o j 9 iiiiv in /a 


KTA/T 014Q/s^ 


T-f ntnr4 cQnipnc FT A A 1 049 nrn+pin I A A 1 049^ m P KI A 

nomo sapiens js.i/a.taiu'H-z piotem ^jvi/a/aiu^zj, iiiivin/a 


KTA/T 0 1 4Q47 

IN 1V1 U 1 T-7T 1 / 


Hnmn CQniptic FT A A 1 04 1 r\r/Atr»i n /'FT A A 1 04 1 ^ TnPTsJ A 

nomo sapiens ivi/vtviut-i protein ^iviaai Wt-i hi in in /a 


KJA/T 01409^ 
IN 1V1 KJ 1 H-yZj 


rtr\mr\ CQnipnc FT A A 0Q70 t-\r/-\tr»i n / F I A A 00 70^ rnPAT A 

nomo sapiens jvi/A^Aoy /o piotem ^jvi/A/Awy / w iiiivin/a 


IN 1V1 Ul JJlU 


T4ntnn c'lnifnc FT A A OQ49 nmfpin ^FTA A 0049 ^ mPTsJA 

nomo sapiens Js.i/\^-voyH-z protein ^js.i/A.rvuyH-z ) 9 miviN/A 


KJA/T 0 1 ^fK7 
IN 1V1 KJ 1 D KJD / 


U ntYin cg «i P11c FT A A 00 1 f\ nrntfin /^FT A A 00 1 mPTsJ A 

nomo sapiens ivi/\/\U7io protein ^rs^t/A.rvwy i oj, in in in /a 


MA/f n 1 AQAA 
IN 1V1 KJ 1 H-y t-t- 


I— 1 1 \ m / "\ nn«i n o t<T t A A OQ 1 1 -k\t*/a+^»1't» ^ F' I A AOQ1 1 A rnU ^NJ A 

nomo sapiens in i /a/a w v i i protein ^jvi/\/A.oy 1 1 ihin in /a 


KTA/T 0 1 4QA 1 
IN 1V1 KJ 1 ^+70 1 


T-Trrm^ c'inir>nc FT A AO£71 nrntpin /FT A A 0 ^ 7 1 ^ mPXTA 

nomo sapiens ini/a/awo / 1 piotem ^ rvi/A/vwo / 1 j 5 iiiin in /a 


KTA/T n 1 404 1 
IN 1V1 kj 1 H-y H- 1 


T-Ti^Trii-k t'lnifiic FT A A08^9 nrntfin / I A A0S^9^ m P KI A 

nomo sapiens jn.i/a/aoo jz protein ^kiaauojz ^, in in in /a 


IN 1V1 KJ 1 J / O 


T4nmn c ' l nir>n c FT A A nrnfpiti /'FT A A OS4^^ m P KI A 

nomo sapiens ivi/vauot-o protein ^jn^i/a/aoot-o ^, in in in /a 


KTA/T H 1 A1 1 ^ 
IN 1V1 KJ 1 / 1 D 


l— I /m"»t / x ooniemc Ft A A 07 1 9 (rnnr> nrn^n^I ^F t A A 07 1 9 A rviPTvT A 

nomo sapiens is.i/a/au / iz gene piociuct ^is4/a/au / izj, iiiivin/a 


KTA/T 014£71 


LJ / ~> m / x cor^i n c F^ t A A 07 1 O rre*-ne* nrn/lnpl / 1/ t A A 07 1 O A m P KT A 

nomo sapiens in i /a/au / iu gene procmd ^jvi/a/au / iuj, miviN/A 


KTA/T 0147QQ 
IN 1V1 KJ 1 H- / 77 


T— 1 atyi a com tl V\ tl O C 4"l n f~\— Tt-H T^t— T A TVlt?^VT A 

nomo sapiens nepnaestm ^ni_/rn j, in in in /a 


KTA/T 014A7& 


I_| nmn c'lninnc FT A AHA8^ (T r>nr> nrn/liiAl /'FT A AflAfi^^ m P KI A 

nomo sapiens jn^i/a/auooz) gene pro quo t ^jn.i/a/aoooz) miviN/v 


kta/t n 1 40 1 1 

IN 1V1 KJ 1 *+KJ 1 1 


t— cor^i^-nc 1/ I A A 0^\7 1 n-An^ nrA^Tnnl / \<T I A A ^ mPKJA 

nomo sapiens jvi/a/awo / 1 gene piouuot ^ iv i/a/a wo / 1 ), iniv in /a 


KTA/f O 1 A1A 1 
IN 1V1 KJ 1 <4 / ^+ 1 


T-T^m/"v c nion < Ft A A O A ^ 9 (rfnr> nrn/liir»I / F 1 A A O A 'n 9 A mDAT A 

nomo sapiens ini/a/auo jz gene piociuct ^ivi/a/auodzj, miviN /a 


KTA/T 014AA9 
IN 1V1 U 1 H-OOZ 


T4nmn CQnipnc t<Tt A A O /\/l ^ (Tfnn nrn^n/ 1 ! /^FT A A O /-\/l ^ A mPKTA 

nomo sapiens in i /a /a w om- j gene prouuet ^ki/\auo4j in in in /a 


TsjA/r 0142^8 

IN 1V1 l/ltOJO 


T— Ti^m/^ c 'i nir>n c FT A A fl/^^7 (tr>nr> i"\i""^~\/1i i^»t /^FT A A HA^7^ mPKTA 

noino Sapiens rs.i/A/AOOJ> / gene piouuci ^jvi/a/aooj) / iiiivin/a 


KTA/T O 1 4774 
IN 1V1 U 1 / / 


I_J / / \ i ■ r i i , . F" t A A C\A Q/1 (tnnn nrn/lnnl / \<T t A A O/l Q/l A F? KT A 

nomo sapiens js.i/\/au^4!7^+ gene piociuct ^is.i/A/AU^fy'fj, miviN/A 


IN 1V1 U 1 t-O / U 


T-TnmA cQnipnc FT A A047S (Tpnp i"\i"^~\/1i i^»t / F T A A047Q^ mPKTA 

nomo sapiens in i aauh- / o gene prociuct ^ in i aaut- / o in in in /a 


KTA/T 014£^A 


1— I / \ t-\T / \ i ■ r i »"\ J a«c F^ t A A O/l 7 A rrotio nrn/lnM / I/" T A A (\A T A A O KT A 

nomo sapiens jsj./\/\u*+/o gene piociuct k\ss^ij\j\kj^ /O), miviN/\ 


KTA/f 014RA4 
IN 1V1 KJ 1 tOOT 


T-TAmA c <i t-\ i r» n c FT A A047^ (Tpnp nm^n^l /'FT A A 047^^ mT?AI A 

nomo sapiens in i /a/auh / j gene prociuct ^ in i/a/av^ /d ), in in in /a 


KTA/T 014£^7 


1— I / x t \ cQnipiic Ft A A 047 1 (Tr*i^ir* i/^»f /^F t A A O/l 7 1 A mPKTA 

nomo sapiens in i /a/a W'H / 1 gene prociuct ^ in i aauh- / 1 miviN/A 


KTA/f O 1 48 1 9 
1N1V1 Ul^fOlZ 


T— Ti^rvi/A coniAnc FT A A 0470 (tr^n ^ nrn/Tii^I /'FT A AO/17 OA rv»PKTA 

nomo sapiens ivi/a/auh- /u gene piociuct ^r^i/A/AU^- /uj, mrviN/A 


KTA/T 014R9A 


I— I , x / x c 'i i"\ i n c FT A A O/l ^ 1 rTr«nr> -r\-r , /^Hnr»-<- /^FT A A O/l ^ 1 A r^iPKTA 

nomo sapiens js.i/a/auh-z) i gene piociuct ^rvt/A/Au^t j i miviN/A 


KTA/T 014^7^ 
IN 1V1 KJ 1 H-O / Z> 


T— Ti^-m/A c o f "\ i ^ n c FT A A O/l /I ^ ixr^i^ nrn/liipl /FT A A O /I /I ^ A mD\I A 

nomo sapiens rvt/A/AOH-H-^ gene prociuct ^jvi/a/auh-ho j, in in in /a 


KTA/f 0147^\1 
IN IVL U14/ J 1 


I 1 1 \ v- x c o-»^i /^-n c 1/^ T A A O/l 9 O n-ati +~ ( \ / 1 1 , / * / x^ 7 " T A AO/19QA -i-vi 1? K.T A 

nomo sapiens rvi/A/AUH-zy gene piociuct ^ivi/A/AU^tzyj, mtviN/A 


KTA/T 014794 
IN 1V1 Ult/ ZH- 


I — J / x i->t / \ conipnc 1/ I A A O/l 9 A (rr>nr» nrn/liipl /FT A A O/l 9 /-v A mD\I A 

nomo sapiens jvi/a/aut-zo gene piociuct ^jvi/\/\Ut-zoj, miviN/A 




Hnmn Qanipn»i KTA A0a7^ opnp nrnHnpt ^l<TT A A0^7 mPKJA 
n^vjiiiu sapiciio ini/v/vi/j id gciic pivjtiu.v^i ^ivi/v/vi/j / -->)•, iiixvi>/a 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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IN 1V1 U 1 D 1 J> J 


y nmn c'lninnc FT A A (X1AA nm+pin /l/I A A H9zLzL^ ml? XT A 
LiOlllO Sapiens LVl/\^\UZ44 prOTeLLl ^LSwl/\/\UZ44 J, mLvlN/\ 


IN 1V1 / 


nomo sapiens lvi/v/\wzj) / gene piouuct ^lviz\z\uz.j / mLviNzv 


IN IVL U 1 4o / D 


n sapiens lvi/\zvuzuz) gene procure t ^Ls.i.fA^rvuzuj j, niiviN s\ 


NM 014846 


Homo sapiens KIAA0196 geiie product (KIAA0196), mRNA 


IN IVL 1)14 / jO 


nonio sapLeLis Lvi/\/\ULyj gene pioGuci ^Lvi/\/\ULyr) j, niLviN/\ 


IN IVL U1404U 


rionio sapiens lxi/vaul i d gene pLOQuct (Lvi/v/vul /jJ, liilvin/v 


INJVL U14000 


rionio sapiens lv1/\aui / 1 gene product (Lv1/\aui /i ltlkjn/\ 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


JN IVL U 1 4 / d 1 


riomo sapiens Kas association (KaiOLJo/Ar-oj domain tamiiy z (K^Vobrzj, 

rv»T?XT A 


IN IVL U 1 4 / / U 


riomo sapiens lvi/\/\ulo / gene piociuci (Lvi/\^\ulo / j, mLviN/\ 


IN IVL U 1 4 /j7 


nomo sapiens ivi/\/\ui04 gene pioQucx ^ivi/\/vui04j, mrviN/\ 


INJVl U14oOJ 


riomo sapiens cniomosome conuensation-reiateQ oiviL^-associateQ piotem i 

ri^TAAni^Q^ mRNA 

^ IV 1 /A /A U 1 J 7 j , 11 1 IN. IN f\ 


In ivi u 1 4 / 4o 


nomo sapiens lvi/\t-\.uijo4 gene prociucx ^lvi/\/\uuo4 j, miviN/\ 


IN IVL U L 4o / O 


nomo sapiens lvi/\/\uuoj gene piouuci ^ivi/y/vuuoj j, mrviN/\ 


MTVT 0 1 Alfs A 
IN IVL U L 4 / 04 


nomo sapiens uaz. assocLdieci proiem z ^ ijaz^ai z miviNr\ 


IN IVL U L 40 / J 


T-TnTnn cqiiiptic FT A A C\C\A1 (ir>np i-\r^/li i^»t ^FT A A 0049^ tyiPAJA 

nomo sapiens rvi/\7-vuu4z gene piociuci ^Lvi/\.rvuu4z iiiiv in i\ 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


IN IVL UL 0.34U 


nomo sapiens ieucyi-tiviN/\ synineiase, mitocnoiiQiiai (ivi/\/\uuzo j, miviN/\ 


IN IVL UL 40.34 


nomo sapiens Lvi/v/vuuir) gene pioauct (^Lvi/\/vuuir) mKJN/v 


XTAA C\ 1 A 7CJ 
INJVL UL4/OJ 


nomo sapiens ivi/\/\uui d gene piociuci (Lvi/w\uuij) j, mrciN/\ 


IN IVL KJY^KJKJo 


nomo sapiens jivll proiem ^jivll miviN/\ 


IN IVL UL4UOO 


nomo sapiens n i uuz proiem, nypenension- related caicium-reguiated gene 

^T-TXnn9^ ml? XT A 
{ii L UUZ J, llllvlN r\ 


MATT 0141 ^4 
IN IVL U 1 4 1 J 4 


nomo sapiens norLUjo proiem ^nor L/Ujoj, in in. in /a 


TsJA/T 0141^ 
1M IVL UIt-1 J J 


nomo sapiens norLUjj pioiem ^norLUjj J, miviN/\ 


TsJA/T 0141^0 

IN IVL KJ 1 4 L j> KJ 


T-Trirvirk c'inir>nc VA Q Pr^H^9 n r^tr»i n ^T-TQPr^fl^9^ m P KI A 

nomo sapiens norL/Ujz proiem ^norL/Ujz j, miviN/\ 


TsJA/T 01414Q 
1N1V1 U 14 14:7 


T-Tomrk rubric M <sl PTVlzLQ n i v^toin / M <sl PTVlAQ ^ m P Kl A 

nomo sapiens norLU^" piotem ^nor^.U4yj, miviN/\ 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


XTA/T 01A097 
IN IVL U14UZ/ 


nomo sapiens norLUio piotem (norLuioj, miviN/v 


TvTA/T O 1 A O 1 Q 
IN IVL U14U1V 


nomo sapiens norLUuy protein (nor l^uuvj, mKJN/\ 


IN IVL U L J D 1 Z 


nomo sapiens nypotneticai piotem (noiN44/\4/\j, m k in /\ 


TvTA/f O 1 ^ 

IN IVL UOJ)4j) 


nomo sapiens nypotneticai piotem (noAUi lyioj, mLviN/\ 


TVTA/T 01 ACi^^X 
IN IVL U14U0.3 


nomo sapiens src nomoiogy d domain- containing protein nir o j ^nir-DD ), 

11 1 IV IN /A 


TsJA/T 0140^9 
IN IVL U 1 4UZ)Z 


nomo sapiens ow izo piotem ^ow izoj, miviN/\ 


TsJA/T 014&£& 
1M IVL U 1 4 O O O 


nomo sapiens pieuicteu osteouiast piotem ^vjoj) /ooj, miviN/\ 


TsJA/T 0140^0 

iNiVL U 14U.J U 


nomo sapiens o protem-coupieu receptor Kmase-mteractor i ^uii i rnrviN/\ 


TsJA/T 0 1 4077 
IN IVL U L 4 U / / 


nomo sapiens uivrz^i joo w \) i z u protein ^uivrZjr joduuizu 11 1 iv in r\ 


IN IVL U104ZZ) 


nomo sapiens urvrz^r ^ooivlulzz protein yur^r z^r jooiviulzzj, mLviN/\ 


IN IVL Ul j4jO 


nomo sapiens L/ivrLi jooduj i y protein y^^rz^rjQODKjD lyj^ iiiix in /a 


TsJA/T 01^Q^ 
IN IVL KJ ID Dy D 


nomo sapiens uivrAr johuuoz j protein ^jJivrZii ju'tuuozj mix in /\ 


TvTA/T 01^491 
IN IVL U1D4Z1 


Unmn t'lnifnc PiT<T P7"P^ AAT<T 9HA9 n iv^toi n ^FiT^P7P^^zLT^9n^9^ m P Kl A 
nomo sapiens uivrZir joh-kzuoz protein ^uivrZir johivzuoz j, iiiiv in /a 


TsJA/T fl 1 ^4 1 ^ 
IN IVL KJ 1 J> 4 L 


nomo sapiens urvrz,! joh-d i o / piotem ^urvrZjr jOt-diu / j, in is. in /a 


TsJA/T 0 1 ^97 
IN IVL KJ LJDZ, / 


nomo sapiens uivrz,i Hj'-f r i /z)u proiem ^r^rvr z^r 4_>4i l /jkj), in is. in /a 


±N1VJ_ Wlw'T^w'O 


Homo sanipns nKF7P4^4K1 71 nrntHn fDKF7P4^4K 1 7 1 ^ mRT\FA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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IN IVL U 1 D IKjj) 


no mo sapiens l i - v o proiem y l i - v o j , miviN/\ 


IN 1V1 Ul jjOU 


11 Oil lO Sapiens v. 1 - J 1 piOTCLLl ^ ^_ 1 - J 1 J, miVlN/\ 


tsta/t (^^A^Al t 

IN IVL UItI t- j 


n oiiio Sapiens d / - n i pro lem \d / - n i in is. in /a 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


inivl ui^oyo 


rionio sapiens zinc rLDDon QoniaLn contaLnLng, l ^z>rsirvi>JL llilsj>i/\ 


NM 014519 


Honio sapiens zinc finger protein 232 (ZNF232), mRNA 


A.TA A H1 A a in 

JNJVL 1)1443/ 


Homo sapiens zinc/iron regulated transporter- like (ZIRTL), ltlRNA 


"MA A H1 C 'J/i'J 

JNJVL Ul^JoJ 


rlomo sapiens zinc iLngeL, LmprLLitecl z (zOlJVLZ), mKJNA 


TvTA A A1 /ion 

JNJVL U14z:5Z 


rlomo sapiens vesicle-associated membrane protein z (synaptobrevm 2) 

/ r \/AA/^T>9^ rnD ATA 

( V/vLVLr Z mLvlN/V 


TSTA/f H 1 /I O^'J 


nomo sapiens upstream Dincing transcriptLon tactor, kjn/y polymerase i ^ur> irj, 

m IS IN /A 


XT A/T fl 1 zL9 "3 ^ 
1>J ivl U 1 t+LDJ 


rioiLio sapiens uuicjULiin-iLKe h- ^udlh j, in is. in /a 


TSJA/T 014^8^ 
1M IVL UIH-jOj 


nomo Sapiens lesns zim linger proiem ^iZirrj, misuN/\ 


TSJA/T fl 1 A^47 
In ivl \J 1 HO / 


nomo sapiens iropomouuim j ^uuiquiiousj ^iivl^uj ), miviN/\ 


TSJA/T C\^ A^AQ 


nomo sapiens tropomociuim z ^neuionaLj ^ iivi vjuz^i, miviN/\ 


TSJA/T H 1 AAfxA 
IN IVL UL^-H-OH 


nomo sapiens lUDUiointeisiinai nepnrms dniigen ^ iiin-/\oj, miviN/\ 


TsTA/T 0149^8 
1M IVL KJ L H-ZZ) O 


nomo sapiens syiiapionemai complex proiem z i ur/j, mrvLN/\ 


IN IVL U L 'H- J) / U 


nomo sapiens seime/inieomiie Kinase zo iivzj j, miviN/\ 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


tsja/t n 1 AAfsi 

IN IVL UL^f^fO/ 


nomo sapiens susni-repeat piotem (oivr ul j, miviN/\ 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


JNJVL U143ZU 


homo sapiens putative neme-Dincimg protein (oUULj, mKJN/V 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM014311 


Homo sapiens single -strand selective monofunctional uracil DNA glycosylase 
(oMULrl), mKJNA 


NM (J14z/U 


Homo sapiens solute earner family 7 (cationic amino acid transporter, y+ 
system), member 9 (bLC7A9), mKJNA 


JNM U14zjz 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporterj memoer id (oLLZjaij j, nuclear gene encoding mitocnonciriai 
proiem, iiiisiN /\ 


NM 014251 


Homo sapiens solute earner family 25, member 13 (citrin) (SLC25A13), mRNA 


ATA /T H 1 A A A 7 
IN IVL UL444Z 


nomo sapiens sialic acid Dmcimg ig-iiKe lectin o (biOLiiCoj, mKiN/\ 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


MA /T C\ 1 /I ^ ^ A 

JNJVL U14jj4 


nomo sapiens sentiiiVoUJvlu-sL^eciiic protease (ol^JNr l ), mKJNA 


JNJVL UiQjOD 


nomo sapiens sponclyloepipnyseal dysplasia, late (btUJl^j, mKJNA 


NM014191 


Homo sapiens sodium channel, voltage gated, type VIII, alpha polypeptide 

(oLJNoA), mKJNA 


NM014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 

( o L, IN 1ZA), mKJNA 


JNIVL U 14 Jo d 


homo sapiens spastic ataxia 01 unaiievoix-oaguenay (^sacsm; (oALoj, mKJNA 


JNM U14zoj 


nomo sapiens nomolog ot Yeast KKr4 (ribosomal KIN A processing 4j, 3 -j - 

x -fl^-fl ^\-fl-A-fl i ^> 1 <— > <^ Z' |_3 1 3 1_) /\ \ -fl'v-^ 1 3 "^vT /\ 

exonoonuciease (Lvivr^-j, mKJNA 


AJA/T fl 1 AAQA. 
IN IVL U144VO 


nomo sapiens riuosomai protein oo Kinase, vuklj, poiypeptiae o (KrooiSA.oj, 
m is in /\ 


TsTA/T 01474^ 
IN IVL \J L H-ZH-J 


nomo sapiens ring imger proiem / ^ivin-T / mivLN/\ 


TSJA/T 014^79 


l— I / x\~\ i \ cynifnc rin(T fiTi crf^T* irrnlpm 1 1 ^ T? Tsl P 1 W w\ T? TSl A 
j__lvjiiivj oapiciia 1111^ iiiigci pivjLciii i i ixvi>ii ill, n±rvi>i jtv 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP -binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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TvTA A C\ 1 A 1 < 1 

JN JVL U 1 4:5 j J 


Homo sapiens KAJ3Z0, memoer KAo oncogene iamiiy (KArSZo), niKJN A 


JNJVL U 1441 (J 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM_0 15725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

(r KKL/nj, m K IN A 


JNM_UUjy / J 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 

m DAT A 

in iv in A 


TvTA/T C\] A'Z'XH 
IN 1VL U 1 4 J J / 


nomo sapiens peptidyrpioryi isomerase (^cyciopninnj-LiKe z ^rri.uzj ? mKiNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 

rPOA/T101T \ \ mt?TvTA 
\r vJJVl 1Z 1 L 1 J, 1T1KJNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


TvTA A f\ 1 A "2 Q A 

JNJVL U143oO 


riomo sapiens polycystic Kidney disease z-iiKe z (FJvJJZLZj, mKJNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (plOO), mRNA 


"xta a ni /in 1 
JNM U143zl 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 

f rxr> r^£.T \ DMA 

(UKLoLJ, m Jv IN A 


NM U14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 

*v^I?TvT A 
mKJN A 


NM_0 14565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 

rvi T? TvT A 
111 IV IN /A 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA 


TvTA A C\l A <Q 1 

JNJVL U14jo1 


riomo sapiens odorant-Dinding protein Zi3 (UrSrVrSj, mKJN A 


TvTA >f A1 /1COO 

JNJVL U14joZ 


riomo sapiens odorant- binding protein ZA (UrSrZA), mKJN A 


NM014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(JN UJJ 1 j), mKJN A 


TvTA/T fi1 /I <AO 

JNJVL U14jUz 


riomo sapiens nuclear matrix protein jnjvlfzuu reLated to spLicmg lactor rKr iy 
^^vTA/T^>o^^^ ^t?tvta 

^INlVLr^ZUU J, mKJN A 


JNJVL U14JZo 


riomo sapiens nesca protein (JNr^oUAj, mKJN A 


TvTA/T fH/IOOO 
JN1V1 U14ZZZ 


riomo sapiens jnauh denydrogenase (uDiqumone ) i aipna suocompiex, o 

^^QlrT^ POTAA ^TsJPlT TF A S^ ml? TvTA 
^ i 7KIJ, rui v j ^ in uu r ao j, iiiiv. in /\ 


IN 1V1 UIjO/O 


nomo sapiens neuiODeaciim ^inoji/Aj, mKiNA 


TsJA/T 0 1 zLzl^ 1 
IN 1V1 KJ 1 H-H-O 1 


nomo sapiens comae tin o ^v_-in iino^i, in in in /a 


NM 014520 


Homo sapiens MYB binding protein (PI 60) la (MYBBP1A), mRNA 


TvTA A C\1 A O O 1 
IN JVL U 1 4ZZ 1 


nomo sapiens matuie i-cen pionieiation i ^iviiv^r ij, mKiNA 


TvTA/T nn^Q07 
INIVL KJUDyZ 1 


nomo sapiens micioiiDnnai -associated pioiem d ^ivir Ar d j, mKiNA 


TvTA/f H 1 A f^l^X 
JNJVL U140ZJ 


nomo sapiens maie-ennanced antigen ^iVLiiAj, mKiNA 


TvTA/T H 1 AzLAO 
JNJVL U1440Z 


nomo sapiens lsiuj piotem ^i^oivii mKiNA 


TvTA/T ni/1^00 
JNJVL U140ZZ 


nomo sapiens loss ot netero zygosity, 1 1 , cnromosomai region z, gene a 

n OJ-T1 irj?9A"i mRTvTA 

^LUn 1 1 v_ 1NZ A\ )^ 11 UN IN /A 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMD1), mRNA 


TvTA/T HIA^/^zL 
IN JV1 U 1 4D 04 


nomo sapiens i^iivi nomeoDox piotem d (^ljiaj j, itikina 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


JNM U14Jo/ 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


TvTA A C\ 1 A C 1 /I 

JNM (J14M4 


Homo sapiens killer cell immunoglobulin- like receptor, tnree domains, snort 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


TVTA 4" A1 /icn 

NJVLU145 1 3 


Homo sapiens killer cell immunoglobulin- like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


TvTA /f A1 /jCIO 

JNJVL U14MZ 


nomo sapiens killer cell lmmunogioDuim-Uke receptor, two domains, snort 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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TVTA yT C\ 1 A 1 O 

JNJVL 014218 


Homo sapiens killer cell immunoglobulm-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


\T \ if A1 /IT / r 

JNM (J14/OJ 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 

/'17T A A AAI/TA W DAT A 

(LvlAAUUlo), mKJNA 


JNJVL U144UO 


Homo sapiens potassium large conductance calcium- activated cnannei, 
suDiamiiy IVL, Deta memDer ^-LiKe (ivv_,JNiVLr>^L), mKJN/\ 


NMO 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
suDiamiiy ivl oeia memDer d ^lvv^inivljjj j, miviN/\ 


IN IVL UL4ZL0 


Jriomo sapiens inositol i,j,4-inpnospnaTe d/o Kinase (iirivi j, itllvin/v 


TvTAyf 

iMlvl UL44ZD 


Jriomo sapiens mveisin (lin Voj, miviN/v 


TvTAyf f\1 AO 1 A 
IN 1VL U 1 4Z 1 4 


riomo sapiens inosiioi(myoj-i^or 4j-monopiiospnaiase z ^livll^/\zj, mrviN/\ 


TvTAyf fH/l'")'71 
IN IVL U 1 4Z / 1 


riomo sapiens lnierLeuKin i receptor accessory protein- iiKe i ^LL^iLx/\r lj j, 
mRNA 


TvTAyf H1 zl^^Q 
IN IVL U 1 4 J J ? 


nomo sapiens mterieuKin i / receptoi ^11^1 /ivj, mKJN/\ 


TvTAyf H 1 ^ 
IN IVL UL 444.3 


i±omo sapiens mteiieuKin i id (^ljll /LjJ, ltilvln/v 


TvTAyf ni/i^^^ 
INIV1 


riomo sapiens lmmunogiODuim supeitamuy, memoer 4 ^Lvjor4j, mrviN/\ 


TvTAyf fl 1 /1 1 AO 
IN IVL UL4ZOZ 


nomo sapiens nypotneticai protein r> (tioU4 /yzo j, ltllvIN/\ 


TV.TA yf HI /I /I O A 

JN IVL 0 L 44Z4 


Homo sapiens neat snocK z /kjj protein iamiiy, memoer / (cardiovascular^) 

ri i: r*slPR7 > k mT?TvTA 


IN IVL U L 44 / J) 


nomo sapiens putative ciimetnyiauenosiiie uaiisieLase ^noA7/oi j, miviN/\ 


IN IVL U L Jj / W 


nomo sapiens LiypotneiicaL protein ^no /4 /lz/Z/\j, itllvin/\ 


TvTA/f 0 1 ^71 
IN IVL Ul jj / L 


nomo sapiens nypotneticai protein ^nojzzDiAj, mrviN/\ 


TvTAyf 014^/1^ 
IN IVL UI4J)40 


I — I * a f»T / a c o it i ^ it l;' p*v\ r\ /t/~»t*iit t*p milQ'f At* ^T— T t? T t— TT71-^ 0 A^X £\\ tnD\I A 

nomo sapiens enuociine leguiaior ^nivinr r>z4j>oj, ltllvin/\ 


IN IVL U L 4ZZ) 


I — I / A tTT / A CQtM AHC t"* r .l IT L' ITT f^* tTT Vt l^^.l IT »T t"*/ A ^ 1 IT /I / 1 IV /T 1— < 1\ /I /I \ *vil? AT A 

nomo sapiens transmemorane protein 4 ^iivLr!/ivL4^, 111 iv in /a 


TvJA/f 0149^7 
IN IVL U L 4ZJ / 


nomo sapiens v_ uzwy aniigen-iiKe uzu/L llilvin/\ 


TvTA/f fl 1 zL9 1 ^ 
IN IVL U L 4Z L J) 


I— I / A ITT / A L' '1 IT ! /~» IT i.' It / A ITT / A Knv Q f\— \ (~\ Q \ ITT T? T\.I A 

nomo sapiens nomeo dux u y ^nuAJjy 1 1 1 iv in /\ 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


TvTAyf C\ 1 A 1 1 0 
IN IVL UL4ZLZ 


1-4 yAlTT i\ DQniWC 1t/MTT/^/A K/A V PI 1 /HHYT 1 1 \ ITT D \1 A 

nomo sapiens nomeo uox li j { riL^yxL 1 1 j, miviN/v 


7v.TA.yf ni/iiAn 

IN IVL UL4ZOU 


nomo sapiens nLA ciass ll legion expresseu gene jsj^,z (niviizj, mrviN/\ 


TvTAyf fl 1 /I "2 ^ A 
IN IVL UL4.300 


nomo sapiens nuLo.z protein (nvjL^o.zj, mrviN/\ 


TvTAyf C\~\ A'X^A 
IN IVL UL 4.334 


nomo sapiens jiulo. i . i piotem ^jiulo. i . i itilvin/\ 


TvTAyf ni/1^71 
IN IVL U L4D / L 


nomo sapiens nairy/ ennancer- or- split relate q witn iKr w motn-LiKe ^niiiL^j, 

m R TvT A 
11 1 iv IN /A 


TvJA/f H 1 zLAHA 
IN IVL UL40U0 


1 — I / A ITT / A C O "f\ 1 /^1T O It ^/ "* /I / A ITT '1 1 IT *1 tT /I T? T ^ / 1 — I L' ^ \ tTT T? T\.l A 

nomo sapiens nect uomam aim lx_llj d {srLCjisA^j ), mtviN/\ 


TvTAyf 01 ^11 f\ 
IN IVL Ul J / ZO 


U nnin L'inir>nc U79/a / LJ 7 9 A^ TnT?TvTA 

nomo sapiens njzo ^njzo j, iiiiv i > /\ 


TvTAyf 0 1 Af\ 1 Q 
IN IVL UIt-OI" 


I — I /• A tTT / A C O IT 1 tT C *t1 1 l+O tTT O t"*/^/^ * atA'f r\f 1 / A tT / A +1" { A IT 1 / * Lqi tT Q + A /I / ^~1TJ Tt^ /I \ tTT T? T\T A 

nomo sapiens giutamaie receptor, lonotropic, Kamaie 4 ^vjLvirv4 ), miviN/\ 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


TvTAyf C\\A£S)H 
IN IVL U140Z/ 


nomo sapiens o piotem-coupieu leceptor j / (ur lvj / j, mrviN/\ 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP 130), mRNA 


TvTAyf C\1 ALHL 

JNJVL U 14:5 / J 


Homo sapiens putative O protem-coupied receptor (urtKJjU), mKJNA 


TvTA A f\ 1 /I 0 1 

JNM U14z3o 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 

m K IN A 


NM015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 

W DAT A 

1TLKJNA 


TvTAyf m C71 C 

NM UIj/Ij 


Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


TvTAyf 

IN IVL UL4ZyL 


nomo sapiens glycine v_.-acetyitransierase ^z-amLno-j-KetoDutyrate coenzyme a 
ligase) (GCAT), mRNA 


NMO 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis -specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAGl), mRNA 
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TvTA/T fH/l^Q^ 
JN1V1 U14:)oO 


nomo sapiens soiute earner tamiiy 1 1 (proton-coupied divalent metai ion 
transporters iiieniuei j ( jl v. i i/\j> j, mrvr>/\ 


TsJA/T C\^A^AA 

IN 1V1 KJ 1 HrD H-^t 


riomo sapiens puiaiive secieieu iiganci Homologous to ijxi ^rj^vi iiiivin/\ 


TvTA/T fUzLl^Q 
INiVl U14HO;7 


riomo sapiens inieiieuKin-i ouperiamiiy z il i ^z^jj/ i i\) j, mrviN/\ 


TsJA/T 0 1 AAAC\ 

IN 1V1 U 1 L T L T L T W 


nomo sapiens inierieuKin- 1 oupenamiiy i ^±i^i^i_,.r oI-Lv^jin jj, mrviN/\ 


In 1V1 U 1 H-H- J) o 


nuuiu sapiens mieiieuKiii-i oupenamiiy e ^fii^i mxviN/\ 


XTA/T H 1 /L9 1 n 
IN 1V1 U 1 4 Z 1 U 


nomo sapiens econo]jic vnai miegiaiion sue z/\ ^jj/Viz/vj, mrviN/\ 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


JNJV1 U140UU 


riomo sapiens c.ri-cioniain containing d {CjlILJj ), ni iv in /\ 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


ATA /T /ICfi'J 

JNJVL U14jlo 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


TvTA /f 1 A Z A O 


riomo Sapiens JJlvrZ,p4J4rZ l 1 protein (JJJvrZ>r4J4rZl 1), mKJNA 


TvTA A C\ 1 A 1 Q O 

JN JV1 U 1 43 o o 


riomo sapiens novel putative protein simiiai to Y iLUy 1 U yeast nypotnetical o4 

HA nrn+oln A-i^rvi CP, A 1 I/TD 7 / H 1/1 7/1 H 1 /I C \ m DMA 

ku protein nom ouaj-jvjk/ ^uj4j4vJ14.d ni iv in /\ 


TvTA A C\ 1 /I A 1 Q 
JNJVL U14olo 


riomo sapiens deleted m Diadder cancer enromosome region candidate i 

^ D V. Iv 1 ), 111 IV IN r\ 




nomo sapiens neuron- speciiic protein v r>^ozj)H-iZ/j, iiiivin /a 




nomo sapiens caienm ^eacuierm-cissociateu protemj, dipiid. z ^v_- 1 iNiN^rYZj, iniviN.rv 


IN JV1 \j 1 ^j^j 


T— I / x /a c o i"\ i n c / * 1 o 1 1 / 1 1 -n 1 ^ / I f^TvT 1 ^ A tvi 1? TvT A 

nomo sapiens ciauum id v v^-L-L'in i j^, iiiivin /a 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


TvTA/T CWAKYl 
JNIVL U14ZU/ 


nomo sapiens ljjj antigen ^pDO-ozj ^l^ud j, ni i v in /\ 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mRNA 


TvTAyT 

JNJVL U14ZUO 


JrLomo sapiens cniomosome 1 1 open leading name iu (L i JoitiUj, mivJN/\ 


TvTA A f\'\ A A ^ "l 

JNIVL U 144 J J 


nomo sapiens putative Dieast adenocaicmoma marker \dZk\J) {dk^-Z), mKJN/V 


NM U14382 


Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA 


JNIVL U14j /U 


homo sapiens AJJr -rioosyiation tactor o i r ase activating protein i 

/ A D Pf 1 , A P 1 ^ DMA 
(AKJ^uAr 1 J, 111 I v IN /a 


JNJVL U 14Z / o 


nomo sapiens neat snocK protein v nspi iu tamuyj yj\r 0-1 j, mrviN/v 


JNJVL U J^yj 


nomo sapiens angiopoietm-iiKe j (AJNur jlj j, mKJN/\ 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

rvi t? XT A 

mivlN /A 


TvTA /f C\ 1 /I ^ 1 A 
JNJVL U14.3Z4 


nomo sapiens aipna-metiiyiacyi-uo/v racemase ^aivl/VLKJ, mKJN/\ 


NM 014476 


Homo sapiens alpha- actinin-2-associated LIM protein (ALP), mRNA 


TvTA yf H1 

JNIVL U144ZJ 


nomo sapiens AlnLl tused gene trom jqjl (AJ^j^jl ), mKlNA 


tvta /i" m /i^on 
JNIVL U14JVU 


riomo sapiens endogenous retroviral tamily w, env v U/), member 1 (syncytin) 

/co \ /W/c 1 \ ™T?TvTA 
( c. I v V W c. 1 J, 111 iv IN A 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


TvTA A f\1 A ""2 Q /l 
JNIVL U14oo4 


nomo sapiens acyi-L oenzyme J\ deiiydiogenase tamily, memoei o (/\v_,/VUoj, 
mRNA 


TvTA /T n 1 /1 1 H A 

JNIVL U14Z/4 


1 y~V -A'^A y"V /~1 y - V 1^ -4 i^V-4>^ — i f\ M ~W ~W -4 H-A y^J -4 HA y— HA H4 y~X -4- -4 HA « « T 1 Hi- L* ■ ■ ■ HA. y k HJ— H HA y~ y- - ^ H4 y~J y~X HAA -4 HA / /% 1 J 11/ f 1 J \ H ^ 1 Jf 1 /\ 

nomo sapiens /Viu-Dinding piotein witn zmc ringer domain (^A±>r7 z,r j, mKJN/\ 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


TVTA >1" AA'TAOO 

NM 0070oz 


Homo sapiens KAB, member or KAb oncogene tamily- like 2 A (KAJ3E2A), 
mRNA 


TVTA It A1 O/l n 

JNMU13412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1 , mRNA 


tvta/t nn^niA 
NlVL_UUMIJo 


I 1 y-V HAlA y— V g — \ HA H j^VHy* -m *%, i-~V HA) y~x -w y -H < y—% * — ^ H HA} y~x 1 H -J- /XH«r\ H v t y*^ rf - ^ y - ^ HJ- HJ v -w y-> HJ- y^-V y—« -H-H y^V y~fc / — V -4- y~X HA) y-^ 1 La y— » / 1111 /\ 1 J f\ \ 

nomo sapiens peroxisome pioiiterattve activated receptor, alpna v rr/\Ky\j, 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_0 13989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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IN 1V1 V Vn- 3 ZO 


n UIIIO Sdpiens r>^l^Z-dSSOCldTeU aulanogeiie ^ D/AVJ 1 J, III IN. In /A 


IN 1V1 UUU 1 D O 


nomo Sdpiens gUaniCllllCjd.LCTd.TC IN -ITlCTliyilldllSICl dSC ^v_J/\1V1 1 J, IlllvlM/\ 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


JNJVl UUZOZJ* 


rionio sapiens nomeo dox ai i v ricjy\/\ 1 1 j, miv in /\ 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


JNJVl UUoz4V 


nomo sapiens pioime-iicn piotem rSstJNi suDiamiiy 3 (rKDjj, mKJNA 


A.TA A HACCOO 

NM U(Jj:>z9 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


JNJVL UUMo/ 


rlomo sapiens core-Dinciing lactor, runt domain, aLpna subunit z, transLocated to, 
3 (CBFA2T3), mRNA 


JNJVL_UUjjuj 


rlomo sapiens Lympnocyte cytosoLic protein z (oriz domain-containing 
LeuKocyte piotem 01 /okd) ^i^L^JrZj, mrviN/\ 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


JNJVl UlOlVU 


rlomo sapiens cycim (UUjnuj, mKJN/\ 


NM 005415 


Homo sapiens solute earner family 20 (phosphate transporter), member 1 

(oLLZUALj, mKJNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


JNM UUz / / / 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


JNMUU5 199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


JNM (J13936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


JNM_U 13937 


Homo sapiens olfactory receptor, family 1 1, subfamily A, member 1 (OR1 1A1), 
mRNA 


JNM (J1394U 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


TVTA A A 1 "> (\ A 1 

JNMU 13941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 

OAT A 

mKJNA 


JNM U13y3o 


Homo sapiens oLlactory receptor, lamiLy 1U, suDiamiiy n, member 3 (UK1UH3J, 

111 lv IN f\ 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 

ml? XT A 

111 Iv IN /\ 


JNJVL UJO40Z 


riomo sapiens vanaDLe cnarge, enromosome ^VLxy^j, mKJNA 


1N1VL U 1 j4j) / 


nomo sapiens potential tumor suppiessoi (oJ / j, mrvJNA 


NM 013440 


Homo sapiens paired immunoglobulin- like receptor beta (PILR(BETA)), mRNA 


TvTA A A1 1/lin 

JNM 1)13439 


Homo sapiens paired immunoglobulin- like receptor alpha (PILR(ALPHA)), 
mRNA 


MA yT A1 1/1/1 A 
JNJV1 U13440 


rlomo sapiens makonn, nng tmgei piotem, 1 (ivirvKJN 1 j, mKJNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


JNMU13450 


Homo sapiens bromodomam adjacent to zmc linger domain, zB 

mKJNA 


AJA 4" A1Q/1/1Q 

JNJVL U1344o 


Homo sapiens Diomodomam adjacent to zmc tmger domain, 1 A (dAai aj, 
mRNA 


JNM UUUU33 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 

m D\T A 
ITlKlN A 


JNJVL UUzo^J 


nomo sapiens piocoLLagen L.-endopeptidase ennancei [r el), mKLNA 




rroiiio sdpiciis m v - i xvcv uniuiiig piOLCiii ^rrrvr> ^, iiirviN.rv 


NM 004 1 3 1 


Homo sapiens granzyme B (granzyme 2, cytotoxic T- lymphocyte- associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2- interacting killer (apoptosis-inducing) (BIK), mRNA 
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IN IVl UUU4o / 


nomo sapiens aryisuiiatase /v (/\ivo/\ j, m k in /\ 


IN IVl / 


nomo sapiens small nucieai riDonucieoproiem uz poiypeptiae (io.jkijj 

^olNlvr l^ZJ, 111 iv IN r\ 


TsJA/1 nn^iozi 

iNlVl UUO 1 


noiiio sapiens paneci dox gene y \r/\j\^y), miviN/\ 


IN IVl U IS) D J) U 


n uiii(j sapiens inivij_// ^inivij_// in is. in /a 


NM 012476 


Homo sapiens ventral anterior homeobox 2 (VAX2), mRNA 


IM1VL UIZZjj 


nomo sapiens transKetoiase-iiKe i (ijvilij, miviN/v 


IN IVl UlZZOo 


nomo sapiens similar to vaccinia virus nmciiii rv4L LJivr ^nu-rv4 j, miviN/v 


1N1V1 UUZU1 / 


nomo sapiens rneiiQ leuKemia virus integration i (rLii miciN/v 


iNivi uuo /oy 


nomo sapiens liivi uomam omy 4 ^i^ivnj^j, miviN/\ 


IN IVl uuzzou 


nomo sapiens Kiner ceil lectin- iiKe receptor suutamuy l^, memoer z (Jvi^ivL^z j, 

111 IN. IN r\ 


iNlVl UUj D 1 / 


nomo sapiens granzyme ivi ^lympnocyxe mex-ase i ) ^v_rz-*iviivij, miviN/\ 


IN IVl UUH-H-1 / 


nomo sapiens ciuai speciiicny pnospiiatase i ^uor i mivrN/\ 


inivi uizizj 


nomo sapiens cnoimeigic leceptor, muscarinic o ^^niviviz) j, miviN/\ 


IN IVl UU1Z.3 0 


nomo sapiens caiuonyi reouctase d ^L- jj-Kj j, miviN/\ 


IN IVl U1J).j4J) 


nomo sapiens in/\o- / piotem ^in/\o- / miviN/\ 


IN 1V1 UUJ) 44 


nomo sapiens leucine zipper-iiKe protein ^ lz^li ^ ? in iv in i\ 


1N1V1 U 1S)Z,jO 


nomo sapiens iiKe mouse uram protein jj/H-o ^jz/^+oi^j, miviN/\ 


IN IVl Ul jjOU 


nomo sapiens zinc nngei piotem zzo ^z>iNrzzo miviN/\ 


TsJlVl 01 ^^9 
IN IVl U 1 J> OZ 


nomo sapiens zinc iingei protein zzj yz^L\r z,z,d ), 111 ivin r\ 


in ivi u ij j y o 


nomo sapiens zmc imgei piotem zz^ ^z^iNrzz^tj, miviN/\ 


IN IVl Ul jjOI 


nomo sapiens zinc linger protein zzj ^zanfzzo ^, 111 ivin /a 


INIV1 U 1 jjOU 


nomo sapiens zinc linger protein zzz ^ZjIntzzz miviN/\ 


IN IVl V L JDjy 


nomo sapiens zinc linger protein zzi ^z^infzz i miviN/\ 


IN IVl Ul J)ZZ)U 


I — I / ^ / \ coin Atic rri-n/i "Pit*i <T^"t* *~\ i ~/ \ I - in 91^ ' / ~M Ih 9 1 ^ \ tviT?^VT A 

nomo sapiens zmc imgei piotem ziz> ^ZjiNrzi j ^i, miviN/A 


IN IVl U 1 jZ 47 


nomo sapiens zmc imger piotem zi^t ^z^infzih-j, miviN/\ 


NM 013256 


Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 


IN IVl U 1 J J) / 1 


nomo sapiens mteneuKin iy yiL^iy), miviN/v 


NM 013403 


Homo sapiens zinedin (ZIN), mRNA 


JNJV1 Ul 3:5 /o 


nomo sapiens pie-r> lympnocyte gene d (Vrivc/ooj, itikjna 


JNJVL UUZ/U 


nomo sapiens testes-speciiic protease dk) ( 1 Ml), mKJNA 


JNM Ul^Jol 


nomo sapiens tnyrotropm-releasmg normone degraamg ectoenzyme ( l Knuii), 

111 K IN /\ 


INlVl U 1 JO 1 0 


nomo sapiens transmemDrane pnospnatase witn tensm nomoiogy ^ i r i lij, 
mRNA 


IN IVl U 1 J .3 3 J 


nomo sapiens tiopomoQuun ^+ ^muscie) v iivil^u^j, miviN/\ 


IN IVl Ulj^yU 


nomo sapiens tiansm em Diane piotem z ( iiviiiiviz ), mrviN/\ 


"VTA /T Alii 1 Q 

in ivi u i d d i y 


nomo sapiens transitional epitnena lesponse piotem iiiivri/i), miviN/v 


iNlvl U1jzj4 


nomo sapiens i/viNiv-Dinumg Kinase i ( ir>Jvi), itikjn/\ 


INivi uij^uy 


nomo sapiens solute earner tamuy dv (zinc transporter), memoer 4 (o.lloU/\4), 
mRNA 


IN IVl UUjOO 


nomo sapiens monocaiooxyiate transporter d (o1^l^io/\o), miviN/\ 


IN IVl U 1 jZj / 


nomo sapiens serum/ giucocorticoiu regulate q xmase-nxe (oois.i^), miviN/\ 


IN IVl UUj / 0 


nomo sapiens L.uis^4-DinQing protein pj4oiiii (oiiii ), miviN/\ 


NM 013243 


Homo sapiens secretogranin III (SCG3), mRNA 


TvTA/T H 1 ^^9 
1N1V1 KJLdjDZ 


nomo sapiens squamous ceil carcinoma antigen recognizee uy i ceu (o/\ivi-z), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NM 0 13261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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INM UIjZOo 


nomo Sapiens placental piotein yd (rr i j j, iyikjna 


JNJVL Ul jjoZ 


nomo sapiens putative piotem ^j-mannosyitransierase (ruivuzj, itikjna 


JNM KjydLdL 


rionio sapiens piogrammed cen deatn o (rJJLJJoj, itikjna 


IN 1VL V lJj>y / 


rionio sapiens over-expiessec uieast tumor piotem ^L^r> Jr j, mrviN/\ 


NM_0 13389 


Homo sapiens NPCl (Niemann-Pick disease, type CI, gene)-like l (NPCILI), 

111 IV IN /\ 


JNIVI UIjjZO 


riomo sapiens colon cancer-associateci piotem Mici (^Micij, mKJNA. 


JNM UIjZjo 


riomo sapiens ijin/\j Qomam-contammg (jvilj mrviN/v 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


JNM UUZoV 


riomo sapiens Killer ceiL lmmunogioDuim-iiKe receptor, tnree Qomams, long 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


JNJVL Ul jd 1 1 


riomo sapiens msuim upstream tactor 1 (iur 1 J, mKJN/V 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


JNM 1)13292 


homo sapiens (cLone rWHLLz-z4j myosin Lignt chain z (hLUMMLCzri), 
mKJNA 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 
mKJNA 


NMO 13244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetylglucosaminyltransferase IV-homolog (HGNT-IV-H), mRNA 


ma a nm/i/i 
JNM U13zo4 


riomo sapiens gonaclotiopin-reguLatea testiculai KJNA neLicase (OKlrl), mKJNA 


NMO 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

111KJNA 


NMO 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

mKJNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


TVTA A f\ 1 1 1 A O 

JNM UlJJ4z 


Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), 
mKJNA 


NMO 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophic 1/B -cell stimulating 
tactor- J (ULUj, mKJNA 


ATA 4" A1 / 3 / J70 
JNM UlJD/Z 


riomo sapiens cysteine knot supertamily 1, r>Mr antagonist 1 (LJs.1 or lr>lj, 

AT A 
mKLN A 


JNJVL UidjZ/ 


rionio sapiens l^vji-3o piotem (l^oi-doj, niKiNA 


JNM VijZdkJ 


nomo sapiens luz4 antigen (small cen lung carcinoma cluster antigen j 
(CD24), mRNA 


IN 1VL U 1 J Z / O 


nomo sapiens caroonyQiate Kinase-iiKe ^L^AKrvi^j, mKiNA 


iNM uijj>yy 


riomo sapiens ciiiomosome to open leaciing name !> iooit!>j, iiiklna 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


JNM UUo/VZ 


riomo sapiens moiiaiity tactor 4 (MUKr4j, mKJNA 


JNMUUloV / 


Homo sapiens cytocnrome d-Z4j, beta polypeptide (cnromc granulomatous 
disease) (UYrSrS), mKJNA 


iNM uuouyo 


riomo sapiens muscuiin ^activated r>-cen iactor-i ) ^MoL^j, mKiNA 


TvTAyf CiCi&A AA 
INM UUOl^f^f 


nomo sapiens gianzyme a ^granzyme i, cytotoxic i -lympnocyte-associated 
serine esterase o ) y ozjivi/\i, in ivi > /\ 


rNivi uuzi/t 1 / 


nomo sapiens giycyi-irvrNy-v syritneiase ^ ixo j ? iiirvrN.f-v 


TsJA/T OOzLJ.0^ 
IN 1V1 \J\j L r L r\Jj 


nomo sapiens custai-iess nomeo dux z ^jjlaz j, mrviN.rv 


TsJA/T 004171 


nomo sapiens coatomer protein complex, suounit aipna y\sVjr mrviN/\ 


NM 0051 81 

±>I1V± WW»J lOl 


T— f ( \ yw i \ c t"\ i c (*'a v]~\ c\f\\ c i-t ti It \ / *■ 1 r ^ c 1 I I hiiicpIp c t^r»^* i "PI c ( A ^ 1 tfi 1? Tvl A 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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Dmcttng cassette (suD-iamiiy memoer /; (Lr irvj, mKJNA 


1N1V1 UloDOU 


riomo sapiens pnospno lipase Az, group vi (cytosonc, caicium-iiiaeperiQeritj 
(PLA2G6), mRNA 


TsJA/f C\C\AC\C\A 


rioiiio sapiens gap junction piotem, oeta z, zoku ^connexm zo j ^ojjdz j, iiiiviN/\ 


JNJV1 KJyJjiyo 


riomo sapiens cnoime Kinase- iiKe (L^riivi^j, iiikjn/v 


TvTA/f f\ 1 9/1 Q9 
1NJV1 U1Z45Z 


riomo sapiens zinc nngei piotem zoi ^iNrZoi miviN/\ 


JN1V1 ViZZDb 


riomo sapiens zmc tmgei piotem ziz (ZiJNrzizj, mKJN/\ 


TvTA/f H 19/1 70 

in ivi u i Z4 / y 


nomo sapiens tyrosine j-monooxygenase/tryptopnan j-monooxygenase 
aciivdiion pioxem, gamma poiypepnue ^ i w n/\o j, mrvr>z-v 


TsJA/T 0199^ 
1NIV1 KJ LZ,Z,JD 


nomo sapiens j -J exoriuonuciease z ^yvrviNz^i, mrviM/\ 


JAI1V1 U1Z4/4 


nomo sapiens uncime monopnospnaie Kinase ^uivirrv^, mrvi>/\ 


JNIJV1 U1Z4/J) 


nomo sapiens tnioieuoxm, mnocnoncinai ^ i^vinz mrviN/\ 


IAJJV1 U1Z400 


nomo sapiens Teiraspamii iivi4-r> i iivi i t-r5j ? mrviMZ-v 


IN 1V1 U 1 ZH-OZ) 


I — I / -v / \ oqmi cue "l"f~\1 1 /t lit''^* 9 f ' I T i t^iT?^vT A 

nomo sapiens toiioiu-iiKe z ^ i llz j ? mrviMZ-v 


rNivi uiz404 


nomo sapiens touoiu-iiKe i ^ i ll i ^, mrvrN/\ 


NM 012290 


Homo sapiens tousled- like kinase l (TLKl), mRNA 


1NJV1 U1Z430 


nomo sapiens oJ_/L^/ nomoiog ^iil^j, miviN/\ 


AJA/f H 1 1A^A 
JNJV1 U1Z4J4 


nomo sapiens i -ceu lympnoma invasion anu metastasis z ^ i i/\iviz mrvrN/\ 


AJA/T fl 1 99 AM 
1NJV1 U1ZZD1 


nomo sapiens transcription tactoi /\, mitocnonuriai ( ir/\ivij, nirviN/\ 


AJA A C\ 1 1 A A 1 
JNIVI U1Z4M 


nomo sapiens synaptogyrm 4 YJNOrv4j, mKJN/V 


NM 0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mrviN/\ 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


TvTA A C\ 1 9 /I A < 

JNIVI U1Z44j 


nomo sapiens sponcim z, exuaceiiuiar matrix piotem (or UJNZ), mrvJNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


JNM Ulzz44 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), membei o (oLL , /Aoj, mKJNA 


JNM U1ZZ4J 


homo sapiens solute earner lamily dj (UUr-JN-acetylglucosamme {\jl)F- 
oiciN/vcj transporter^, memoer s> y^>L^\^jz>/\j j, mrviN/v 


NM 0 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 

/'QT ri7A^^ m D\TA 


"NTA/T fl 1 9/1^9 
JNJV1 U1Z4.3Z 


nomo sapiens oiii comam, Diiurcateci i (otiiiJrsij, mrviN/\ 


AJA /T H10/107 

JNJV1 U1Z4Z/ 


nomo sapiens KaniKrem j { ivLis. j j, mKJNA. 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


ATA A Cl'\ 1 AO A 

JN JV1 U 1 Z4Z4 


Homo sapiens noosomai protein oo Kinase, jZkU, polypeptide 1 (KFboJvUi J, 

A.T A 
mKJNA 


ATA /f H 1 9 A 9 1 
JNJVL U1Z4Z1 


nomo sapiens reaixangeci L-myc tusion sequence (tvLr j, mKJNA 


ATA/f fl 1 9/1 1 A 
IN 1V1 U 1 Z4 1 D 


nomo sapiens k^alo4, o. cerevisiae, nomoiog 01, t> ( k alj j4 t> j, mtviNA 


ata/T n 1 9/i 1 n 

IN JVl U 1 Z4 1 U 


nomo sapiens type t transmembrane receptor (seizuie-reiatec protein j (roi\-i ), 

111 1x1 N 1 f\ 


xTA/r ni9zLno 

iNJVl U1Z4U" 


nomo sapiens prion gene complex, ciownsneam ^rivrNuj, mivi>i/\ 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


tsja/t n 1 9/i nn 

JNIVI U1Z4UU 


nomo sapiens pnospnonpase az, gioup itu (rLAZuzuj, itikjna 


ATA,f H 1 9^QQ 


1 1 y X -«/V^ y"X /™i fl-X -fl^X "I /-^X-fl'X l "1 -fl^X l-^ / X / "< fl\^X I'X y-X -4" fl y-J fl r 1 fl fl-^ /\ y~< -| -4- y~X 1 4 fl^ X -fl-^ y ~1 -f- /-"X -fl* -fl^k "«-*y X /X1 -fl'X l-x y^X-«- fl" X / I) I I I) I J \ fl-%^ 13 |X I /V 

nomo sapiens pnospnoticynnositoi transter protein, oeta ^ki iriNr> mtviNA 


ATA A H1 OHQQ 


I I y"X y~X -4 /-"X-fl^X y-^ -*>X\ 1>X y~X y~"1 -fl>^ |>X y~X y^fl- 1 -fl -fl y~X y~X -fl-^ y^V 1 fl^* y~X -fl- y^v -fl'X f~\ /^X / l_J ■ 1 W \ LJ |»k 1 /\ 

nomo sapiens o-pnospiiogiuconoiactonase (ruLoj, mtviNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


ATA/f n 1 9^Q 1 
IN JVl V 1 Zj y 1 


nomo sapiens prostate epitneiium-specmc tits transcription iactor ^ruiir j, 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis l) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor l (OSTFl), mRNA 


NM_0 12375 


Homo sapiens olfactory receptor, family 52, subfamily A, member l (OR52A1), 
mRNA 
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TvTA A A 1 OO^O 

JNJVL UlzJoo 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 
mRNA 


JNJVL UlzJoU 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 
mRNA 




Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (OR1A2), 
mKNA 


JNJVL Ulz3M 


Homo sapiens olfactory receptor, family 10, subfamily J, member 1 (OR10J1), 

mJKJN A 


JNJVL ViZd^j 


riomo sapiens nuciear iragne j± mentaL retardation protein lnieracung protein i 

rMT TP IP 1 ^ rviR XT A 
^ IN U r lr 1 ) , llUvlN A 


IN 1V1 UlZjM-^ 


nomo sapiens neurotensin receptor z ^in i uivz j, 1 1 1 is. in /a 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


IN 1V1 U 1 Z J) -4-Z 


riomo sapiens putative transmemDiaiie piotem ^iniviaj, mrviNA 


IN IVL U 1 Zo J) / 


riomo sapiens nasopnaryngeai epitnenum s]3ecitic protein i ^iNiioi-ri mrviN/\ 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


JNJVL UlzUo4 


riomo sapiens major intrinsic protein 01 lens tiDei (iviir j, mKJNA 


NM012214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetyigiucosammyitransierase, isoenzyme J\ (1V10A.14/VJ, mKJN/\ 


JNJVL UlzzlJ 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM_0 12325 


Homo sapiens microtubule -associated protein, RP/EB family, member 1 

( IVl Ar Kc. 1 J, 111 1< IN A 


NM012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

(Eli 1 M 1 J, m 1< IN A 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


"N.TA /I" A1 T) 1 /I 

NM UlzJ14 


Homo sapiens killer cell immunoglobulin- like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


TVTA yf A 1 T3 1 O 

NM 012313 


II ^ • „ I'll 11 • „ _ _1 _ 1 1 • ^ 1 • 1 4- ,^ „, A. n 1 ^ ^Z^^ ^ 1, J_ 

Homo sapiens killer cell immunoglobulin- like recerjtor, two domains, snort 
cytoplasmic tail, 3 { ivl KzD^o j, mKNA 


ATA A n 1 T2 1 O 

NM Ulzolz 


Homo sapiens Killer cell lmmunogloDulm-liKe receptor, two domains, snort 
cytoplasmic tan, z { ivi ivz Uoz j, m iv in a 


NIVL Ulz^U/ 


Homo sapiens aitterentiaiiy expressed m adenocarcinoma ot tne lung 

( IV 1 A AU Vo / J, mivlN A 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


1N1V1 UlZoUZ 


nomo sapiens latropniim ^rviAAU/ooj, mrviNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


ATA /T OOQQ 

NIVL Ulzzoo 


nomo sapiens 1 KAM-iike protem (Js.iaa.uuj / J, mKJNA 


ATA /T f\ 1 O O O 

NIVL UlzzoO 


Homo sapiens JVLUKr -related gene A. (JviAAUUzo), mKJNA 


ATA /f AITTOI 

NM UlzzoJ 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 

(JvL^lNOZ J, 111 IV IN A 


ATA/T mOOQO 
NIVL UlZZoZ 


nomo sapiens potassium voitage-gated cnannei, isK-reiated tamiiy, memoer i- 
like (KCNE1L), mRNA 


INIVI UIZZ/O 


riomo sapiens mtegim ueta i Dinumg piotem ^meiusuij z (iiUDiDrZj, mrviNA 


NM 012211 


Homo sapiens integrin, alpha 1 1 (ITGA1 1), mRNA 


ATA A 

NM Ulzz// 


Homo sapiens pancreatic beta cell growth factor (IN GAP), mRNA 


ATA 4" A1 OOT^ 

NJVL Ulzz/j 


Homo sapiens mterleukm- 1 receptor antagonist nomolog 1 (lElrlY 1), mKJNA 


NM 0 12259 


Homo sapiens hairy/enhancer- of- split related with YRPW motif 2 (HEY2), 

m T? TvT A 
III IV IN A 


NM_0 12258 


Homo sapiens hairy/enhancer- of- split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_0 12087 


Homo sapiens general transcription factor IIIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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at a a nnoni 


nomo sapiens glyoxyLate reductase/nydroxypyruvate reductase (UKHrK), 

*v»T> AT A 

m KIN A 


1M1V1 U1ZZUZ 


riorno sapiens guanine nucleotide Dinding protein (^o piotemj, gamma d 

fr^WC\"X\ ml? AT A 


NM 012084 


Homo sapiens Glutamate dehydrogenase- 2 (GLUD2), mRNA 


IN IVL U 1 Z 1 y 1 


nomo sapiens putative tumor suppiessor ^ruozj, miviN/\ 


ata/t n 1 o 1 s ^ 

INIVL UIZIoj 


nomo sapiens ioiKiieaQ dox j^z ^l^^j^z j, ituvin/v 


ataa n 1 o 1 

INIVL UlZloJ) 


nomo sapiens toiKiiead dox Dd (iuauj j, mKJN/\ 


ATA/T H1 0 1 <^ 
IN IV! U 1 Z 1 D D 


riomo sapiens Jets Homologous tactor (^nr j, mLviN/\ 


ata/t mincn 

INIVL UlZUoU 


riomo sapiens jjjna segment, numerous copies, expressed prooes (uoi genej 
(DXF68S1E), mRNA 


ATA/T H10 1/1Q 
INIVL UlZl-4-o 


nomo sapiens oouoie nomeooox, j ^uuaj), mrviN/v 


ata/t n 1 o 1 47 

IN IVL U 1 Z 1 4 / 


nomo sapiens oouDLe nomeooox, z (jjuazj, mrviN/\ 


ATA/f 

INIVL U1Z14J 


nomo sapiens deoxytnymidyiate Kinase (tnymidyiate Kinase j i y ivljvj, itikjn/y 


ATA/T H 1 O 1 zLzL 
IN IVL U 1 Z 1 ^+^f 


nomo sapiens ciynem, axonemai, mTermediate poLypepiiue, i ^uin/\.ii miviN/\ 


ATA/T fl 1 O 1 /I n 
INIVL UlZl^U 


nomo sapiens soiute earner iamuy zd (iintocnoiidriai carrier, Qicarooxyiate 
iransponerj, niciiiuei iu ^k3-L^zD/\iuj, in ix 1 > /a 


XT \A fl1 9 1 ^ 7 
IN IV! \) 1 Z 13 1 


nomo sapiens ciiiiieTiiyiaigiiiiiie QiiiieTiiyidminoiiyciioiase i ^i/ahi m_tviN/\ 


ATA/T 0191 7zL 
IN IV! U1Z1 jH- 


riuiiio Sapiens leioinuuiii i ^sinuoin inuSL/iej ^ j_^iviv_^j_^ i )^ iiiiviN/\ 


ATA/T H 1 9 1 7 3 
IN IV! U1Z1 jj 


nomo sapiens coatomer protein complex, suDunn gamma z ^LUruzj, mr\jN/\ 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


IN IVL U 1 Z 1 D 1 


nomo sapiens ciaudin i / ^l^-Luin if), mLviN/v 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


ata a Anno 
JNM ViZiZy 


Homo sapiens claudin 1Z (CLJJJN 1Z), mKJNA 


ATA A Anni 
JN IVL U 1 Z 1 Z / 


nomo sapiens dpi -interacting zmc linger piotem (Uiz,!), mKJN/V 


NM012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 

(tnb 1 j), mKJNA 


ata/t nnm^ 
JNJVL ViZV/j 


nomo sapiens Conserved gene telomeric to aLpna gLoum cluster inrSA), 

AT A 
mivIN A 


ATA/T fl1 9 1 99 
IN IVL U 1 Z L ZZ 


nomo sapiens carooxyiesteiase j (^Diamj (d^oj) ) 9 mrciNA 


ATA/T H 1 9 1 \ 
IN IVL U L Z 1 JO 


nomo sapiens cas-r>r-ivi ^munnej ecnopic retiovirai rransiormmg sequence c 
(CBLC), mRNA 


ATA/T mil 1 ^ 
IN IVL Ul/1 JO 


nomo sapiens caioonic annyoiase ^viv ^cai^j, miviNA 


ATA>f M 1 OH7 1 
INIVL U LZU / L 


nomo sapiens r>Ur piotem (r>Ur j, ltlkina 


ATA/T H 1 9 1 1A 
IN IVL U L Z L 1 U 


nomo sapiens cystem-ricn nydiopnooic domain z ^cniczj, mrciNA 


ATA/T C\ 1 9 1 HO 
INIVL ULZLUV 


1 1 7~S,-*AyA T^V ^A "t'A ^1 7A-»A C\ V*^.-%*t~\ -m ^fA tT\ "**A\ ^A\ ^1 A — 1 VA AWA^ T^fc A^*A>Ai lA"f*0 1A O "IA /"A I -A -*■*/— V -|A-**/>.-^-7\1 ^A / l—mT IV /I /\ 1 3 \ iAA 13 fx 1 /V 

nomo sapiens Diam-speciiic meniDrane-ancnoied protein ^LDoiviAr j, miviNA 


ATA/T n 1 9 1 rn 

IN IVL U L Z L U / 


nomo sapiens Diomodomam containing protein /d Kua numan nomoiog yr>r /~>j, 
mRNA 


ATA/T H 1 9 1 HzL 
IN IVL U 1 Z 1 U^t 


nomo sapiens Dexa-siie J\r r -cieavmg enzyme (dal c j, miviN/\ 


ata/t fining 

INIVL U1Z1UD 


nomo sapiens Deta-site Arr -cieavmg enzyme z (r>Ai^ .nz j, miviN a 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


ATA/T M1 01 no 

JN IVL U L Z L UZ 


nomo sapiens aigmme-giutamic acid dipeptide (Ki^j repeats (Kt^ivb), mKJNA 


JNM UiZvyy 


H 1 ^-x « -«v ^~x / — i «—x -d >^ -4 v~x ^x / — t M 1 ■ _7 v~x / — i -4 1 y-x *-"x i— i t~t , x ^ -w -« v— x -4- .--x > ■ 'J d , x -4- j-~x -« • /a -d a -4 v-x <■ — 1 -^U ^~x 1 j \ 9 M a m .'A 1 . II 1 

nomo sapiens UDJ-epsilon-associated protein, antisense to bKLt-l (Aoli-l j, 

*m T? AT A 
m K IN /a 


ATA/T n 1 OHQQ 

INIVL ULZUVo 


T T ^A AVAVA 7\ 7> rA -«A\ A* A"IA r\ 7A * A 7T1 7\ *A\ 7\ t A^l A-A 1 A 1 ^ >A A T — T^ F 1 ^T" \ -«AvAi 1 3 "^WT /\ 

nomo sapiens angiopoietm-iiKe z (AiN ur llzj, mKJNA 


ATA/T 

INIVL UIZUO/ 


| | >^x -«AVA jT~\ d~\ -*A\ A 7A\A"A 7^ I y^J /X 1 ^- /x*/x m /-x y^J x y-k -4- rfA 7^ «A -|- d~\ -*AVA 1 T T / -*AVA 7A\-*AVA I^V A*» /A -X / -1- | g~\ ■4- S~\ ^7 1 -*-x ^-v I /^x l-A T 7" y^l /A 

nomo sapiens aido-Keto reductase tamuy /, memoei aj (anatoxin aidenyde 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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ATA/T C\C\H1HA 
JNJVL UU/Z/^f 


nomo sapiens cytosonc acyi coenzyme a tnioestei nydioiase ^nrSAi^nj, itikjna 


NM_004174 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger), isoform 3 

{ o LL VAj J, 1Y1 Iv IN /\ 


ATA/f f\C\A<0< 
JNJVL UU^DZj 


noiiio sapiens low density upopiOTem-ieiateQ piotem z ^i^ivrzj, iiikjna 


ATA/T f\(M> 1 OO 


riomo sapiens squaiene epoxiciase (ov^i^iij, mrviN/v 


ata/t nn^^oc 

1NJV1 UloOZo 


nomo sapiens piaKopninn 4 (^r rvr 4 j, itikjn/\ 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 

( AUL J J, 111 Iv IN /\ 


ata/t nn'Jioo 

JNJVL UUjjZZ 


riomo sapiens TUDuy iiKe protein i i ULr i j, mrviN/v 


ataa nno7/i7 

JNJVL UUZ/4/ 


nomo sapiens mitogen-acTivateci protein Kinase 4 (ivi/Vrrv4j, mKJN/\ 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


ATA/T fiHA/lO 1 


Homo sapiens Dreieiam /V-mnibitecl guanine nucieotiae-excnange protein 1 

(^DlUJ J, 111 IV IN /\ 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


ATA A C\C\A^C\A 

JNJVL UU4JU4 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM 00 1 626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mKJN A 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NJVL_UU62©7 


Homo sapiens tissue tactor pathway inhibitor (lipoprotein- associate a coagulation 
inhibitor) (TFPI), mRNA 


JNM (JUU944 


Homo sapiens protein phosphatase 5 (tormerly zdj, catalytic subumt, alpha 
lsoionii (caicmeurm /V alpha) (FFFJU/V), mKJN/V 


TvTA A C\C\ 1 1 /lO 

JNM UU114Z 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 

(/\1V1 C/LA. J, III Iv IN /\ 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 

(At)LtO J, 111 iv IN /\ 


ATA/T nfi7^^1 
JNJVL UU/.J.M 


riomo sapiens muitimerm ^iviivirviN j, mKJN/\ 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


ATAyf C\C\n^i^A 


Homo sapiens putative uKo protein (OKoj, itikjn/v 


ATA/f fiATI^I 

JNJV1_UU / J j J 


Homo sapiens guanine nucleotide binding protein (O protein) alpha iz (OJNA1Z), 

m T? AT A 


ATA 4" (\r\H1^£. 

JNM UU/Joo 


Homo sapiens phospholipase AZ receptor 1, IoUkJJ (rLAzRJj, mKJNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 

/pur t~\ A 1 ^ ml? AT A 
(in LLJ/a 1 J, II 1 IV IN /a 


JNJVL UU/J)04 


Homo sapiens mtegiai type i protein yrZ^D), mrviNA 


JNJVL UU/34Z 


Homo sapiens nucieoporm-iiKe piotem i (JNLr ij, mKJNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


JN1VL UU/341 


Homo sapiens oHj domain binding glutamic acid-nch protein (bHJoLjrv), 

1T1KJNA 


ata/t c\c\n^nc\ 

JNJVL UU / D / K) 


Homo sapiens replication iactoi (activatoi i ^ r> (^o.r>KiJ ) (kj h l.o ^j, mKJNA 


ATA/T flH'71/IQ 
1N1VL UU/ j4o 


Homo sapiens activating tianscription iactoi o (Airoj, itikjna 


JNJVL UU4oOU 


Homo sapiens rvno-associatec, coiied-con containing protein Kinase z ^kajl^ivz j, 

mT? AT A 

rnrviN/\ 


ATA/T 00^^74 


nomo sapiens i^iivi cioiiiain oiny z ^iiioiriDOTin-iixe 1 ) ^i^ivi^z j, mrviN/\ 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


JN1V1 UUjOjO 


nomo sapiens r5aiH-iiKe iiomeoDOx z ^o/vrvyvz j, miviN/\ 




nuiiiu sapiens syiiapiugyiin j> i i>orvj> ^, iiirviN.rv 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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i"»1*» o n n 1 r<i -t Vs-Po -fv* i It r AT w\ ^ 1~\ ^ f* 1 / T^ 7 " f^ATAJ 1 \ -fv» T? AT A 

cnannei, suuidmiry in, memoer i ^jsa^inin i j, mi\uN/\ 


1N1V1 UUl jOj 


nomo sdpiens inierpnotoreceptor rnatrix protcogiycd.ii i ^iivii kj i j, iniviNz-v 


NM 005266 


Homo sdpiens gap junction protein, alphd 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sdpiens cdrboxypeptiddse M (CPM), mRNA 


JNJVL \j\j/dd1 


riomo sdpiens dnKynn-iiKe witn trdnsmemDidne domains 1 (ANJs.iivii J, niKJNA. 


NM 003313 


Homo sdpiens tissue specific trdiispldntdtion dntigen P35B (TSTA3), mRNA 


\ I A l\ f\{ \ 1 A C\ A 

NM 001494 


Homo sdpiens ODF dissocidtion inhibitor z (ODlz), mRNA 


XT IV 4 f\f\ 1 /"AT 

NM 001607 


Homo sdpiens dcetyl-Coenzyme A dcyltrdnsferdse 1 (peroxisomdl 3-oxodcyl- 
Coenzyme /V tnioidsej (AUA/vi j, nuciedi gene encoding mitocnondridi protein, 
mRNA 


NM UUJ14j 


Homo sdpiens signdl sequence receptor, betd (trdnslocon-dssocidted protein betd) 

/ r QQT?9^ tmDAT a 
( ooKZ j, m Iv IN f\ 


xtn/T oooq^9 


riomo sdpiens giutdtnione o-trdiisieidse pi (uoii ij, miviN/\ 


rsiivi uuuoz / 


riomo sdpiens giutdmdte receptor, lonotiopic, /vivirvv i ^v_rivi/\i j, micrM/v 


xta/t 00^9^9 

INIVl UUDZjZ 


riomo sdpiens v-ios rr>j murine osteosdrcomd virdi oncogene nomoiog ^rvJoj, 

III IN. In r\ 


tsja/T oo^ro^ 


nomo sapiens iiotiiim i lu i i j, in in in /\ 


TsJA/T OOzlzL^Q 


jtiomo sapiens ietdi /\iziieiiTiei diitigen \r j-\^l^z^), iiiivln/\ 


1M 1V1 UUt-UOI 


nomo sapiens oeieteo m azoospermia \lji\z^), miviN/\ 


NM 004055 


Homo sdpiens cdlpdin 5 (CAPN5), mRNA 


ATA/T OOAOA9 

injvi uu^-u^z 


nomo sdpiens diyisuiidtdse r ^/vivor j, miviN/v 


TvTA/T OOQOQ^ 
1NJV1 UUjUoD 


nomo sdpiens synuciem, oetd ^oiNv^rsj, mrviN/v 


NJV1 UUUolZ 


nomo sdpiens msuim-nice growtn tactor z (somatomedin J\) (lOrZj, mKNA. 


inivi uuoyyo 


nomo sapiens Dutyropmun, suuiamuy z, meniDer az (±31 in z/\zj, miviN/\ 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and D AG-regulated) 
rp a q r^t? r> 1 ^ rv^t?7vTA 

\ In /a 0 vJ INI 1 ), 111 IN IN f\ 


INIVl uuozo / 


nomo sapiens xv/vin omding piotem z (iv/\iNJ3rZj, miviN/\ 


AJAyT 009QQ9 
1N1V1 UUZooZ 


nomo sapiens rvAJN omding piotem i (ix/viNrs^i j, mrvrsi/\ 


INIVI UUjoo4 


nomo sapiens pj?uu/v^-t>r -associated tactor ^rLAr mtviN/\ 


1M1VI UUDZDo 


nomo sapiens uir cycionydroiase i teedoacK regulatory protein (Ov^nrivj, 

III In In f\ 


TsJA/T O0 1 1 ^O 


nomo sapiens amino -terminal eiinaiicer 01 spin ^/vt^o iiiixin/y 


TsJA/T O0 1 OQQ 
1M1V1 UU 1 U77 


nomo sapiens acio pnospnatase, prostate ^/\v^-r r mtvi>/\ 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


inivi uuoo7o 


nomo sapiens nomeo dox jjj ^huajjj j, n i in in /\ 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


AJAyT A A/1 111 

NM. UU4 111 


nomo sapiens nap structure- specilic endonuclease l (riiNl ), mKNA 


NJV1 UUloZo 


nomo sapiens unarot-Leyden crystal protein (ULCJ, mKNA 


NM UU/JIj 


homo sapiens signal transducer and activator ot transcription 1, 91kD (^1A1 ij, 

n , DM A 

miviN A 


AJA/T OO^OO^ 


nomo sapiens iNAun denydrogenase (uDiqumonej i oeta suocompiex, y (zzku, 

R99^ ^ KI Pi I 1P R Q \ mP AJA 

dzz) ^ in lj u r d v j, miN in /\ 


MA/T 00^£»9 
1NIV1 UUJOOZ 


nomo sapiens uidcn-uiN/\ giycosyiase ^uinoj, itiivin/\ 


TsJA/T 00^991 
1M 1V1 U VJ ZZ 1 


nomo sapiens ciistai-iess nomeo dux d yuL^j^D j, miviN/A. 


TsJA/t OOOzL7Q 
IN 1V1 UUUH- / y 


nomo sapiens anti-iviuiieridn normone ^/\ivinj 5 iiuvin r\ 


NM 005160 


Homo sdpiens ddrenergic, betd, receptor kindse 2 (ADRBK2), mRNA 


isjA/r ooi^iiQ 

IN 1V1 UU 1017 


nomo sapiens doieiieigic, ueia, lecepioi Kinase i ^/^i^ivdjvi ^, iiuvln/a. 


NM 001611 


Homo sdpiens dcid phosphdtase 5, tartrate resistdnt (ACP5), mRNA 


NM 003403 


Homo sdpiens YY1 transcription fdctor (YY1), mRNA 


NM 003793 


Homo sdpiens cdthepsin F (CTSF), mRNA 


NM_001922 


Homo sdpiens dopdchrome tdutomerase (dopdchrome deltd-isomerdse, tyrosine- 
reldted protein 2) (DCT), mRNA 
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TVTA If f\F\£Z A 1 HI 

JNM (JUo41z 


Homo sapiens 1 -acylglycero 1-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltranslerase, beta) (ALrFAlz), mKJNA 


JNJVL UUUolU 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


JNJVL UUU4oU 


nomo sapiens platelet-activating iactor acetyinyciioiase, isoiorm id, alpna 
subunit (45kD) (PAFAH1B1), mRNA 


JNJVL UloUUO 


nomo sapiens seiectin r iiganci (oJzLrVLO), mKJNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


TVT"\ If 1 A 

NM 002410 


Homo sapiens mannosyl (alpha- 1,6-) -glycoprotein beta- 1 ,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


JNJVL (J(Jz4U9 


Homo sapiens mannosyl (beta- 1 ,4-)-glycoprotein beta- 1 ,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


JNJVL (JUz4(Jo 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


JNJVL 002406 


Homo sapiens mannosyl (alpha- 1,3-) -glycoprotein beta-l,2-N- 
acetylglucosammyltranslerase (JVLCjAI 1), mKJNA 


JNJVL UUjVzJ 


riomo sapiens mitogen- activated protein Kinase Kinase Kinase j (JVLAF^Jvjj, 

mKIN A 


JNJVL KJyJZZZj 


nomo sapiens isovaieryl coenzyme a aenyarogenase (Jvjjj, nuclear gene 
encocimg miiocnoiiciriai proiem, mrviM/\ 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


AJA/T AAAA77 

JNJVL UUUo// 


nomo sapiens aaenosme aj receptor (AJJUJnAj), mKJNA 


NM 002969 


Homo sapiens mitogen- activated protein kinase 12 (MAPK12), mRNA 


\T \ 4 AA1 CO/C 

JNM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucos amine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 

mKJNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (i i uA4j, mKJNA 


XTA/T AAQ 1 A7 

JNJVL VVDiy/ 


riomo sapiens transcription elongation iactor r> (bill), polypeptide l-liKe 

(^TC^ RU 1 I \ DMA 

( lk^CjD ilj, mrciNA 


JNJVL UUOJoj 


nomo sapiens neuioiensin ^jn i oj, miviNA 


JNJVL UUZ0Z4 


nomo sapiens neuroDiastoma rCAo virai ^v-rasj oncogene nomoiog ^jnkao), 
mRNA 


JNJV1 UUZ'Hh/o 


nomo sapiens myogenic iactor d (ivix uui j, nii\.iN /\ 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


JN1V1 UUZ4JO 


nomo sapiens memoiane piotem, paimitoyiateci 1 (jjKU) (JVirKi), mKJNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


JNM 002J05 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


TVTA If AAAOC7 

JNM OOOoo/ 


Homo sapiens integrin, alpha X (antigen CD1 1C (pi 50), alpha polypeptide) 
(1 1 OA A), mKJNA 


TvTA/T AAA/1 1 O 
JNM UUU41V 


nomo sapiens mtegnn, alpna zb (platelet glycoprotein lib ot llb/llla complex, 
antigen iU4 1 1> j ( 1 1 uazd j, mKJNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 

rTTr^A9^ mt?7sJA 
^I 1 VJ/A z ^ , iiiivrN /A 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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JNJVL UUUoJ4 


nomo sapiens giutamate receptor, lonotropic, JN-metnyl u-aspartate Zr> 
(GRIN2B), mRNA 


TvTA/T nnACQI 

JNJVL_UUUoJ D 


riomo sapiens giutamate receptor, lonotropic, JN-metnyl u-aspartate Z/V 

/^r^T? TAT7 A \ rviT? AT A 


ata/t nnons/i 


nomo sapiens giutatnione peioxiuase d ^piasmaj (urAj j, mrvr>i/\ 


ata/t nnnsn^ 


nomo sapiens gastrin mrviN/\ 


ATA/T C\C\ 1 QAf\ 


nomo sapiens aenTatoruDrai-painQoiuysian atiopny ^atiopiim-i ) (^iJrvri^/\j, 

R AT A 
111 lv 1>J /A 


ata/T nn 1 9 1 q 
rNivi uuiziy 


nomo sapieiis cdiumenm ^v^/\i^u j, mrvi>i/\ 


XTA/r nri7 1 ^ 


nomo sapiens zona peiiucicia giycopioiem di\. ^sperm recepioi ) jAj, miviN/\ 


rN 1V1 WW / 1 J) o 


nomo sapiens zim linger piotem ou \p i i / j ^z^i>r ou mrvi>i/\ 


ata/t nn^i^n 


nomo sapiens rvruppei-iiKe ractor o ^rvi^roj, mrviN/\ 


1M 1V1 UU / 1 O / 


nomo sapiens zinc imgei protein zz?o ^z^i>irzz>o ^, inrviM/\ 


ATA/T 0071 ^ 
1M1V1 UU / IDS) 


nomo sapiens zinc imgei pioiem zuo ^z^iNrzuo mrviM/\ 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


ATA/T HH7 1 ^O 
INIIVL UU / OU 


nomo sapiens zinc ringer pi otem ioz> (i^iivi Qomamj (z.iNrioD j, mrviN/v 


ATA/T 0071/17 
JN1V1 UU / 14 / 


nomo sapiens zinc rmger protein i ij ^z>iNr i oj, mKJN/\ 


ATA/T 0071/1^ 
JNJVL UU / 14D 


nomo sapiens zmc rmgei piotem 140 (z.rsjr 140J, mrviN/\ 


NM 007127 


Homo sapiens villin 1 (VILl), mRNA 


JNM UU/lZj 


nomo sapiens ubiquitously transcribed tetratricopeptiae lepeat gene, Y 
cniomosome (u i i j, mrvrM/\ 


ATA/T OO710/1 
JN 1V1 UU / 1Z4 


nomo sapiens utiopnm ^nomoiogous to Qystiopnmj irviN j, miviN/\ 


ATA/1" 

JNJVL K)K)/iZZ 


nomo sapiens upstieam tianscnption lactor i (Uor ij, mKJNA. 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 

ml? AT A 
111 Iv IN f\ 


ATA/T f\f\Hi OA 
JNJVL UU/IUO 


nomo sapiens uDiquitm-iiKe d (UrSLoj, mKJN/v 


ATA/T 007 1 1 Q 
iNlVL UU / 1 1 O 


nomo sapiens tnpie runctionai Qomam irKr mtei acting ) ^irviuj, misJN/\ 


ATA/T 007 117 
rMlVL UU /ll/ 


nomo sapiens tnyiotiopm-reieasmg normone ( ircnj, mrviM/\ 


ATA/T OO70 1 Q 
JN1V1 UU/Zlo 


nomo sapiens patcnec reiatec protein transiocatec m renai cancer ^ i rvL^o j, 

111 in. In f\ 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


ATA/T 007 1 1 A 
JNJVL UU / 1 14 


nomo sapiens i/vi/v element mouuiatory iactor i ^iivir i j, mrviN/\ 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


ATA/T OOT 111 
JNJVL UU /111 


nomo sapiens tianscnption tactor iJp-1 ( iriJr ij, mKJN/V 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


JNM U(J71(Jo 


Homo sapiens transcription elongation factor B (SHI), polypeptide 2 (18kD, 
elongm B) ( 1 CbBz), mRNA 


JNJVL UU/IUj 


nomo sapiens solute earner lamiiy zz (organic cation transporter), member 1 - 
nice aiiiisense (oi^L^zz/vii^oj, mrvi>/\ 


ATA/T 007 1 

jnjvi uu / 1 Oj 


nomo sapiens soiute earner lamuy 14 (urea transporterj, member z (oi^Lxi4/\zj, 

rvtP AT A 
III rvlN /A 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


ATA/T 0071A^ 
in ivi UU / 1 Oj> 


nomo sapiens spncmg iactoi ^a, suounit z, ooku (or j/azj, mrviN/\ 


ATA/T 0070^0 
JNJVL UU/Z3Z 


nomo sapiens rvetma-QenveQ r^L^u-ciomain ractor- 1 (rvrr-i j, mrviN/v 


ATA/T OO707Q 
JNJVI UU/Z/j 


T T j^\-fA*i S~\ tT% -W^. A i*A\A^ tTI 1—3 /"A 1 1 (A /^t /> A r\ AT y^l -g-AY A"* AT A A^A 13 1 / /\ ^\ A'^'A 1 3 "^VT /\. 

nomo sapiens r>-ceii associateci piotem (rvc//\j, mKJN/\ 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


ATA/T 0079SA 
JNJVL UU/Zo4 


nomo sapiens piotem tyrosine Kinase y-iiKe (/\o-reiateci protemj (r irvyi^j, 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein- O-mannosyltransferase 1 (POMT1), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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iNivl UU/ZD^f 


nomo SapieilS pOiyilUCieOTlQe Kinase 3 -pnOSpnataSe ^rlNJvr J, mrviNA 


JNiVL UU/ZZ1 


nomo sapiens poryamine-moduiateG lactor i \y ivir i j, mrvJN a 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


jNivi uu/ioy 


riomo sapiens pnospnaticiyietnanoiamiiie JN-metnyitiansieiase (rbiviJ), iiikjna 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 

( r AL M1NZ J, m K IN A 


jnm uu/iyu 


Homo sapiens Sec2 3 -interacting protein pi 25 (PI 25), mRNA 


NM 007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

mKJN A 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 

(oLCZ lAVj, mKJNA 


JNIVI UU / 1 /Z 


riomo sapiens nucieopoim jUkU (JNUrjUj, mKJNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 

(JNUUr V 1 j, mKJNA 


NM (J(J71ol 


Homo sapiens mitogen-activatea protein kinase kinase kinase kinase 1 
nv/r a r>/ii^ i \ dma 

( 1V1 A 1 41V 1 J, mrviNA 


iNlVl UU/ZJU 


riomo sapiens mannosiciase, aipna, class ir5, memoei i (iviainiidI j, itlkina 


rMivi UU / 1 04 


nomo sapiens mucosal vascular accressm cen aQnesion moiecuie i 

^ 1V1 /\Lv\^ /A 1V1 1 J, III IS. 1\ /A 


iNivl UU/ZIO 


nomo sapiens dipna miegrm umcung pioiem os> ^rviAAiui / j, mrviNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


i\iivi UU / 1 UZ 


nomo sapiens guanyiate cyclase activaior zd ^uioguanyimj (uulazd j, mrviNA 


iNiVl UU 1 ZZ 1 


nomo sapiens o piotem-coupieQ lecepior 4j (ur rv4D j, mrviNA 


iNiVl UU/Z/Z) 


nomo sapiens lung cancel canQiQaie (ruo j j, mrviNA 


iNiVl \J\J/ZOZ 


nomo sapiens rvrMA-DiiiQing proiem leguiatory suounit (^uj-i j, mrviNA 


NM_0071 66 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 

111 IV IN A 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


JNM UUojoj 


nomo sapiens cnapeiomn containing iLri, suounit o (tnetaj (CUloj, mKJNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


JNM UU/zzU 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitocnondnal protein, mKJNA 


JNM UU/1UU 


Jtlomo sapiens Air syntnase, ri+ transporting, mitocnondnal ru complex, 
subunit e (ATP5I), mRNA 


JNM UU /Z J 1 


nomo sapiens solute earner iamiiy o (neurotransmitter transporter), memoer 14 

(ol^L^OA14J, lllrviNA 


iNivl UU/ZUj 


nomo sapiens a Kinase (r rvrvA^j ancnor piotein z (ArvA.rZj, mrviNA 


iNiVl uu/zuz 


nomo sapiens a Kinase (rivrvAj ancnor piotem iu (ArvAr iuj, mrviNA 


NM_007168 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 8 

(At)lAo j, mrviNA 


INlVl UUUjUO 


nomo sapiens coagulation lactoi 11 (inromDinj yrz), mrviNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


JNM UUo/jO 


nomo sapiens neat shock piotem, neuronal UJNAj-iiKe i (noJ i J, mKJNA 


JNM UUojjJ 


nomo sapiens erytnroid ditierentiation and denucieation tactor i (^nrL-iiiJiJvjij, 
mrviNA 


iNiVl uuoyo4 


nomo sapiens ciaudm iu ^v^i^uiN iuj, mrviNA 


IN 1V1 UUJ JUZ 


noiiio sapiens /\ir-uiiiLiiiig casseiie, su-U-iaiiiiiy r\. ^.rvrjvxi ^, iiiciiiuei i 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 1 7) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 1 5) (ZNF22), mRNA 
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JNJVL UUoy/o 


nomo sapiens zinc linger protein lo^ (KiiNLr linger, type; (ZJNr loo;, 

*v»T> AT A 

m K IN A 


in ivi uuoyo j 


nomo sapiens uiopiaKin j (ui ro J, itlkjna 


JNJV1 UUOzOZ 


riomo sapiens uiopiaKin ir> (Urivirsj, iiikjna 


NM 00695 1 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

nnKmiAi*Qci(a TT 1 (\(W f\V A CO fW tyiT?ATA 

poiymeiase 11, u, iuuku ( i Arzuj, mKJNA 


jn ivi uuobou 


nomo sapiens syna]3sm i i in i j, mt\JN/\ 


ataa nn7n^A 


riomo sa]3iens su]3pressoi 01 wnite apncot nomoiog z (oWArzj, mrviN/\ 


ATA/T CiCi&QAQ 


riomo sapiens syntaxm DinQing L^iotem z lAmz j, mrvr>/\ 


ata/t nnAQ/i q 


nomo sapiens stress /u protein cnaperone, microsome-associateci, ouku 
(oi ^ n in is. in f\ 


ATA/T nn^QAA 


nomo sapiens specnm, oeta, non-eryimocyTic z (or ir> tnzj, itiivtn/v 


1M1V1 UUD7T-J 


nomo sapiens smaii proime-nvn proiem zjd ^oi ivivz d j, iiiivi n /a 


ATA/T nn^QAA 


nomo sapiens secieteo |jiios|jnopiotem z, z^txu ^orrzj, m±viN/v 


ATA/1 f\f\7f\f\Q 


nomo sapiens zona peiiucicia DinQing proiem (or jo mrvi>j/\ 


ATA/T C\C\f\QACi 


nomo sapiens oivi ^sex QeieiiTimiiig legion i j-dox j (o^^vz)^, mrviN/\ 


NM 007017 


Homo sapiens SRY (sex detennining region Y)-box 30 (SOX30), mRNA 


ATA/T nHAQA^ 

inivi uuoy^j 


nomo sapiens oky (sex Qetermmmg legion x j-dox zz (oL^T^zzj, itikjn/v 


NM 007084 


Homo sapiens SRY (sex detennining region Y)-box 21 (SOX21), mRNA 


ATA A nA/iO/IO 

JNJVL UUoV4z 


nomo sapiens oKY (sex cletemimmg legion Y)-box ZU (oUAzU), mKJNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA 


NM (J(JoVJ4 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
memoer y (oLUoyvvj, mKJNA 


JNM_(J(Jo9J J 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


JNM UUoyJl 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 

/^QT A ^ tyiT?ATA 


ata/t nnAQ^n 


nomo sapiens o-pnase Kinase - as sociateci protein ia (piyAj (ois^r iaj, itlkjna 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


ata>t nn/^QO/i 
JN1VL UUOVZ4 


nomo sapiens splicing iactoi, argmme/serme-ricn i (splicing iactor z, alternate 
s]3iicmg iactoi ) (orKoi J, mrviNA 


ATA/T nf^Q 1 7 

jnjvi uuoyi / 


nomo sapiens leiinoiQ ^ receptor, gamma (k^lkajj, mKJNA 


ATA/f nnAOQ7 

JNJVI uuoyo / 


nomo sapiens laDpniim jA-iiKe (witnout l^z ciomamsj (^jijAL), itlkjna 


ata/t nn7n^^ 

JNJVI UU/UDD 


nomo sapiens polymerase (rvJNAj 111 (^uina airecteuj ^iddkuj (ivr l^i dd), 

111 in. In /a 


1>I 1V1 UUO" 1 


nomo sapiens retinitis pigmentosa z ^vV-iitiKeci recessive^ ^tvrzj, mrviNjrv 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


ata/t nriAQ 1 ^ 


nomo sapiens ring imgei piotein o ^ivrNrD ^, mKJNA 


JNJVL uuoy 1 1 


nomo sapiens leiaxm i (nij ^rCiviNij, mKJNA 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


JNM. VKJ/Vjd 


nomo sa]3iens similar to o. ceievisiae rvc,rvi (rvC/Ki), mKJNA 


ATA/T nM7H0 1 

JNM UU/Uol 


nomo sapiens KAr>, member ol KAo oncogene lamily-liKe Zr> (KAr>LZr>j, 

AT A 
mKJNA 


ATA/T nn^on^ 

JNJVI UUOVUJ 


nomo sapiens pregnancy specitic Deta-i-giycoL3iotein i (roui j, mKJNA 


ata/T nri7n 1 ^ 
JNJVI uu/uio 


nomo sapiens protein similar to ti.coii yncg anc k. capsuiatus niiro ^Kr jj j, 

111 IV In r\ 


ata/t 007094 


T— Ti^Tvio csmifnc PT ^\ nTntpm tyiT?ATA 

±±W111W odlJlC'll& I L^\) IJlWLC/lll If JjU 1, 111 IV 1 > / V 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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INIYI UU/lOl 


nomo sapiens near shock transcription lactor z Dinciiiig protein yri&r zdt ), 
mivrN/\ 


TsJA/T 00701 1 
1M1V1 UU / Ul 1 


nomo Sapiens putative naiismem crane piotem ^noi-zj, mivrN/\ 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


XTA/T 0070zl^ 
1N1V1 UU/LHO 


nomo sapiens rurivj oncogene pariner n 1 is. in /\ 


TvTA/T 0070^1 


rlOlllO sapiens ras ( llNrlvorOJ asSOCiaieQ iaciOl 1 (Jr/\r 1 J, lllJtviN/\ 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


JNJVL UU/UIj 


riomo sapiens ciionaromociuim i precursor (Uriivi-ij, itikjn a 


JNJVL UUooVU 


riomo sapiens carcmo embryonic antigen-related ceLi aclnesion moLecuie / 

(C^Tl A A A/T7\ ^»T?7vTA 
(^L. r!//\Lx/\ivl / J, mKJN/\ 


AJA/T 00701 Q 


Jriomo sapiens centiosomai piotein i (L^rir ij, mrviN/\ 


JNIVI UUOooV 


nomo sapiens l^ijoo antigen ^lljzo antigen Liganc z, r> /-z antigenj ^l^uooj, 

ml? XT a 
III fx IN /A 


1M1V1 UUO"(5Z 


nomo sapiens cairiiage paireci-ciass nomeopioxem i ^\^/vtvi i mrviM/\ 


XTA/f 0070^^ 


nomo sapiens caipam 1 1 in i i mrviN/\ 


TsJA/T PlflAR&S 
INivl UUOoOO 


nomo sapiens caimociuiiii i ^piiospiioiyiase Kinase, cieixaj ^^.rvi^ivii mrvi>j/\ 


TsJA/t 007047 


nomo sapiens DUiyropmim, suDidiiniy memuer /\z ^r>iiMj)/\zj, mrviN/\ 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member A 1 (BTN3A1), mRNA 


IN 1V1 KJVOyyZ 


nomo sapiens -t> / piotem / j, mrviN/\ 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


JNJVL Uv/vZZ 


riomo sapiens putative tumoi suppiessor (lUlro), mKJNA 


JNJVL uuooy/ 


nomo sapiens cispiatm resistance associated (LJ\AJ, mKJNA 


JNM UU00Z0 


.\ 1 ✓"X X ^~X -4 / ^ ■ m Jj» -4 -^^X >-^W -A^Hk>^ _»"X -M rf~x ^~X 'W T -w- ~T A"~^ j^X -*>X ^~X / t ^"X / ■ a*r » *~x -tf>X l>X ^~X -«^X -«V^>X ^~X -4>X ^~X ■ r ~X 'W ~T -w T -^X -**X ^~X * 1 j-^X 

nomo sapiens tyrosine 3-monooxygenase/tryptopnan j-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


JNIVL UUO/Ol 


nomo sapiens tyrosine j-monooxygenase/tryptopnan j -mono oxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


JNIVL UUo/o4 


nomo sapiens w JJ repeat domain J (WJJKj), mKJNA 


JNIVL UUoo4o 


nomo sapiens serine piotease mliiDitor, Jvazal type, j (orlJNrvjj, mKJNA 


JNM UUooJU 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 

ITLKiNA 


AJA/T OOA7Q8 
JN1V1 UUO / 70 


nomo sapiens uur giycosyitransierase z ramiiy, polypeptide ai (uuizaj j, 

mRTsJ A 
111 in. In f\ 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


TvTA/T OOA377 
INIVL UUOoZ / 


nomo sapiens transmeniDiane tiaiiicKiiig piotem ^iivirzi j, mKJNA 


INIVL UUOoOJ 


nomo sapiens KaLUKiem 1 1 ^Jvi^Jvi i j, mKiNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


JNM UUo/jO 


'1 1 -m -X -X. r" X ■ i j X -X X -^X X , 1 ■ ^X^~V -X>X -^.X-X -X>X # X XvX y'X 1 , X. X -X jX- j-'X r" X X J— J 1 ' V r X # r - X X ^\ / X^ 111 1 J MM 1 j /\ 1 \ -M^^>X 1 J I^L. 1 /% 

nomo sapiens transcnption elongation tactor A (oil), 1 (ICliAl), mKJNA 


JNJVL UUoUZ4 


nomo sapiens laxi (Human 1-ceii Leukemia virus type i) omding protein 1 
(TAX1BP1), mRNA 


ATA yT MHA7^0 

JNIVL vvo/jZ 


nomo sapiens suiieit j (bUKrjj, mKJNA 


JNIVL UUOolV 


3 J y-<\ x^x>x ^-"x /~i rf - v x>x x >~x x-x /~i i — i -4-x.x /-"x /~i / — i x x^x s* x x x ^ x /^x >'x x>x 1 -x ^~x x — i x>x |>x x>x xx j-~x -4r *-"x x < -x if / 1 1 t — i tx / m 1 / 1 1 /~i x>x 1 W 1 ✓"x -m j—x X'^ x ■ ■ a x>^ y - *- 

nomo sapiens stress-mduced-pnospnoprotem i (nsp/u/nspyu-organizmg 
protein j (oi ir i j, itikin a 


ATA/T OOA7QO 
JNJVl UUO/oU 


nomo sapiens oiviaj (oiviaj mKiN a 


AJA/T OOA7/1Q 

INIVL uuo /^y 


nomo sapiens solute earner tamny zu (pnospnate tiansportei j, memoer z 
(SLC20A2), mRNA 


7\JA/T OOA7/L7 
IN JV1 UUO/^f/ 


nomo sapiens sigiiai-mduced pronieiation-associated gene i ^oir ai j, huvina 


TsJA/T 00^87^ 


nomo sapiens sioiieci j_>/ i rii/A-dipiid/ueia-iiKe idL/ioi ^o/\Lr j, iiirviM/A. 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor- interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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JNJVL UUoooo 


Homo sapiens KAJ3:5i, member KAo oncogene tamiiy (KArSJij, mKJN a 


rviivi uuoojy 


nomo sapiens inner memorane piotem, mitocnonuriai (mitotiimj (iivuvii j, 
m is. in a 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


INIV1 UUOOJO 


riomo sapiens sianaase d ^memorane siaiiQasej ^iNiiUj j, mrviN/v 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


JNJVL UUo/OO 


riomo sa]3iens zinc linger protein zzU (ZLNrzzU), mKJN A 


JNJVL UUooU4 


Homo sapiens steroidogenic acute reguLatory protein reLatea (JVLLNo4j, mKJN A 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 

w*T> AJ A 

mKJN A 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 

1 f~\ /TAT T 1 \ T> XT A 

1 (1VLAL1 1J, mKJN A 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


\i \ 4 f\f\£. G /I A 

JNM (JUoo4U 


Homo sapiens leukocyte immunoglobulin- like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


JNM (JUoooo 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM UUoooJ 


Homo sapiens leukocyte immunoglobulin-like receptor, subtamny A (with 1M 
domain), member 1 (LILRA1), mRNA 


JNM (JUoo4/ 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
ana 111M domains), member 4 (L1LK±>4), mKNA 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
1JVL domain), member 3 (LlLKAjj, mKJN A 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
ana iiiivi domains;, memoei j (L1LK±>jj, mKNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


TVTA ft AA/^T/"0 

NM UU6762 


Homo sapiens Lysosomal-associated multispannmg membrane protein- 5 

(LAr 1 JVLj), mKNA 


NM_(JUo7J7 


Homo sapiens kiLLer ceLL lmmunogLobuLm-Like receptor, three domains, Long 

Mr+Anloctvii/i -foil O /I/ ID 1HT O \ wDAT A 

cytoplasmic tan, z (mkjJjlz m k in a 


JNJVL UUooUl 


Homo sapiens KUiiL (i^ys-Asp-oiu-Leuj endoplasmic reticulum protein 
leteiitioii i eceptor i ^jsj^jj,i^rvi rnrviNA 


IN 1V1 UUOO^ 


noiiio sapiens livrs ^uacteiiai acetoiactaie syntnasej-iiKe ^il voLj, iiirviNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


IN IV1 UUO / 0*+ 


nomo sapiens mteneion-ieiateu ueveiopmentai leguiatoi z ^irKuzj, itikina 


JNJVL UUOOJ) 1 


Homo sapiens a i r/u i r -Dincmg ]3rotem (Hc/Ajd j, itikina 


JNJVL UUO /y^t 


Homo sapiens o L^^o^^n^'^oupieQ iece]3tor / j (urK/jj, iiikina 


JNJVL UUO/oJ 


Homo sa]3iens gap junction piotem, oeta o (tonnexm d\j) (OJrsoj, mKiNA 


JNJVL UUO / jj 


Homo sapiens ron primary lesponse (i^KJrKi, ratj nomoiog i (ronrivni j, 

m R XT A 
ITllviN A 


1N1V1 UUO f D i 


nomo sapiens ruKuyama type congenital muscular ciystiopny ^rv^iviuj, mrviNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like l (DNASEILI), mRNA 


IN 1VL U U^f J) O O 


nomo sapiens cnioriQe cnannei z ^i^i^i^iNzj, iiikina 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


JNJVL UUooUo 


Homo sapiens dJu tamiiy, member J (r> 1 OJJ, mKNA 


NJVL UUo/oJ 


Homo sapiens dJu tamiiy, membei z (r> l Lrz), mKNA 


JNJVL UUO / 07 


nomo sapiens apoupopiotem jd mKiNA eoiting enzyme, catalytic poiypeptiue- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid- derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


JNM UkjojZj 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


JNJVL UUojJ / 


homo sapiens uDiquitm speciiic piotease d (Uor j), mKJN/v 


JNJVL UUojo4 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


JNJV1 UUOJ ID 


nomo sapiens tumor necrosis lactor (iiganaj superiamiry, member ud 

^T7vTT?QT7 1 m DMA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 

\ 1 IN r Ivory J, mtviNA 


1M1V1 UUtOZo 


norno sapiens tissue lactor patnway mniDitor z yi rriz mrviN/\ 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


JN1VL UUOjIV 


riomo sapiens t-compiex-associateci-testis-expiesseci i-iike i (luiiii^ij, mKJN/V 


JNJVL UUooUZ 


riomo sapiens transcription lactor-liRe j (basic nelix-loop-nelixj ( iCrLjj, 

t ^ dm A 

ni K in 


JNJVL UUojVJ 


Homo sapiens l-box, oram, 1 (lr>Kl), mKJNA 


JNJV1 UUOO /V 


nomo sapiens putative opioid receptor, neuromedin rv ^neuroKinin r> ) receptor- 

1 1KC ^ 1 f\ ^ J) lv L J , 111 IV In /a 


NM 006682 


Homo sapiens fibrinogen- like 2 (FGL2), mRNA 


JN1V1 UUCODo 


nomo sapiens oamoo-iiKe pnospno tyro sine protein, i -o i/\iv y i i/vivj, mrviN/v 


rMlVL UUOOlO 


nomo sapiens stromal antigen z (o iauz j, mrvrM/\ 


"MATT C\C\{*H 1 T 
JN 1V1 UUO / 1 / 


nomo sapiens spniQim (oJtijn j, mKiN/\ 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


JN1VL UUooj4 


nomo sapiens suci-associateci neuron opnic lactor target (rLrriv signalling 
adaptor) (SNT-1), mRNA 


JNJVL UUOOZZ 


nomo sapiens serum-mauciDie Kinase (oJNJvj, mKJN/v 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


JNM (J(Jo51o 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


JNM (JUooJz 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


JNM (J(Jo517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


JNM K)\)ojy<b 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7), mRNA 


JNM (JUoM:> 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM (JUooo4 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


JNM U(Jo514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


JNMUU6559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 

mKJNA 


"XTAyf AA/iC1 1 

JNJVL UUoj 1 1 


nomo sapiens regulatory solute earner protein, lamily 1, member 1 (K^CIAIJ, 

ITIKJN J\ 


JNJVL UUOZ>OJ 


nomo sapiens retinal pigment epitneuum-QeriveQ rnouopsm nomoiog (Kivnj, 
mRNA 




rroiiio sapiens iei migei pioieiii-ii-Kc d ^ivrrLj j, inrvi>i/\ 


NM 006605 


Homo sapiens ret finger protein- like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


ati\/t nn^^^A 

IN1V1 UUOZOO 


nomo sapiens pnospiiomevaioiiate Kinase (^ivivrvj, mKJNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


JN1VL UUoool 


nomo sapiens pnospnodiesteiase iua (FJJrMUA,), mKJNA 


ATA A C\C\£*£^H A 

JNJVL UUoo/4 


riomo sapiens Jvlric class l legion UKr (Fj-l), mKJNA 


ATA/T C\C\£.£.1H 


riomo sapiens olfactory receptor, tamiiy suDiamiiy 1, member l (UKjJJj, 
mRNA 


ATA/T nfi^^/IQ 

JNJVL UUoo4V 


riomo sapiens serologically cieimeQ colon cancer antigen lo (bJJUL,A.oioj, 
mRNA 


tvja/t nno^^o 
JNJVL UvZjjZ 


riomo sapiens nucieoporm ookjj (JNUrooj, mKJNA 


JNJVL UUo/Uz 


Homo sapiens neuropathy target esterase (NTE), mRNA 


JNJVL UUooyj 


Homo sapiens cLeavage ana poLyaaenylation specific tactor 4, jvkl) subunit 

^v^ror^J, mKJNA 


ata/t nn^^AQ 
inivl uuoooy 


riomo sapiens leuxocyte lmmunogioDuim-iiKe receptor, suDiamiiy r> (witn iivl 
and ITIM domains), member l (LILRBl), mRNA 


ata/t nn^^^^ 

JNJVL UUODJJ? 


nomo sapiens melanoma mniDiTory acnvny ^iviiaj, mivrNA 


ATA/T C\C\^^C\C\ 
IN JVL UUCOUU 


nomo sapiens melanoma acinesioii moiecuie (^vil^aivij, mKJNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


ATA/T MH/i/iOO 

JNJVL vvvoyy 


riomo sapiens mannosiclase, alpna, class 1 A, member z (IVLAJN 1 azj, mKJNA 


ata/t nn/^/ino 
JNM UUo4Vo 


Homo sapiens Lectin, galactosiae- binding, soLubLe, z (gaLectm 2) (LOAL^Zj, 

m 1? AT A 
mKJNA 


ata/t 

IN JVL / 


nomo sapiens ior-11 miviNA-Dmcimg piotem j ^rvvj^ i j, mKJNA 


ATA/T fifl/x/x 1 1 
1N1V1 UUOO 1 1 


nomo sapiens Kiner ceil lectm-iiKe lecepior suDiamiiy a, memoer i (jvljiaj j, 

111 Iv 1>J /a 


INlYl UU0J40 


T— T/^tvi /a c Qui /x tx o I C Lh' I f -»xx T? A Km / 1 1 « n- *x f*/ \ ^ /x i *x 1 / I IV A T) 1 \ -txx TJ ^vT A 

nomo sapiens lur-ii mrvi>j/\-uinQing pioiem i ^iivir -i 111 ivi >j /a 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


IN1V1 UUOH- 7 1 


nomo sapiens nypermetnyiaieQ m cancer i ^nii^i mrvrNA 


ata/t nri/iAA7 

INIVL UU^-OO / 


nomo sapiens nect domain and jvljj z { n c.ivL z j, miviN a 


ata/t nriA^07 

IN JVL UUODZ / 


nomo sapiens nairpm Diiidmg protein, nistone ^nr>rj, mKJNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


ATA/! 

JNJVL UUo4Vo 


nomo sapiens guanine nucleotide binding protein (O protein), alpna mnibitmg 
aciiviiy polypeptide j ^oinaijj, mKJNA 


ATA/T rifiA^OQ 

IN 1VL u u o z> z y 


nomo sapiens glycine receptor, aipna d (uljvAj j, mrviN a 


ATA/T flfl/^^fk 
IN JVL UUOjjU 


nomo sapiens giioma-ampimed sequence-4i (uamj j, mKJNA 


ata/t nnA^c 1 

JNJVL UUtOol 


nomo sapiens rucosyitransierase y (aipna ^i.^j rucosyitiansierasej (ru ivj, 

111 in. In f\ 


iNlvl UUO /UU 


nomo sapiens ri^iNzy gene product ^ri^iNzyj, mivLM/\ 


1M 1V1 UUOO O ■ 


riuiiio Sapiens compiemenL idcxur n-rciaieci h- yr riiv-H- j 5 miviM/\ 


ATA/T C\C\A 11^ 
IN IV1 UUH- 1 1 j 


nomo sapiens nurouiast giowtn ractor izd ^rur izjdj, mrvi>i/\ 


1M1V1 UU047J 


nomo sapiens ecotropic virai integration site zr> ^jj/Vizrs^, mrvi>i/\ 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


ATA/T nfiA^AA 
IN JVL UUODOO 


nomo sapiens aunesion glycoprotein ^uinaivl-i j, mKJNA 


ata/t nnA^^o 

INIVL UUOO D y 


nomo sapiens cystemyi leuKotneiie leceptor i y oi^i 1 j, mKJNA 


ata/T nn^^QA 

IN JVL U U O J o O 


nomo sapiens tnnucLeotide repeat containing d ^irsrvLO ), miviNA 


ATA/T HHA^^^ 
INIVL UUODO J 


nomo sapiens l^v^v^ i L^-Dinding iactor (zinc ringer protemj \ i v^r j, mKJNA 


ATA/T 00^^74 
INIVL UUOD 


nomo sapiens cnondroitm suiiate proteoglycan r> ^neurogiycan k^j (toruj j, 

mRAT A 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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JNJVL UUo/lo 


riomo sapiens activator 01 0 pnase Kinase (Aoiv), mKJNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


JNJVL UUoo/U 


nomo sapiens j 14 oncofetal tropnoDiast glycoprotein { j 14), mKJNA 


JNJVL UVZvoy 


11 1 <■! ~fc *—x r — « a-x -*--x -i .--w * — t s -r -n -m J x a >x -a -a .4 -a..-x -a 1 r x 4^- a >^ J w I-k -a -a^x. , -J -a j^-w- -a>^ -a^ -4- -a -aiA. mm -a>^ -av% -4- -a 1 j x 1 -a>^. 1 -a -<4 -a L^. -a -4- a a 

riomo sapiens guanine nucleotide uincling protein (Lr protein), alpna mnibiting 
activity polypeptide i (oin/vii j, mrviN/v 


JNIVI UU 1 1 OD 


nomo sapiens oacuiovnai i/\r rep eat- containing j (oiivo j, mrviN/\ 


JNJVL uuioyi 


H 1 r-\. a -X -x j~1 a~\ -fl y'^-a>* <— < -v a-^ -a ^-J 1 -m ■ y x -1 — a a i ~1 a -a *--x / '1 a < t a x a a a,-% >• x x 111 ^-x -4- y^X -a a -x -§-*^x -a>% -4- -a 1 y^-x / 1 m— v -a^x i~1 1 ^--w- 7- 

Homo sapiens ceioid-iipotuscinosis, neuionai z, late mtantiie (Jansicy- 
-DieiscnowsKy uisedsej ^^i^imz), mrvi>j/\ 




I — I / ^ t*\~\ / \ or\i /^fi c t I lxi /A in <t "fXT % /x^"/^m T? li /x T / J~? 1 I ^ \ \ -tx^ T? A 

nomo sapiens vjir-Dmcimg pioiem iviio / ^ ixn^j / in in. in /a 




nomo sapiens neat snocK /vklj protein id (norA i d ^ , in in. im /\ 




nomo sapiens neat snocK /kjklj piotem i/\ ^nor/\ijrvj, mrviN/v 




nomo sapiens mstone iamiiy, memuer j ^n^rj j, iiiiv in /a 




nomo sapiens mstoiie iaimiy, memuei n ^n^rnj, mrvr>/\ 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


JNJV1 UUJDH-U 


nomo sapiens n^ nistone iamiiy, memoer ^n^fr^^), mrvrN/v 


JNJVL UIojjV 


i J ✓ x -aL-^^ xx 4 — i a' x -ar^a. -a y^-x -«^a. / i L 1 /I 1 x / ~i -4- ^- x -*^a. i^v -4" 4 x -ai'^^ai 1 w r a x "X /-~x a x x / — x 1 J / 1 1 /I 1 i m_J \ -4^^-^ 1 J I^L. 1 /\ 

nomo sapiens n4 nistone iamiiy, memoei t> (n4rr$j, miviN/v 


JNJVl UUjjjo 


nomo sapiens Ji4 nistone iamiiy, meniDei j\ (n^r/vj, miviN/\ 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HI FT), mRNA 


JNJVL KjKjd/jZ 


I _l s X -4'^'^ 4 — i a-x -a>^ -a j^V-4** / — < "a -a 1 r -4-Vw T" j-"X 4r-4 4 -a,«-x 1 a*~X 4r-4 -a^X -4 -a--X -4 4~-a 4r -4 -a^-X -1- rf^X 4™ y _ X -4-* _jf / — 1 L\ -a -a -a^-X -4 -4~ / I 1 I 1 1 r 1 \ 1 

Homo sapiens euKaryotic translation initiation tactor suounit o (1 ikjkl)) 

(lilr joo), m K IN A 


jnjvi uu^yzv 


nomo sapiens caiuindin i, yZoKD) {k^p^l^dv j, miviN/\ 


JNJVl UUOlZZ 


nomo sapiens mannosidase, aipna, crass z/\, memoer z ^ivi/vin z/vzj, mrviN/v 


JNJVl UUO^Ul 


nomo sapiens mitogen-activated protein Kinase Kinase Kinase iz (jvi/vr ^Jviz j, 

ml? XT A 
III in In /\ 


Tsja/t nn aoqq 

iNlYl UUOZ77 


nomo sapiens zinc imgei protein iyj yz^L\r iyj mrvi>i/\ 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


JNJVl UUOjOj 


nomo sapiens zinc imgei piotem zi i (z>iNrzi i j, mrviN/v 


JNJVL VVvZyO 


nomo sapiens vaccinia related Kinase z vkjvzj, mrviN/\ 


JN1VL UKJoZyj 


nomo sapiens vaiyi-trviNA syntnetase z ( viArvoZj, miviN/v 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


JNJVL uuozy4 


'i _l j X a -V -w j- x i ' a" ^ a— » 4 ^~x ■< X a a a ^— « x T 4 *X j X 1 , -fc x r -4- , x i k 1 -h -ax j x a -V "V X j * ^"x / 4 a -a , -4- a" X / 1 r - X l^x -4 -a--x /' 4 4 -* A i a -v. -a.x * x 4" /— V 4 -a-X / I 1 # If 1 I 1 J \ 

Homo sapiens uDiqumoi-cytocLiiome c reductase Dmdmg piotem (Ui^LK±>j, 
mRNA 


JNM UVuZyj 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


JNM UUoJll 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_00629 1 


Homo sapiens tumor necrosis factor, alpha- induced protein 2 (TNFAIP2), 

mKJN/V 


NM_006290 


Homo sapiens tumor necrosis factor, alpha- induced protein 3 (TNFAIP3), 

mKJN/V 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM UOozoo 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


JNM (JUozo4 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymeiase 11, ri, jvkl) (l ArZn), mKJNA 


NM 006342 


Homo sapiens transfonning, acidic coiled-coil containing protein 3 (TACC3), 

W DAT A 

mKJNA 


JNM UKJoZoj 


1! 1 -aiA.A i — t j-x -a >^ -a ^-x -a ^-x <■ — < 4- -ax ^x -a ^-x -4» «--x -au*aL^v^ -a -a ^-x a-x -a -a ^-x «-"x «-"x -a 1 ^-x <x ^~x -a 1 ^-x «-"x -a^-x 4-^x -a -a^-x -a -a^x -a>^. -ax «--x 4H ^x -a -a^-x 1! #1 / \ f / 1 \ 

riomo sapiens transforming, acidic coiLed-coiL containing protein l (lALLJ J, 

1 1 1 In IN r\ 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (trans loc on- associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


JNJV1 UUo4jU 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute earner family 21 (organic anion transporter), member 6 
(oLCzlAo), mKNA 


NM_006278 


Homo sapiens sialyltransf erase 4C (beta-galactosidase alpha-2,3- 
sialytransterase) (MA14C), mKNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mKNA 


JNJVL UUoJ Iv 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semapnormj dk^ (^j^ivlao^j, mrviN/\ 


INlvl UUOZ /4 


nomo sapiens small rnuuciDie cytoKine suDiamiry /\ ^v^ys-L^ys j, memoei i y 

111 IV IN /\ 




nomo Sapiens tidiisuucin ^Detdj-iiKe j \ ldl^d mrvi\i/\ 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


rNivi uuozoy 


nomo sapiens letmitis pigmentosa i \ autosomal uommantj (Kr i j, mivrN/\ 




nomo sapiens nng imgei piotem iz> (rviNr i jj, mrvrs/v 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


TSJA/f AAA'JQ/I 

JN1V1 UUojV4 


riomo sapiens leguiateci m glioma (Kioj, mKiNA 


NM_006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
aipnaj (roiviiii), ihkina 


NM UUozoz 


Homo sapiens peripherin (PRPH), mRNA 


N1V1 UUoZol 


riomo sapiens propnet 01 r lti, paired-iiKe nomeodomam transcription tactor 

/PDHP 1 \ DMA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
ciepeiiQent mniDitor (rrvJ5iJvij, mKN/\ 


NM 006259 


Homo sapiens protein kinase, cGMP- dependent, type II (PRKG2), mRNA 


JN1V1 UUOZj / 


nomo sapiens protein Kinase tneta (rKKLyj, mKN/v 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM 006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 

(rKJs^A±>l), mKNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 

/DDI/ A A 0\ t^DMA 

(rKJvAAzj, 111 K IN A 


NM_00625 1 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 

/ r> D 1/ A A i \ r> x i a 
(rKJvAAlj, mKJNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NM UUoz4o 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


NM UUoz4o 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


NM UU6Z44 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


NM 006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A), mRNA 


NM UUoz41 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 


NM 006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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ATA/T C\C\£.1'\6l 
1N1V1 VKJuZdO 


nomo sapiens ruu domain, ciass j>, transcription iactor ^ (kuu jr j j, mKJNA 


ATA,f HHAO'J^ 


nomo sapiens r kju domain, class z, associating iactor i (ruuzAr i j, itlkjna 


iNlVl UUOZ.il 


riomo sapiens polymerase ^uin/\ QiiecteQj, epsiion (rvjLiij, niKJN/\ 


ATA/T nn^^Q 


riomo sapiens soiute camei iamny zz> (niitocnoiiQriai earner, peroxisomal 
11 lcii lui ciiie proxem, j4-k.ij ^ , iiiciii uer i / ^ oll zj /\ i / 11 1 1\ in /a 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


IM1VL UUoZZo 


riomo sapiens pnospno lipase epsiion (r^LCiij, mKiN/v 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


ATAyf HA^OO/I 

JNIVI UUoZZ4 


riomo sapiens pnospiioticiyimositoi transier piotem (FiirJNj, mKJN/v 


NM 006479 


Homo sapiens RAD 5 1 -interacting protein (PIR51), mRNA 


NM_UUozzJ 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NlMA-mteractmg, 4 
(parvulin) (PIN4), mRNA 


JNM UvoZZZ 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1- 
like (FlJN 1L), mKJNA 


NM_00622 1 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 

(r 1JN 1 ), mKJN/v 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 

( 1 llvJL A j, mKIN A 


JNM UUoZU 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 

w,T> AT A 

mKJNA 


NM_006212 


Homo sapiens 6-phosphoiructo-2-kinase/fructose-2,6-biphosphatase 2 

(rrKrDZj, mKJNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


JNM (JUozUV 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 

(liJNrrZJ, mKJNA 


JNM UUoZUj 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 

r? AT A 
1T1KJNA 


ata/T nnAOH/i 


riomo sapiens pnospnoaiesterase ot, coivir-speciiic, cone, aipna prime 

^PFiF^r'^ ml? AT A 
\l U C/OV^ J, 111 IV 1 N /A 


1M1V1 UU01"0 


nomo sapiens r urKinje ceu protein h- v^r h- ^, mrvi>i/\ 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


rNivi uuoi^o 


nomo sapiens pre-D-ceii leuxemia transcription iactor d yr djs^j j, mrviN a 


ata/t 


nomo sapiens paneu dox gene (rAA4j, ihkina 


MAyr nnA 1 o 1 

JN1VL UUOiyi 


nomo sapiens pi omeiation- associated zu4, joku (kazo^j, ihkina 


ATA>f QQ 

JNJV1 UUoloV 


nomo sapiens oitactory maiKer piotem (Uivir j, itikjn a 


ata^t nriA 1 

JN1V1 UUOloO 


nomo sapiens nuclear receptor suDiamiiy 4, group a, memoer z (1NK4AZJ, 

ml? AT A 
III rvlN r\ 


ata/t nnAi 


nomo sapiens nuciear miioiic apparatus protein i ^imuivi/ai j, mivrN/\ 


InIVI UUOlO^t 


nomo sapiens nucieoDiiicim i ^i\u^r3i j, miviNA 


ATA/T flflAI 89 
IN 1V1 UUO 1 oZ 


nomo sapiens ciiscoium ciomam receptoi iamiiy, mem uer z ^i^i^rv^Lj, mrviM/\ 


ATA/1 00/^1 80 
In 1V1 UUO lou 


nomo sapiens neurotropmc tyiosme Kinase, receptoi, type z ^in iivjvzj, mivi>i/\ 


ata/t nriA^79 

INivl UUO J) /Z 


nomo sapiens in ji -associated piotem i ^im o Ar i mrviNyA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


ATA/f HHA 1 7A 
JNJV1 UUOl /O 


nomo sapiens neurogianm ^protein Kinase \^ suostrate, klj ) ^inkoin j, mKJNA 


ata/t nn^ 1 ^/i 


nomo sapiens neuropeptide i receptor i j (inky jkj, mKiNA 


AT A/T DOM 70 
1N1V1 UUOl /u 


nomo sdpieiis iiu.cieoidi pioieni i \ izuxu j ^inuli ^, iiuvrN.rv 


NM 006169 


Homo sapiens nicotinamide N-methyltransf erase (NNMT), mRNA 


NM 006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2) -like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (eiythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


IN IVL UUOlDo 


nomo sapiens neuroiiiament, Lignt polypeptide {ookd) (^NLrLj, mrviNA 


JNJVL VVODyJ 


nomo sapiens neDuiette (inldlj, mrviNA 


JNJVL UUOJlO 


riomo sapiens uiN/\-Dinciiiig tianscnptionai activatoi ^jnl^yjvlj, itikjn/\ 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCKl ), mRNA 


JNJVL UUo4Z4 


riomo sapiens solute carrier tamiiy ^4 (^soaium pnospnatej, memDer z 

/ct A 0\ ™I>AJA 
(oLL J4AZ j, m 1< IN A 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


JN1V1 UUuj4J 


riomo sapiens c-mer proto-oncogene tyrosine Kinase (lVixiKiivj, mKJNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 

(LIM), mKJNA 


JNM UUol4o 


Homo sapiens LIM ana ohLJ protein 1 (LAor J), mKJNA 


JNJVlUUoJo J 


Homo sapiens LJJN A- dependent protein Kinase catalytic suounit- interacting 

plOteill Z ^rvlr Z J, mrvlN A 


IN JVL V U 04 J y 


nomo sapiens simiLar to i^aenornaDQiTis eiegans protein i^4zi^i.y ^ivJr!/U4j, 
mRNA 


XTA/T fin A 1 zf7 
IN IVL UUOL4/ 


riomo sapiens mteneion regulatory iactor o ^irvr o j, mrviNA 


INiVl WODDZ 


nomo sapiens mteneion, gamma-iiiQuciDie piotem (irijUj, mrviNA 


IN IVL UU0.3 Jj I 


nomo sapiens microspneruie piotem i (ivi^rvoi j, mrviNA 


JNJVL UUO^Uo 


nomo sapiens neat sliock z/kjj protein ^ ^riorr>j j, mrviNA 


NM 006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
suDstiate leiatedj ^riiir l miviNA 


xta>t nnAi/i^ 

IN IVL UUOL4.3 


nomo sapiens o protem-coupieu receptor iy ^Oriviyj, miviNA 


IN IVL UUoJUZ 


nomo sapiens giucosidase i (utoi J, mKJNA 


IN IVL UU04 / o 


nomo sapiens OAoz-reiateu on cniomosome zz ( o Aivzz j, ni iv in a 


JNJVl_UUo:5Jo 


nomo sapiens glioma ampiiiied on cnromosome i protein (leucme-ricnj 
^aAC^\ mt?xTA 


1N1V1 UUOjOU 


noiiio sapiens cieiiciritic ceu protein ^vjai / j, ituvina 


1N1V1 UUOJZ7 


nomo sapiens iiuuun d \r dl^l\j iiiivin i\ 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


IN IVL UUO D U4 


nomo sapiens ueieteu m sput-nanu/spnt-ioot 1 legion ^uooj j, mrviNA 


IN IVL UULJjJ 


nomo sapiens u-copacnrome tautomeiase (jjlii j, mrviNA 


IN IVL UUOLJy 


nomo sapiens uljzo antigen (Lp44j (^cuzoj, mKJNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


JNJVL VVOIDO 


nomo sapiens capping protein (actm riiamentj muscle /--line, alpna z 

A P7 A O^i m DMA 
(LArZiAZj, mrviNA 


IN IVL UU044O 


nomo sapiens trinucleotide repeat containing i ^iiNrvL^ij, mrviNA 


IN IVL UUOjjj 


nomo sapiens nuciear uiNA-Dinding piotem ^l^iuj, mrviNA 


IN IVL uuo4iy 


nomo sapiens smau mduciDie cytoKine r> suoiamuy ^i^ys-^v-L^ys motnj, memoer 
ij) ^r>-ceii cnemoattiactaiitj i di jj, mrviNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


IN IVL U U O .j Z 4 


nomo sapiens cianioiaciai development piotem i ^truri j, mrviNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


JNJVL UU4400 


nomo sapiens glypican j (ur t j J, mKJNA 


JNJVL UU44o4 


nomo sapiens gly]3ican d (LrrLo), mKJNA 


JNM UUZojo 


nomo sapiens poliovirus receptor- related Z (nerpesvirus entry mediator t>) 

yr V 1\LZ J ? ilirvlN/v 


NM 001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apo lipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOCl), mRNA 
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NM 000482 


Homo sapiens apo lipoprotein A-IV (APOA4), mRNA 


JNJVL UlOiOJ 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 

(JV1 1 d ), mKIN/Y 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF2 1 6), mRNA 


NJVMJOoOOo 


Homo sapiens zinc linger protein 145 (Kruppel-like, expressed m promyelocytic 
leukemia) (z>JNrl4j), mKJNA 


JNJVL UUoUU4 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


JNJVL UUoUlo 


nomo sapiens uDiqumoi-cytocnrome c reductase, Kieske lron-suitur polypeptide 
i (ui^lkj h oJ j, nuclear gene encoding miiocnoiidnai piotein, miviN/\ 


JNJV1 UUOUoo 


n A , . c, Q «ia«f. tubulin k^f,) O / T" T IUUO\ tviDAT A 

nomo sapiens luDunn, oeta, z ^ i ujjJjz j, mKJN/\ 


jnjvi vyJDyyy 


Jiomo sapiens iiansiin- associated iactor y i oin/vaj, miviN/\ 


NM 006022 


Homo sapiens transforming growth factor beta- stimulated protein TSC-22 
{ i olzz j, m iv in /\ 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


JN1V1 UUoU/J 


riomo sapiens triadm ( i kujnj, mKJNA 


JNJVL vvjyy/ 


riomo sapiens transcription iactoi-iiRe 1 (JLJ'Ll ), mKJNA 


JNM UUollo 


Homo sapiens transforming growth factor beta- activated kinase-binding protein 
1 (TAB1), mRNA 


JNJVL UUjVoV 


riomo sapiens aido-Keto reductase tamiiy i, memoer jjj (delta 4-j-Ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


JNM UUj9oo 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


JNM (J(JoU4V 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 

(oJNArLO), mKJNA 


JNM UUoUoU 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secieted, ^semapnormj jA (^r^jviAjAj, iukjna 


IN IVL UUOU /Z 


nomo sapiens sman mduciDie cytOKine suDiamny a ^v_^ys-v_^ys memoer zo 

^ 0 ^ 1 AZO J, 111 iv In /a 


1M 1V1 KJ KJD 7(51 


rromo sapiens sarcoma ampiineci secjuence j, iiiin. i > /a 


In 1V1 UUOUj^t 


nomo sapiens rencuion d ^rvirNj) iiirvi>i/\ 


INlYl UUJ7 / / 


nomo sapiens ring nngei pioiem ^v_.onzv_o lypej o ^rviNroj, mrvi>j/\ 


1M1V1 \J\JDy/D 


nomo sapiens r i jvo proxeiii xyiosiiie Kinase o \r i rvo j, iiirvi>j/\ 


Mi\/r nn^Q79 

1M 1V1 WD y 1 z 


nomo sapiens pancreaiic poiypepiicie receptor i yrr i rvij, mrviM/\ 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


JNJVL UUOIU/ 


nomo sapiens acid-iiiduciDie pnospnoproiem ^vj/\^fo-ioj, mrviN/\ 


JNJVI uuouo / 


nomo sapiens neignoor 01 ^kjjsj\ ^jNvJl^j, mKiN/\ 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


JNJVL UUolOo 


nomo sapiens JNei- associated tactoi i (JN/\r i), mKiN/\ 


JNM vvovy / 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 

/"AyfVDT 1\ tx-» D\l A 
^1V1 1 rvLZ HI lv IN /\ 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


JNJVL UUjVJZ 


|i 1 ✓"X -^^^>X y~X £ — 1 ^X -MV^ -tf s~X-4^^ r — 1 -A^V^ -4 j- X £ X 1 <-X »- X -«^X >' J -«>X-« ^ X 1 -i -*^X £*^ UUt A~X >' J ^ X *-"X «X *-"X tf-^. -4- -fl >' J j^X J - ^ / fx /■ III | J 1 ] \ -a~x -V v X 1 j-~X X ^ -> j-' X- "X .-"X 

nomo sapiens mitocnondnai intermediate peptidase (iviir r^Fj, nuclear gene 
encoding mitociiondriai piotein, iiikjna 


jnjvl uur>yj)i 


nomo sapiens ivinL^ class i poiypeptide-ieiated sequence r> ^iviil^Jjj, itikjn/\ 


rNivi uuouo i 


rioiiiu Sapiens iviriv_^ uiiicuiig lacioi, ueia ^ivirr^rjr r>j, inrvi>/\ 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens micro fibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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TvTA ft (\(\ C A 

JNM 005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


JNJVL OOjVzO 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor zD) (Mh,rzD), mKJNA 


JNJVL uioyiy 


nomo sapiens JViADo box transcription enhancei lactoi z, polypeptide t> 
(myocyte enhancer iactor Zr>) (iviJ^rzrS), mKJNA 


JNIVI \)\)jy 1 o 


riomo sapiens maiate aenycrogenase z, jn/\u ^mitocnonQnaij ^iviurizj, nucLear 
gene encocimg rnitocnonciricii protein, mivi>j/\ 




riomo sapiens maiaxe cieiiycirogeiiase i, im/vlj ^soiuuiej ^ivii>/ni niiv in /a 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


IN IVl uuoyiz 


nomo sapiens meianocomn receptor ^iviL^^ivj, mrviN/\ 


in ivi uur>y 1 1 


nomo sapiens metnionme aGeiiosyitiaiisieiase 11, aipna (ivi/\iz/\j, mrviN/\ 


jnivl uuoyuo 


nomo sapiens mannosiciase, oeta j\ 9 lysosomal ^jvlajnoaj, mrviN/\ 


IN IVL VVJyVJ 1 


nomo sapiens mannosiQase, aipna, ciass i/v, memoer i (ivi/vin i/\i mrviN/v 


NM_005898 


Homo sapiens membrane component, chromosome 1 1 , surface marker 1 

r\/T1 1 Q 1 mt?TvTA 

(ivi 1 1 o i j, m is. in j\ 


JNJVL UUOUOU 


nomo sapiens zmc imgei piotem, suoiamiiy ja, i (iKaiosj (z>JNriNi/\i j, mKJN/\ 


IN IVL OOoOjV 


nomo sapiens lammm, gamma ^ (LAjvlujJ, m k jn a 


IN IVL UUOUjo 


nomo sapiens spermatogenesis associateu rui (rvi/v/\u /d / j, miviN/v 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 

(Jourjuj, II l Iv IN JA 


IN IVL KJyJjoy / 


nomo sapiens inn acistemai /\ paiticie-promotea poi^^epiiQe {lrr), mrviN/\ 


IN IVL VJVJJ 070 


nomo sapiens isocitrate cenycrogenase i (iN/\ur+j, soiuoie i^iuni j, itlkin/v 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


JNJVL UUolzU 


nomo sapiens major histocompatiDinty complex, class 11, uivi alpha (JiLA- 
DMA), mRNA 


JNJVL UUoUzo 


nomo sapiens ni histone iamiiy, memoer A (hirAj, mKJNA 


JNJVL UUoUM 


Homo sapiens rrJ/Oj-LlKii z (rlioM^z), mKJNA 


NM_006079 


Homo sapiens Cbp/p3 00 -interacting trans activator, with Glu/Asp-rich carboxy- 
teiininai domain, z (Uii liiJZj, mKJNA 


NM_005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 

(UDjjL), mKJNA 


TvTAvl" AA/CA1/: 

JNJVL UUoUlu 


nomo sapiens io4 antigen, siaiomucm (UU io4), mKJNA 


NM_006078 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 2 

(UACJNOzJ, mKJNA 


NM_006030 


Homo sapiens calcium channel, voltage- dependent, alpha 2/delta subunit 2 

(UAUJN AZ1JZJ, mKJNA 


NM 006085 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNT1), mRNA 


A.TA ft AA/:A1 C 

NM 006015 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, sublamily 1, member 1 (bMAKLr 1), mKJNA 


JNM OOoOoo 


nomo sapiens alao-Reto reductase lamily l, member A l (aldehyde reductase) 

/ A 1/ D 1 A 1\ *vit? A.T A 
(AjNKJAJ ^, mKiNA 


JNIVL UU J o91 


nomo sapiens acetyl- coenzyme a acetyitransierase z (aceto acetyl coenzyme a 

llllOlaSe ^ ^.rVV^.rv 1 Z^l, III IN IN /\ 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


TsJA/T nnzLn^A 
iNlVl UU^UDO 


nomo sapiens caioonic annyQiase viii (laoj, ihkina 


IN 1V1 UUJOOH 


nomo sapiens iiicUNoiiii, ling iiiigei pioiein, j> ^ivtrvxviNj j, iiixviNjrv 


NM 005662 


Homo sapiens voltage- dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4. 5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitm fusion degradation 1 -like (UFDIL), mRNA 
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IN IVL UUj / UO 


nomo sapiens luinor suppressing suondnsieidoie cdniiLUdie h- (l ool-m-j, mrviN/\ 


IN IVL UUj / ZJ) 


nomo sdpiens tetrdspdii j (i ox /vino j, miviN/v 


IN IVL UU.J / Z / 


n OHIO Sdpiens leTlaSpalL L ^ 1 or Al>l - 1 111 IN. IN /A 


NM 005658 


Homo sapiens TNF receptor- associated factor 1 (TRAF1), mRNA 


INJVL UUDoUZ 


ltioltlo sapiens tultlol pioieLn poj-DLnoing protein ( JrjjDFLj, nirviN/v 


IN IVL UUJ /^y 


nomo sapiens nansQuceL oi ckddz, l ( jujjJ j, niKJN/\ 


JN1V1 UUjojj 


rionio sapiens lurrJ mauciDie eaiiy giowtn response (LIcajj, itlkjn/\ 


injvl uudodj 


riomo sapiens iranscnpnon iactor Liz iiliz j, mKJN/\ 


IN IVL UUJOD4 


riomo sapiens nuclear receptor suDiamiiy z, group r, memoer i ^iNtvzr l j, 

III rv IN /A 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


IN IVL UUjOOj 


nomo sapiens similar to o. cerevisiae ooivi^f y i iid*+ mrviN/\ 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


JNIVL UUZ> o4V 


riomo sapiens transcription iactor 1 / ( iLr L / J, mKJN/V 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)- associated iactor, RNA 
polymerase II, K, 1 8kD (TAF2K), mRNA 


JNM (J(Jjo4J 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 
polymerase II, I, 28kD (TAF2I), mRNA 


"XT A A f\ AT/ /I 1 

JNM_UU5641 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 
poiymeiase n, ii, /u/ojkLJ ( Lyvrzr^j, mKJNA 


JNM_UlOu /V 


Homo sapiens 1A1A box DLnclLng protein (l r>Pj-associated iactor, KJNA 
poLymeiase i, l^, i iukjli ^ i/\r ii^j, mrviN/v 


NM_005681 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 
poLymeLase i, /\, 4oku i /\r l/vj, mrviN/\ 


IN IVL uujojv 


nomo sapiens synaptotagmm 1 (o y i ij, miviN/v 


IN IVL UUDOjo 


nomo sapiens synaptourevin-iiKe l irsi^Lj, mrviN/\ 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


JNIVL UUjo/1 


nomo sapiens splicing iactor 3U, survival oi motor neuron-related (orr juj, 
mRNA 


JNIVL UUjCo4 


nomo sapiens oKY (sex aetermmmg legion Y j-dox d {&kJj±j> j, m K IN A 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


JNM (JUjozV 


Homo sapiens solute earner lamily o (neurotransmitter transporter, creatine), 

*v^/-»*v»K^*. O /CT ^ A A QA *^DX.T A 

memoei o (oLtoAoJ, rnKJNA 


JNJVLUUjoJU 


nomo sapiens solute earner lamily zl (prostaglandin transporter^, member z 

^<ZT C^l 1 A OA rv^T?7vTA 
(oLLZ L AZJ, rnKJNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 

(jL L 1 /\ j In lv IN i\ 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


JNIVL UUjo / / 


\ I ^~x 4 'X-'X j-"X /~1 ^~ V -4>x -4 /-~x -4'X i" — < <■ — a 4X 1 -4 _i""X -4 4 ^X y^v- -E— j—v -4- y~X -4X _Z j—x /~1 -4 -4 -a 4 -4-X 4 -4- )| 1 f ■ 1 1 r 1 1 / ^fc. 1 d J f\ 1 \ -4^x>X 1 M I^L 1 /V 

nomo sapiens splicing lactoi 3a, subumt i, izukjj (orjAi j, rnKJNA 


JNM (JUjozj 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


JNM UUjozJ 


nomo sapiens small inducible cytokine sublamily A (Uys-Uys J, member o 
(monocyte cnemotacttc piotem z) (oLi Aoj, itlkjna 


INJVL UUDOZ4 


nomo sapiens sman mcuciDie cytoKine suoiamuy a (L^ys-L^ys j, member z j 
(o^ i azj m In. in /\ 


IN IVL UUJOjU 


nomo sapiens spiicmg idctoi j)u, suuumt h-, ^7Kij ^or jD^j, liil\un/\ 


TnTM 00S779 

±>I1V±. UUJ / / ^ 


±±vjiiivj &ciuit/ii& rvi>i J rA_ v^yv^ici&t/ iivjiiivjivj^ iiviNrvv f, ill i\. i > / V 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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ata/t nn^Ari7 

JN1V1 UUjDU/ 


nomo sapiens r i jvz piotem tyrosine Kinase z i JvZ), miviN a 


ATA,f nd^HQQ 
JNJVL UUJ /o7 


nomo sapiens pioteasome (prosome, maciopam) activator suDunit d ^azo 

rTQTYlTYlQ- 1^1^ rPQA/TF^ TYlT?ATA 

ganinid, IVl J ^xolVlJ-O ), 111 IV IN r\ 


1N1V1 UUOO /Z 


rioiiio Sajjiens piosiate stem ceil aiitigeii ^roLAj, iiiivi>i/\ 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


ATA/T Cid^OO 

inivi wj i zy 


riomo sapiens peptiayipioiyi isomeiase r ^cyciopninn r ) (rrir j, mrvJN/\ 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


JNJVL UUj/Uy 


riomo sapiens I DA- / j protem (riJZ>-/j/JN Y-uu-Joj, niJviN A 


ATA/1" nn^7<7 

JNJVL UUj/o/ 


riomo sapiens purmergic receptor (lamily A group j ) (rzYj J, mKJNA 


JNJVL_UUjoJ j 


Homo sapiens solute carrier lamily l / (sodium pnospnate), member z 

(oJLL.1 /AZJ, 1T1JKJNA 


ata/t nn^7Q^ 
jnjvi uuj / vj 


Homo sapiens nucleoside dipnospnate Kinase type o (mniDitor ot pr> J -induced 

cinnnfnc ic Qlr\ViQ^ / K! \ 4 9 ^ 1-4 ml? AT A 

apoptosis-aipnaj ^iNiviz^-noj, mrviN.rv 


NM 005600 


Homo sapiens nitrilase 1 (NIT1), mRNA 


ATA/T HfK^QG 
JN1V1 \J\Jj>Z>y¥ 


nomo sapiens nescient nenx loop nenx z (rNni^nzj, mrviNA 


ATA/T nn^^QQ 


nomo sapiens nescient nenx loop nenx i (iNrii^rii j, itiisjna 


ATA/T nn^^QA 
INIVL UUDDyO 


nomo sapiens nucieai iactor 1/J3 (iNriJDj, mrviNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


ATAyT 


nomo sapiens nascent-poiypeptide-associated complex alpna polypeptide 
(NACA), mRNA 


JNJVL Uvjjyj 


nomo sapiens myogenic tactor d (iviir jj, mKJNA 


JNJVL UUjOVz 


nomo sapiens muscle, skeletal, leceptor tyrosine Kinase (MUoKj, mKJNA 


NM_005845 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 4 

( A t>L L 4 mKJNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and 1 1 iivi domains), memoer z (i^iLKtszj, mKiNA 


JNM UUjOoo 


nomo sapiens mepnn A, alpna (FAHA peptide Hydrolase) (JVLiiFiA), mKJNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 

/ "W T ^"~X "W r X - -X^X 1 'X -X>X -XX W ^X W *~X -XX J /X \ # 1 X /I 1 j m j ■ /% \ X *X 'X 1 J f^X 1 /X 

(myocyte ennancer iactor zAj (ivliirZA), mKJNA 


JNJVL UlDolU 


nomo sapiens Killer cell lectin- liKe receptor suDiamiiy o, member 1 (JvLKuJj, 

*vi r? AT A 
m K IN A 


ata/t nn^^si 

JNJVI UUJOol 


nomo sapiens Lutneian oiood gioup ^Auoeiger d antigen included) (i^u ), mKJNA 


ATA/T nn^^'7Q 
INIVL UUjj/o 


nomo sapiens juiivi domam-coiitamiiig preierred translocation partnei m lipoma 

fj pp\ ml? AT A 
\ L^[ i j, 111 iv In /a 


ATA/1 00^77 


nomo sapiens iipo]jioteiii, r^p^d) (i^r A), miviNA 


TsiA/T nn^^7^ 

1M1V1 UUZ)Z)/0 


nomo sapiens lysyi oxiciase-iiKe i (lual i ^i, in ivi n /a 




nomo sapiens idiii in d i ^ l^ivi ind i ^, iiirv i n /a 


ata/t nn^^79 

1M1V1 UUDZ) /Z 


nomo sapiens lamm r\j ^i^iviim/\), m ia i > r\ 




T— 1 ATM A COT^I/^nC 1 I \ /I 1l ATY1 AaI^AV «TA+P1t1 1 / I 1 — 1 A^" 1 \ TYlT?^VT A 

nomo sapiens i^rivi nomeooox protein i ^ljiai ), iiiia in r\ 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


inivi uurooo 


nomo sapiens lactate uenyQrogenase a ^i^unA), itikina 


ataa nn^^A/i 

INIVL 


nomo sapiens npocann z (oncogene Z4pj ) (i^^inz), mKiNA 


INIVL UUZOOo 


nomo sapiens ladmm i (lauj ), mKiNA 


ATA/T nn^^^A 

INIVL UUrOJO 


1 1 j-~x *--X'^ /--\ j-^ a-v x--x -1 /~V -f-A 4^1 1 ^- /--x -xx ^x j j.-x / / l^' IJ 1 / \ *-x -x I J 1 /V 

nomo sapiens Keiatm / (js^ki /), mKiNA 


atA/T nn^^^7 

INIVL UUrOD / 


nomo sapiens Keratm i o ^iocai non-epidermo lytic paimopiantar Keratoderma ) 
(KRT16), mRNA 


aja/T nn>^^ 

IN ivl WJDJJ 


nomo sapiens Kciaiiii, cuucie, uiiiaiirgii suipiiui i ^jvxvimi iiirvrN/\ 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium- activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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JNJVL UUjj4V 


nomo sapiens potassium voltage-gated channel, snaker-reLated subfamily, 
memDer iu ^isj^jnaiuj, rnKJNA 


1N1V1 UUC04o 


j^Lomo sapiens lysy 1-1 iviN /\ syntnetase ( j ? m k in /\ 


INIVI UUZO^t / 


n 01110 sapiens lnvoiucim (ivlj, iiikjn/\ 


1M1V1 


riomo sapiens lmniunogioDuiin supenaniiiy containing leucme-ncn repeat 

loLlV 11 1 IN. IN /\ 


1M1V1 yJVJODJ 


nomo sapiens liocjuois-ciass nomeociomdin protein ^iiv J A.-z/\ y ), miviN/\ 


IN 1V1 UUjj'r i T 


nomo sapiens msuim lecepioi suosnaie i ^irvoi miviN/\ 


ATA/1 nn^^A^ 

1NIV1 UUZOHO 


nomo sapiens msuiin-iiKe d ^i^eyuig cenj ^iinoi^jj, mxviN/\ 


1N1V1 UUZ)J>H-Z 


nomo sapiens msumi liiciuceu gene i niNoivji mrviN/\ 


IN 1V1 UUZ) H 1 


nomo sapiens mosixoi poiypiiospiiaie-j-piiospiidTdse, i^dklj ^iinjtJl jlj), mrviN/\ 


INJVL UUrO-jV 


nomo sapiens mosiioi poiypiiospiidie-o-pnospnaiase, ^ukjj ^iiNJrr miviN/\ 


1N1V1 / 


nomo sapiens mmuiior oi growin i iamiiy, memuer i ^iinvji miviN/\ 


ata/t nn^^^^ 

INIVI UUZ)Z)J)Z) 


nomo sapiens mierieuKin iz recepior, oeia i ^ il i z in d 1 in in in /a 


ATA/T nn^^^9 

1NIV1 ZOZ 


nomo sapiens mieneion, dipiia-mciuciDie pioxem z/ ^inz / mrviN/\ 


ata/t nn^^^i 
inivi uuco j i 


nomo sapiens mierieion, gamma-mQiiciDie pioiem 10 ^ifiioj, miviN/\ 


IN1V1 UUJZ>J>U 


I — I / -\ / \ com auc i i ■ / x / * i -f- -f- /T \~\ \ i / \ f»/\fT n *i i 1 'x /^NT A I ^ — I — \ oli^lio / 1 1 ^ I — I ^2 A \ "lXll?^VT A 

nomo sapiens lsociiiaie cieiiycuogenase d ^in/\j_^ i j aipna ihinin/\ 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


ata/t nrK^oo 

INIVI \J\)Z>DZo 


nomo sapiens near snocK ^ukjj pioiem z ^noJr rz miviN/\ 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


JNJVL UUzOzj 


nomo sapiens nyciioxy steroid (1 1-Detaj cieiiycirogeiiase 1 (noDi loij, mKJN/V 


JNJVL UvjjZZ 


nomo sapiens nomeo Dox /VI (hUAAl J, m J< In A 


JNJVL UUjOzI 


homo sapiens nomeo box 11 (l-cell Lympnoma J-associated breaKpomtj 

A^fHYl 1 \ D\1A 
( JiL^A 1 1 J, 111 Jv IN A. 


ata/t nncc 1 Q 
JNJVL UUjjJo 


nomo sapiens j-nyciroxy-o-metnyigiutaryl- coenzyme a syntnase z 
(mitochondrial) (HMGCS2), mRNA 


ata/t nn^^ 1 ^ 


nomo sapiens nomeo dox n t> v ^ni^Arsyj, ni iv in a 


ata/T nn^^ 1 ^ 

JNJVL UUCO 10 


nomo sapiens major nistocompatiDinty complex, ciass i, a, ^nLA-iij, itij\ina 


TvTA>f AA^7 1 O 
JN1VL UUJ / 1Z 


nomo sapiens ticKV-n l i rc-associatnig i ( n n la i j, ni k in a 


ata/t nn^Q/i/i 

1N1V1 UUDo44 


nomo sapiens r i^ivr>i i iamiiy meniDei in ivinL. ciass i legion ^nL.vji^j, miviNA 


NM 005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 

jOJCJJ ) ^OlrZiil J, m l\ IN A 


ATA/T AA^AQQ 

JN1VL UlDuo d 


nomo sapiens kj piotein-coupieci leceptor jj (ui^Kjj), niKiNA 


ata/t nn^AQ/i 

1N1VL ULD0o4 


nomo sapiens kj piotem-coupieci leceptoi dz (OrrCDzj, miviNA 


ata/T nn^^ 1 o 

1N1VL UUjOIz 


nomo sapiens giycopiotem a repetitions predominant ^uaki^ j, miviNA 


ata/t nn^s^i 

1NIV1 UUOoJl 


nomo sapiens tumoi suppressoi deleted m oral cancer-reiated i ^UvJL^-iivj, 
mRNA 


ATA/T Cid^HAd 
INIVI UID /4U 


nomo sapiens dyiiem, axonemai, ngiit polypeptide 4 (uiNAi^4j, mivrsiA 


ATA/T nn^C70 
1NJV1 UUDo /z 


nomo sapiens Dieast caicmoma ampimed sequence z (j^laoz), miviNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


ATA/T AA^CAA 

JNJVL UUjoUU 


nomo sapiens nigniy cnarged protein (UiooiUoiij, mKJNA 


NM (J(J575z 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supeiiamuy memDer i (cartilage- derived ) y\sL^c,\^&r i j, itikjna 


ata/t nn^^ri7 

JNJVL VVDJyJ/ 


nomo sapiens coiinn i ^non-musciej (li^lj miviNA 


ATA/T nn^QO-N 
INIVI UUjoZj 


nomo sapiens J\Ao guanyi leieasmg protein z (calcium and UAO-reguiatedj 
(RASGRP2), mRNA 


AJA/T 00^77^ 
INIVI UUJ 1 I D 


I — I ( a i^>~i / a com atic 7111^ fin (tpi* ix i"*/ a ^ 1 O ^ / '/ N.I I— T O ^ /-\ \ iv> T? AT A 

nomo sapiens zinc inigei pioiem zjo (ZjiN-rzoo^, niiviN.rv 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM 005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


JN1V1 ULOooJ 


Homo sapiens adenomatous polyposis coli like (AFUL), mKJN A 


JNJVL UlDoJO 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


JNJVL KJKjZvZd 


Homo sapiens fibromodulin (FMOD), mRNA 


JNIVL UUUlUo 


rlomo sapiens dinydroiipoamide dehydrogenase (rio component 01 pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
Genycrogenase compiexj ^ui^uj, mrviNA 


A.TA/f C\C\ 1 AO 1 
JN1V1 UU10Z1 


riomo sapiens aryL nycrocaiDon receptor (Arirvj, mKJN a 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


JNIVL UU1 1 UU 


rlomo sapiens actin, alpna i, SKeLetaL muscle (At J aij, mKJN A 


JNIVL UUU104 


Homo sapiens argmme vasopressin leceptor z (nepnrogemc diabetes insipidus) 

/ A \/PDO\ i-»-> DMA 
(A. V r IvZ J, mrvlNA 




nomo sapiens zinc linger pioiem zdd ^z^iNrzoD j, mrvLNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mrvL>/\ 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


JNIVL UUZ>4W 


Homo sapiens oUiviu-i activating enzyme suDumt z (UrSAZj, mKJN A 


JNJVL UUj4z/ 


Homo sapiens tumor protein p73 (TP73), mRNA 


JNJVL Ul04Zj 


Homo sapiens transition protein z (during nistone to protamine replacement; 

/ r 'T r ^TPO^ DMA 
( llNrZJ, nirvlNA 


JNJVL UUD4Z4 


nomo sapiens tyrosine Kinase with immunogioDuiin and epidermal growrn iactoi 
nomoiogy uomaiiis y Lic), in ivi n /a 


In 1V1 UUj4Zj 


nomo sapiens ireioii iacior z ^spasmolytic protem 1 j ^irrz j, mrvrN.rv 


1M1V1 UUj'tZZ 


rromo sapiens tectortn aipna ^ i nv^ i 1 1 1 iv in /a 


INIVI UU04Z1 


nomo sapiens i-ceu acute lympnocytic leuKemia z ^i/At^zj, mrvi>i/\ 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


1N1V1 UUD41o 


nomo sapiens suppiession ot tumongenicity r> (oi jj, niKiNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


JNIVL UUj41o 


nomo sapiens small pioiine-ncii piotem 5 (or KKj j, mKJN A 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAIP), mRNA 


TV T A /f AAf /I 1 O 

NM 005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 

mKJN A 


JNM (JUj4Uo 


Homo sapiens small inducible cytokine sublamily A (Cys-Cys), member 1 3 

(oL i Al j J, mrvlN A 


JNJVL UUD4UZ 


nomo sapiens v-rai simian leuxemia virai oncogene nomoiog a (ras leiatedj 
(RALA), mRNA 


TvTA/T 

1N1V1 UUDJy/ 


nomo sapiens poQOcaiyxm-iiKe ^ i uual j, itiin.in/\ 


JNJVL UUDJ?yD 


nomo sapiens postmeiotic segiegation increased z-iiKe y ^rivioZi^yj, mrviNA 


JNJVL UUDJy4 


nomo sapiens postmeiotic segregation increased z-iiKe o \r iviozi^o j, mrviN a 


JNIVL UUjJVU 


Homo sapiens pymvate deiiydiogenase (iipoamide; aipna z (rUHAZj, mKJN A 


IN IVL UUDJ)oV 


nomo sapiens protem-i^-isoaspartate ^u-aspartatej u-metnyitransrerase 

\r \^1V1 1 1 J, 111 IV IN /A 


xr\/r nn^zt^n 

rNlVl UUJHOU 


nomo sapiens noggin ^im^joj, niix in r\ 


IN1V1 UUjjoO 


nomo sapiens neuionatm ^i>jim/\i j, mrviNy-v 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


IN 1V1 \J\J3 DO J 


nOlIlO SdpieilS SlalltlalSe Z ^CyiOSOllC SlallClaSe^ ^INlZ/UZ^, lIlrviNj'-v 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha- linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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JNJVL 


nomo sapiens membrane protein, parmitoylated z (JVLAOUK p:o subiamily 
memoer z) (jvir r z), mKJNA 


xta/t nri^ini 
JNJVl Id 


nomo sapiens myeiopronieiative leuKemia virus oncogene (JVLri^, mKJN/\ 


XTA/T f\C\<L^70 
1N1V1 UUDo 1 Z 


riomo sapiens v-mos jvioioney murine sarcoma virai oncogene nomoiog (^iviuoj, 

m P XT A 
111 Iv In /-\ 


1 N 1V1 UUJT-J7 


nomo sapiens myeioici leuKemia iactor z v jvii^fzj, miviM/\ 


JNJVl UUZj-jO^ 


xiomo sapiens ivi^f.z cen line cienveu iTansioiiTiing secjuence v iviv^fzj, miviN/\ 




nomo sapiens myogioum ^iviijj, inivi>/\ 


JNJVl UUZjjOJ) 


nomo sapiens melanoma anngen, iamiiy /a, o ^ ivi /\ vj c/a o mivi>/\ 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


xta/t nn^'JAi 
injvl uud Joi 


nomo sapiens meLanoma antigen, iamiiy /\, z v ivjl/\o±i/\zj, miviN/\ 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


JNJVL UlO j j / 


homo sapiens lipase, normone- sensitive (Lir rs), mKJN/V 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM 005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM 005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NM 005456 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 1 

( IVI Al Ivo 1 1 1 ), mKJNA 


JN1VL UUJJ4J 


Jlomo sapiens v-na-ras narvey rat sarcoma viral oncogene liomolog v nK/\bj, 
mRNA 


NM 00j54z 


Homo sapiens mgn-mobility group (nonhistone chromosomal) protein 4 

/ n \AC^A \ tyiPXTA 
\ 0 1V1 vJ^+ llllvl\/\ 


xiAyr nn^^/i 1 

JNJVl ULO.541 


nomo saj)ieiis o l i - is. ru p p e i iamiiy memoei n iviv j ( n iviv ^ j, itiktma 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


ATA yT AAC/m 

JNJVL UID4 / / 


Homo sapiens nyperpoiarrzation activated cyclic nucieotiae-gateci potassium 
cnanne i 4 ( hl in 4 j , miviN j\ 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


N1VL UUjjJ4 


Homo sapiens host ceiL tactor Li ( Vr lo-accessory piotem) (nLrL Jj, mKJNA 


NJVL_UUj J J J 


nomo sapiens holocytochrome c synthase (cytochiome c heme-lyase) (nCCbj, 

mKJNA 


xta/t nn^^oc 

JNJVL UUjJZo 


nomo sapiens nyaiuronan synthase z (nAozj, mrviNA 


xta,t nn^^07 

JNJVL KJKjjdZI 


nomo sapiens i^-j-nyQroxyacyi-v^ oenzyme a dehydrogenase, snort cnam 

/L| A nH <sir^^ mPXTA 




nomo sapiens nj msione, iamiiy dd \lij.dd) ^njr jd j, miviN/\ 


JNIJVl UUZOZl 


nomo sapiens ni nisione iamiiy, meniDei (nir^j, mrvrvjA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


xta/t 1 q 

JNJVL KJKjJDiy 


nomo sapiens ni nisione iamiiy, memuei z ^nirzj, mivJNA 


JNJVl \J\)jdZj 


nomo sapiens hi histone iamiiy, meniDei i (hir ij, miviNA 


JNJVL UUjJ Jo 


1 y-x -«^>^ y~V i~1 ^X -M>^ -• y-*X-«'X / "t V F| 1 -fc 4 < ^ -4- y-X /-"X -§- /A ~4^>% -fl 1 T T -«^X^ y-"X -«^X-*% /-"X 11 / I 1 1 J f 1 \ ^ "X -V 1 J f^X 1 / \ 

nomo sapiens ni histone iamiiy, membei u (niruj, miviNA 


JNJVL UUj4jV 


1 1 y"X y-"v J^l -i-A /A i - ^ y^X-"l -m m"~^\ *^X X T 1 <^"X y--X y~X -w- -r r^m 1 j^X y~X j^X y"X -4 -w- t y-X -M If /■-_-! / /\ 1 # \ 4^X>-^ 1 _J 1 /\ 

nomo sapiens guanyiate cyclase activator JL (uULAJL), mKJNA 


NM 005316 


Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 

/T.TP') W 1 ^ mPXTA 
(UJrZHl J, miviNA 


TVTA/f AAC'3 1 C 

1N1VL UUJjlJ 


1 1 y-X ^'X'^ y-X f-1 y-X » "X -1 /-X •i'X y~X- y-X y-X y-* /-X y-X y-X y-J 1 H 1 r y-X it-— ■ 1 \ IJ 1 /\ 

nomo sapiens goosecoid-iiKe (vjoCi^j, mKiNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 




nomo sapiens glucose leguiaied pioiem, jokij ^oivi^Doj, nuviNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM 005309 


Homo sapiens glutamic -pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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iNlYl KJKJJDVJC) 


nomo Sapiens 0 proiem-coupieu recepior Kinase d ^ur r\j>o j, mrvr>/\ 


1M1V1 UUJZOO 


nomo sapiens 0 proiem-coupieu lecepioi 0 ^ur ivo j, mrviN/\ 


rNivl \J\JD ZQD 


iioiiio Sapiens o proiem-L/Oupieci recepior / ^O-rrv/ mivi>j/\ 


TsJA/T nn^9^4 


iioiiio Sapiens o pioiem-eoupieci lecepioi o ^vjrr ivoj, nnviM/\ 


1M1V1 UUJ^JO 


nomo Sapiens o proiem-eoupieu reeepior j i ^vjrivz) i ^, mivi>j/\ 


INlYl UUjZOZ 


nonio Sapiens o pioiein-eoupieci lecepioi ^+ ^oriv^tj, miviM/\ 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


1N1V1 UUDJUD 


riomo sapiens o protem-coupieu lecepior ^+z ^or-K^-zj, mivrN/\ 


JNJV1 UlOU^f 


nomo sapiens o proiein-coupieci lecepior 41 (OrrC4i miviN/\ 


1N1V1 UICjUJ 


riomo sapiens o piotem-coupieQ lecepior ^Oriv^uj, niivrsi/\ 


JNJV1 UlDZol 


riomo sapiens o proiein-coupieci lecepior ^ (ur ixj j, mKJN/\ 




riomo sapiens i_r protem-coupiea receptor J / (enaotnenn receptor type r>-iiKe ) 

\\_f I I\j / J, 111 iv 1>J /a 




nomo sapiens o proiem-coupieu recepior jj ^orrvjjj, mrvi>i/\ 




nomo sapiens v_r proiem-coupieti recepior ^O-tivjh-j, mrviM/\ 




nomo sapiens o pioiem-coupieu recepior j i ^urivj i mrvi>i/\ 


1N1V1 WD zyo 


nomo sapiens o pioiem-coupieQ lecepioi zj ^orrvzoj, mrviN/\ 


XTA/T 00^ 9 Q7 
INlYl KJKJDZy 1 


nomo sapiens o proiem-coupieci recepior z^t ^orivZH-j, mrvi>j/\ 


INIV1 UUJZ7O 


nomo sapiens o pioiem-coupieci lecepioi zj> ^urivz j j, mrviN/\ 


INIYl \J\JD zyD 


nomo sapiens vj proiem-coLipieci recepior z,z. ^vj-rrvzz-j, iiirviN /\ 


INIYl 


nomo sapiens \j pioiein-coupieci lecepioi zi ^vjrrrvzi iiirviMj'-v 


XTA/T nn^9Q^ 

INIYl UUZ)Z:0 


nomo sapiens o proiem-coupieci recepior zu (^ur rvzuj, mrviN/\ 


XTA/T 0fK97Q 
in ivi ww J z / y 


nomo sapiens o pioiem-coupieci lecepioi i ^vjrrvi mrviM/\ 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


xta/t nn^9on 

iNlYl V\JDZy\J 


nomo sapiens o pioiem-coupieQ lecepior id ^orrviDj, mrviN/\ 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


JNJV1 UIDZ/O 


homo sapiens glyceioi-J-pliospnate cleiiyaiogenase l (soluble) (Or JJl ), mKJNA 


JNM UUjz/j 


riomo sapiens guanine nucleotide Dinclmg protein- like 1 (OJNLl), mKJNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 

(CJJNC_r^j, mKJNA 


JNM \)\)jZ/5 


riomo sapiens guanine nucleotide binding protein (O protein), beta polypeptide z 

(OJN.L5Z), mKINA 


jnivi uudz / 1 


nomo sapiens giutamate Qenyurogenase i (O-Luui ), huvina 


1NJV1 VVDZoy 


nomo sapiens glioma- associated oncogene nomoiog (zinc linger protein) (OLi), 

IlllvlN r\ 


xta/t nn^9^zL 

1N1Y1 UU3ZOH- 


nomo sapiens or-'iMr iamiiy recepxoi aipna i ^uri\/\i j, mrviN/v 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


INivl UU3ZDO 


nomo sapiens giowtn anesi-speciiic z (UAoZj, mrviNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


JN1V1 UvjZjj 


nomo sapiens rUo-iiKe antigen z (rUoLzj, mKJNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXGIB), mRNA 


JNM (JloZM 


Homo sapiens forkhead box C2 (MFH-l, mesenchyme forkhead l) (FOXC2), 
mRNA 


NM U(J5z48 


nomo sapiens Cjardner-Kasneed telme sarcoma viral (v-tgr) oncogene nomoiog 

(rOK), mKJNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_00523 1 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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JN1V1 ULOZZ / 


rlOniO Sapiens epmlli-/\4 (Jj,rJN/\4J, In in. IN /\ 


JNIVL KjKjjZZd 


nomo sapiens oeoxyiiDonuciease i (ujnaoIM j, mKJNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


JNJVL UIDZZU 


Homo sapiens ciistai-iess iiomeo Dox 5 (ULAj), mKJNA 


JNJVL UlDZlo 


rlomo sapiens aolicnyl-aipnospnooligosaccnariae-protein glycosyltranslerase 

(JJL/Uo 1 J, 111 K IN /\ 


JNJVL UUjZIj 


rlomo sapiens aeietea m colorectal caicmoma (JJttj, mKJN/\ 


JNJVl ULO^oO 


riomo sapiens ijjn/\ segment, smgie copy, prooe pri4 ^iransiormmg sequence, 
thyroid- 1, (D10S170), mRNA 


IN 1VL UUDZlH- 


riomo sapiens cyiOToxic i -i3 / mpnocyTe-associaTeQ piotem 4 ^^11^/^.4^, mrviN/\ 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


JNJVl UUj4VZ 


Homo sapiens cystatin o (cystatm-reiatecl epicliclymai speciticj (Uoio), mKJNA 


ATA/f r\f\Z'~) 1 O 

JNJVL UIDZIZ 


Homo sapiens casern, Rappa (CoJN lUj, mKJNA 


NM 005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NM 005204 


Homo sapiens mitogen- activated protein kinase kinase kinase 8 (MAP3K8), 
mKJNA 


JNJVL vvjZvk) 


Homo sapiens cell matrix acliiesion leguiatoi (LiviAK), mKJNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 

mKJNA 


NM 005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 

mKJNA 


ATA A f\f\G1C\1 

JNJVL (JUMbo 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


JNJVL UUjjyi 


Homo sapiens LUoU antigen ^uuzo antigen iiganci i, r$/-i antigenj (dJoUj, 
mRNA 


JNIVL UU j loo 


Homo sapiens uas-rsr-ivi (^murmej ecotropic retroviral transiormmg sequence 

^L^rJi^j, 111K1NA 


NM 005185 


Homo sapiens calmodulin- like 3 (CALML3), mRNA 


XTAyf AAC1 Q/1 

JNIVL UlDlo4 


Homo sapiens calmodulin J (pnospnoryiase Kinase, cieitaj (l^ai^ivijj, itikina 


ATA/f nriC/lC2 

JNJVL UUj4oJ 


Homo sapiens cnromatm assembly tactor l, suDunit A (pi Mi) (thAr lAj, 

™ T? XT A 
mKJNA 


TSJA/f C\Ci^A A 1 

JNIVL UU j441 


Homo sapiens cmomatm assemoiy tactoi 1, suDunit r> (pouj (LJiAr 1 ±3 mKJNA 


NM_005183 


Homo sapiens calcium channel, voltage- dependent, alpha IF subunit 

(LAUl>IAlr J, III Iv IN t\ 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


ATA A f\f\Z.AAQ 

JNJVL UUj44o 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


ATA A f\r\G1HQ 

JNM UUj 1 /o 


Homo sapiens r>-cell LLL/lympnoma 3 (riCLJ), mKJNA 


ATA/T AA^m 

JNIVL UlO 1 / / 


Homo sapiens A 1 Fase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory piotem ia (i iu/ 1 ioku j (aifojn iaj, mKiNA 


JNJVl UUD 1/4 


Homo sapiens Air syntnase, n+ transporting, mitocnonQnai r i complex, 
gdiTiiTia poiypepiicie i ^Air jli j, mrvrN/\ 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


JNJVl UUD 1/1 


Homo sapiens activating tianscription iactor i ^Air i j, mi\JN/\ 


JNJVl UUDIO/ 


Homo sapiens ras nomoiog gene iamny, memoer l \/a ivri l m i\. in /\ 


JNJVl UID lOO 


Homo sapiens amyloid Deta ^A4j precursor-UKe protein i (ArLri j, mKLNA 


JNJVl UIDIOO 


Homo sapiens aicoiase iructose-Dispnospnate \Psa^yj\J\^)^ mKLNA 




noiiio sapiens v-ajvi iiiu-iiiie Liiyiiioiiia vnai oiicogeiie iioiiioiog i ^rvrvi i 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor- like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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JNJVl UUMzl 


nomo sapiens myxoid normone receptor-associated protein, Z40 KUa suounit 
(TRAP240), mRNA 


JNJVL UUjU/V 


> 1 »"X «^~X * — < rf~X -4^X X y*-x -™ -m « -X »-x -<X -*^X -*X *"~X / — V -a 1 ■ J § It 111 1 ^Xv J \ « -x -x 1 9 I^L 1 /% 

nomo sapiens tumoi piotem U5Z (irU5Zj, mKJNA 


JNJVL \)K)j\)y 1 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


JNJVL UUjUVZ 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 8 
(TNFSF18), mRNA 


TvTA/T flA^ 1 1 Q 

JNJVL KJKJD 1 1 0 


riomo sapiens tumor necrosis tactor (Ugancij superiamiiy, memoer 15 
(TNFSF15), mRNA 


JNJVL UU J 14/ 


riomo sapiens tumorous imaginai discs (Uiosopniiaj nomoiog (iiui), iiikjna 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


JNJVL 005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23A1), mRNA 


"VTA 4" f\C\£ ATA 

JNM_005070 


Homo sapiens solute earner family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


JNJVL 005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 

(oLLl /A 1 J, m I< IN A 


JNJVL_0050 / J 


Homo sapiens solute earner tamiiy 15 (oligopeptide transporter), member 1 

(oLLJjAJ J, ITlrviNA 


JNJVl UUOU/Z 


riomo sapiens soiute carrier iamny iz (poiassium/cnioriQe transportersj, memoer 
4(SLC12A4), mRNA 


JNJVl UUDUOJ 


nomo sapiens stearoyi-L^oA uesatuiase (QeiTa-y-Qesatuiasej (oL^uj, miviNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


JNJVL 00505V 


Homo sapiens reLaxm z (hzj (KLJNz), mKJNA 


JNJVL 005045 


Homo sapiens reelin (RELN), mRNA 


JNJVL_00505o 


J 1 ^— x -4y^>X y~X * < y— x -4 — ^ . i 1 M [^L 1 /% L-^k 4 -4 ^x > J 4 w ^ -w- -tf ^x --^ y~X "W - 4 1 -M.^x -X y~X V~ y^X 4 ^ X .' j "fc ft>X -AX y~X -ii -■X^'X y~X 1 ' y~X -* -"X -"X ^X 1 y— x « « 1 -w- r J /^X « L-^k ^ « ■% f\ \ 

Homo sapiens kjna binding motit protein, Y cmomosome, tamiiy 1, member Ai 

( Iv t> 1V1 Y I A 1 J, mKJNA 


JNJVL UIOIOZ 


riomo sapiens r as -related v^j Dotuiinum toxin substrate d (^rno iamny, small ulr 
Din cuiig pioxem ivdcj) j ^iv/w^j) j, ni iv in /a 


JN1V1 UU3UD1 


nomo sapiens giuiammyi-iiviNA syiiTiieidse ^v^Arvoj, mivi>A 


InIyI UUJU40 


nomo sapiens paiaxnyioiu normone recepxor z \r i nrvz mrviNy-v 


tsjivl 

1M1V1 UWJUt-t- 


nomo sapiens proiem Kinase, y\- iiiikcu ^ r i\.ivy\ j, in ia 


IN 1V1 U U D V^-t D 


riOlTlU Sapiens inilOgeil-aCllValCQ prUXem KlllaSe KlllaSe / ^IVl/Vr ^ZJS. / J ? llllviM/\ 


1NJV1 UUjUH-Z 


nomo sapiens pronne-ncn proiem naeiii suuiamiiy z ^rivnz mrvi>i/\ 


NM 005041 


Homo sapiens perforin 1 (prefomiing protein) (PRF1), mRNA 


IN 1VL U UD U4 U 


nomo sapiens pioiyicaiDoxypepiidase ^angioiensmase v^) ^rrvL^rj, mrviN/\ 


NM 005039 


Homo sapiens pro line-rich protein BstNI subfamily 1 (PRB1), mRNA 


JNJVL 00505o 


^ J x -«j«x>X > x * -t x -ay^. -« i^x-x>x / i -ix ^~x -*>^ -4- -i - x -w- -r 1 rf.--x -u ✓ x 1 -w t 1 x ✓ x xxx >^x -Mn • — i , — x Is # * x "w t k x 1 ^- x -Myvt K>-X -4 1 -«>x 1 11 / 1 J 1 1 1 1 (\ -«y^>x 1 M 1 /x 

homo sapiens peptidyipioiyi isomerase JJ (cyciopniim L>) (FFiuj, mKJNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


A AACAT7 

JNM 00502/ 


Homo sapiens phosphoinositide- 3 -kinase, regulatory subunit, polypeptide 2 (p85 
beta) (rlrx.JKz), mKJNA 


JNJVL 005 Ozo 


nomo sapiens pnospnomositide-J -kinase, catalytic, delta polypeptide (rlJsoUD), 

i-r» T? AJ A 
1T1KJN A 


JNJVL VjyJDVJZl 


nomo sapiens ectonucieotide pyropnospnaiase/pnospnodiesterase d ^i^iNrr jj, 

m R TsJ A 

rrirvTN /\ 


JNJVl UUjUI" 


nomo sapiens pnospnocuesieiase i/v, caimouuiin-uepenueni ^rjjj_/iAj, mrviM/\ 


TsJA/L nn^ms 

1N1V1 UUjUIO 


nomo sapiens pi ogi dnuneu ceil cieain i ^ruLL/i j, iiirvrN/\ 


TnJM 00501 s 


f— 1 1 \ m / ~v ci^ini r*nc HYiHiicp /'r*\7"fr\r»"LiTr\TYif i * * ^ iiccp»nil^1\/ 1 _ 1 1 1^ r* (C\*)£ A 1 I ^ TnT?^TA 
±±VJ111VJ OCl|Jlt/llo UAlUdSC ^L/jf LVJL/lll VJ111C \s ) a&SClllUlj 1 liJvt/ ^VyyV/ilijj, llirViN^V 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 



494 



(400/104) 



JNJVL UIDU1U 


Homo sapiens neuronal cell aanesion molecule (Tsikl-AJVT), niKJN/v 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_U(J5(J(J7 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


"X TTV If C\(\CC\(\A 

JNJVL (JUj(JU4 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
AbHl) (NDUroo), mRNA 


JNJVL UlOUUl 


Homo sapiens JNADH dehydrogenase (ubiquinone) 1 alpna subcomplex, / 
(14.5kD, B 14.5a) (NDUFA7), mRNA 


JNJVL UU4Voo 


riomo sapiens melanoma antigen, iamiiy TV, i (directs expression 01 antigen 
MZ2-E) (MAGEA1), mRNA 


JNJVL UlDUy/ 


riomo sapiens leucme-ncn, glioma mactivateci i (LOiij, rnKJN/\ 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 


JNJVL 1)1)4983 


Homo sapiens potassium mwaraly-rectirying cnannel, subtamily J, member 9 
(KCNJ9), mRNA 


JNM (JU4yoz 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


JNJVL (J(JUo9U 


Homo sapiens potassium mwaraly-rectitymg cnannel, subtamily J, member 5 
(KCNJ5), mRNA 


JNJVL 1)04951 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


\tii /T AAC1 'J/^ 

JNJVL UUMJo 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


\I \ 4 (\(\ A AO A 

JNM UU4you 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


JNM 004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


JNM 0049 /o 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


JNM 0049/7 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 5 (KCJNC3), mRNA 


JNJV1 UU49/o 


Homo sapiens potassium voltage-gated cnannel, onaw-reiatecl subtamily, 
member 1 (KCNC1), mRNA 


JNJVL UU49/J 


riomo sapiens potassium voltage-gated cnanneL, bnab-reLatecl subtamily, member 

1 (rvL^lNo 1 J, mKJN/\ 


NM 004969 


Homo sapiens insulin- degrading enzyme (IDE), mRNA 


TvTA/f AA< 1 A 1 

JNJVL UU J 143 


riomo sapiens naptogiobm (rir mKJNA. 


JNJV1 UU490J 


Homo sapiens nign-mobiuty group (nonhistone cnromosomaij piotem 14 

(rlJVlO 14 J, 1Y1 In. IN A 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


JNM. UU49oJ 


Homo sapiens guanyiate eye Las e zt (neat stable enterotoxm receptor) 

(uUL iZLj, 111 Iv JN A 


JNJVL UIOIUU 


Homo sapiens a Kinase (r rvrvAj ancnor {yrotem (gravmj iz (AJsAr iz mKJNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


"VTA if AAC 1 A ^ 

JNM UUj14j 


Homo sapiens guanine nucleotide binding piotem (O piotem), gamma / 
(GNG7), mRNA 


JNM UUj14z 


Homo sapiens gastiic intrinsic tactor (vitamin r> syntnesis; (vjir), mKJNA 


JNJVL UUj 1 1 U 


Homo sapiens giutamme-injctose-o-pnospnate tiansammase z (Orrizj, mrviNA 


NM 004960 


Homo sapiens fusion, derived from t(12; 16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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ATA/f Mn/IQ^i^ 

JNJVL UU4Vjo 


nomo sapiens ets variant gene l (£,1 v l), mKJNA 


JNJVL UlHbOj 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 

^<ZT rOQA 1\ ™t?AJA 

{&\-^K^ZyJ\i j, mKJNA 


JN1V1 VKJJLV/ 


1— — 1 A*AA) /"A *A -**A\ ~1 /"A"f A fl. ^A AA y~J /"A AA ~i t /-A 1 ./a j"* *a ^a # _ 1 -f 1 ^a 1 / 1 . |A> 1 If ■ / , 1 1 \ 1 J f^L 1 /\ 

nonio sapiens enuonuciease o-tiKe i ^jj/iNUvjO-Li j, mKJNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 

m DAT A 

m in. in /\ 


in ivi u u 4 y j z 


nomo sapiens epmm-Aj (jz^inaj) j, itikjna 


IN JVL U U 4 y 4 4 


jrLomo sapiens ueoxynDonuc lease i-LiKe d (uiN/voiiiJ^j j, miviN/v 


IN 1V1 U U4 y J) o 


nomo sapiens Qeain-associaieQ piotem Kinase i yijj\r Jvi j, miviN/\ 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate -recognition domain) 
Lectin, supenamuy memoer z ^aciivatioii-mQuceGj ^l.j^jj/L^oj^zj, miviN/\ 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


ATA/f C\C\A Q^2 1 


riomo sapiens UJJo antigen, beta polypeptide 1 {p3 / ) (UJJ0J3I ), mKJNA 


JNJVL UlOlzj 


riomo sapiens coppei cnaperone 101 superoxide dismutase (LLo ), mKJNA 


at a a nncnm 
JNJVL_(J(J5(jyj 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 

1 /TUP A OT"^ t-»T DMA 
Z ( L. £> r AZ 1 Z ) , lYlrvlN A 


1N1VL UU4yjU 


jrLomo sapiens capping protein (^actm tnamentj muscie z>-ime, oeta ^L^ArZ.j3j, 

rnrvrN/A 


aja/t PlfKI^Q 


nomo sapiens aimexiii i\d \iw>ij^i\s> j, hi in. in /a 


IMlvl UUUOOH- 


nomo sapiens acetyi-^oenzyme /\ caruoxyiase aipna ^/a^/a^ty^, iiiin. i > /\ 


TsJA/T 009 1 08 

rN ivi uuz iuo 


nomo sapiens iiistitiiiie aiririioiiia- lyase ^n/Ai^j, nirvi>i/A 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


AJA/T OO 1 1 <A 


nomo sapiens annexm ±\z> ^ainaaj j, miviN /\ 


ATA A Cid 1 1 

JNJVL UUIOJ 


iJ- J j^a -# j "VA >a iA r\ ^a-*^ iA r\ i a -« t -« /I / .^V 1 /I \ -*^-a 1 J 1 

nomo sapiens annexm A4 (AiNyvA4j, mKJNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


JNJVL UU4/JO 


nomo sapiens xenotropic and poiytropic letro virus receptor (ArKi), mKJNA 


NM 004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 

W DAT A 

mKJNA 


ATA /T 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


ATA4" HA/1 1 Q1 

JNJVL UU41oJ 


nomo sapiens vitellilonn maculai dystropny (r>est disease, bestropnin) ( VJVlUzj, 

ITlKiNA 


NM 004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 

m T? AJ A 
mKJNA 


TVTA/T C\C\A ATQ 

JN1VL UU4o/y 


^ J j^A /\ iA r\ -fl x iA "W T rfA 1 /'"V /\ /a -<y» /--v j^A Ia >A -*^A j^A iA j^A -*^A i*A M \ / M \ -*^A 1 J 1 /A 

nomo sapiens vanaoie cLiarge, Y ciiromosome ( V L Y j, mKJNA 


AJA/T OOA 1 SO 
JN1V1 UU41oZ 


nomo sapiens uDiquitousiy-expiessea nanscnpt (^u^i j, ihkina 


AJA/T OO/l^^l 
JNJVL UU40 J 1 


I | j-A -*AA /^A <A O "*-A ^| /"AAA iA 1 A rA "1 ^A 1 A T AA iA -**A\ "1 -| — I j^A AA\ A* /A T /A O iA /*A 1 II /II 1 J 1 1 \ iAA 1 J [V 1 f\ 

nomo sapiens uoiquitm specitic piotease 1 1 (Uor j i j, itikjna 


ata/t nri/i i o 1 
JNJVL UU41ol 


nomo sapiens uoiquitm carDoxyl-termmai esterase JLl (uDiquitm tnioiesterasej 

^ULJILI 111 iv In /a 




nomo sapiens UDicjuitm-conjugating enzyme elz l o ^ur>J-/Z-LOj, in ivin /\ 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


AJA/T C\C\A&11 
InIVI UU40ZZ 


nomo sapiens transitu ^ t oin mKJN a 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


ATAyT nn/IQAO 

JNJVL UU4VUV 


Homo sapiens taxoi resistance associated gene d ( ikaoj), mKJNA 


ATA4" riA/lOO^ 

JNJVL UU4zVj 


nomo sapiens iJNr receptor-associated tactor 4 (tKAr4j, mKJNA 


AJA/T C\C\A 1 7fl 

JNM UU41 fy 


nomo sapiens tryptopnan hydroxylase (tryptopnan j-monooxygenase) (irnj, 

ml? XT A 

mKJNA 


AjA/r OOzLIQ^ 
iMivi w^-tiyj 


nonio sapiens iuiiioi neciosis ldcioi leceptoi supeiianiiiy, iiieniuei io 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPLl), mRNA 
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TvTA/f MM/1 ^ 1 'W 


nomo sapiens transglutaminase z (C polypeptide, protem-glutamme-gamma- 
giutamyrtiansteiasej (ivjivizj, mrviNA 


1M1V1 UU401Z 


rionio sapiens transionning growin iacior, oeta receptor i ^activm j\ receptor 
type ii-iiKe Kinase, djku ) y i urDiv i j, in in. im /\ 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 




riomo sapiens i-ceii leuKemia/iympnoma ir> ^ii^mDj, mtvrM/\ 


INJVl UU4oUy 


riomo sapiens tianscnption tactoi ij (Dasic neiix-ioop-neiixj ( iL^r ir>j, itikjn/v 


IN 1V1 UU4 / oU 


riomo sapiens tianscnption elongation tactoi j\ (oiij-iiKe i ( iL.ii/\i^i j, mKJN/v 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


JN1V1 UU4oUo 


riomo sapiens iai A dox Dmamg protein (lorj-associatea factor, kjna 
poiymeiase it, /\, zouku ( i/\rz/\j, mrvrN/A 


1M1V1 UU4 / 1 U 


riomo sapiens synaptogymi z (oi JNOrvZj, mrvrsi/\ 


1N1V1 UU4 /ll 


nomo sapiens s^taptogyrm i y inoki m iv in /\ 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 

X? TvT A 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


TvTA/T MM/IAM"! 

JN1VL UU4olo 


Homo sapiens syntaxm 1/V (Dram) (oi7s.i/\j, mJvJNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


tvta 4" mm a c nn 

NM_004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 

m K IN A 


AJA/T f\C\A 1 T/^ 
JN1VL UU41 /O 


Homo sapiens steiol regulatory element Dinaing transcription tactor l (^KJbrSr ij, 

m T> AT A 


INIYI UUUOoZ 


nomo sapiens secreteo pnospnoprotem i ^osteopontm, Done siaioprotem i, eany 
T-lymphocyte activation 1) (SPP1), mRNA 


IN 1V1 UU4 107 


nomo sapiens o-Ki ^sex Qetermining legion i j-dox 14 ^ovj^i4j, mrviN/\ 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


JN1V1 UU4/oZ 


ll J ✓ X M "X. , X i "■ df X 4 .--X * "X , _ ' • — I -w ■ — ^ -X ^ X 4- y X / 1 ✓ X M "V -X j X 1 d X j ~i , A ^ X ■* 4 X -4- ."S. M 4 j- X -4- . — V 4 * -X II 1 1 r 1 • / T^. I^L 1 f\. MM Jill 1 aW 1^. 1 / * 

nomo sapiens synaptosomai-associatea piotein, zvku (oMArzy), mKJNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


JNM UU4j>94 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


\l \ 4 MM /I 1 TO 

JNM UU41 15 


Homo sapiens solute earner tamily 7 (canonic ammo acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


JNM UU4211 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


AJA/T MM /I Q CO 

JNM (JU4ojo 


Homo sapiens solute earner lamily 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


NM UU4/Z/ 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


JNM UU41 /z 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


ATA /f MM A 1 *7 1 

NM 004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


TvTA yT AM /I TO 1 

NM_0047J 1 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member / (oLi 1 oA / j, mKJNA 


AJA/T HA/l^O'v 

N1VL UU4oyj 


nomo sapiens solute caniei tamily lo (monocai boxy lie acid transporters), 
member 5 (SLC16A5), mRNA 


InIVI UU4ZU / 


nomo sapiens soiute carrier iamny 10 ^monocarooxync aciQ transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NM_004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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JNJVL UU4/jz5 


nomo sapiens snort-cnam aenyarogenase/reauctase L (bL/KL ), mKJNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(oLJ ri/\;, nucLear gene eLicocirng mitocnoncliiai protein, mKJNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


JNM K)v4jyi 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(bCYAzU), mKJNA 


NM 004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 

(oLY AJo), mKJNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 

(oCJNZdJ, mKJNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


JNJVL (JU4755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 

mKJNA 


JNJVL UU4joo 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 

mKJNA 


INIV1 UU4 !y\) 


nomo sapiens soLute carrier lamuy zz ^organic anion transponerj, memoer o 
(SLC22A6), mRNA 


IN IV1 U U4Z J y 


nomo sapiens Keci^ protein- LLKe j (KJr!A„,v^i^3 mKiN a 


IN 1V1 U U 4Z 0 U 


nomo sapiens Kec v^ protem-LiKe 4 (Kdl i^l^ j, mKiN a 


iNlVl UU4Z)0.3 


nomo sapiens kadjl, memoer kao oncogene iamuy (kajdjl^ j, itikin a 


TvTA yr f\C\A ^QO 
IN IVL UU4;)oZ 


nomo sapiens Kau geianyigeianyitransierase, Deta suDunit (KArsooirSj, mKiNA 


iNIVL UU4 jol 


nomo sapiens Kao geianyigeianyitransierase, aipna suounit (kaduui aj, 


rNlvl UUHZJ 1 


noiiio sapieiis x\^r\Dy , iiieiiiuei ivrvo oiicogeiie iciiiiiiy i rvrvo y i, iiirvi> J rv 


IN 1V1 UUH- 1 OZ 


nomo sapiens ivadja, memoer oncogene iamiiy ^ iv/a dja ill ivi > t\ 


InIVI UUH- J / o 


nomo sapiens ivadh-, memuer ivrvo oncogene iamiiy ^rvrvrsH- in is. in /\ 


IN 1V1 UU^f" 1 


nomo sapiens i\adjo, memuer ivao oncogene iamiiy ^ iv/\ d j) o in is. in /a 


1M 1V1 UUtJOW 


nomo sapiens iv/a dz / /\, memuer ix/a o oncogene iamiiy ^ i\adz / /a ^, iiiiv i > ta 


NM 004663 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB1 1A), mRNA 


XTA/T C\C\A 1 /^H 
IN IVL UU4 1 OU 


nomo sapiens peptide i i i i j, itiktm a 


rviivi UU41UJ 


nomo sapiens protein tyrosine Kinase z Deta yr iKZr> j, mKiNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


JNJVL UU4Z> / / 


nomo sapiens piiospnosenne pliospnatase (rorllj, mKJNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
muLtitunctionai protease I ) \ Y oivirSoj, mKJNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM 004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRKAR2A), mRNA 


"VTA A f\P\ A TCO 

JNM UU4/55 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1 ), mKJNA 


JNJVL UU4:> /O 


nomo sapiens piotem pnospnatase Z (lormerly zA), regulatory subunit r> (rK 

DZJ, Deta lSOTOmi ^rrrZKZrJJ, mKiNA 


XTN/f C\C\A 1 
IN IVL UU4LDO 


nomo sapiens protein pnospnatase z ^iormeny zaj, catalytic suounit, ueta 

ISO I Oi l 11 ^ I 1 I ZL D J, 11 1 Iv 1 > /A 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


IN IVL UU43 / J 


nomo sapiens r uu aomam, ciass 4, transcription iactor z (ruu^rzj, itikin a 


TvTl\/T 00zL^7s 


nomo sapiens piiospnoupase v_>, ueLd. z ^ri^L^DZj, iniviM/A 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM 004203 


Homo sapiens membrane- associated tyrosine- and threonine- specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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^rl 1 r IN lvl J, nlKJN A 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


IN 1V1 ULHOO:? 


nomo sapiens pnospnatKryimositoi grycan, crass n ^Kionj, itikjna 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


JN1VL UU4oOZ 


nomo sapiens Lro-mduced iJNr-aipna iactor (rio/j, mKJNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NJVL_(JU45o7 


Homo sapiens o-pnospnorructo-z-kinase/tructose-z,6-bipnospnatase 4 

/nni/ r? i_> /i \ t> xt A 

(rrlvrr>4), mKJNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 

(FrlvrrSJ), mKJNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 

(lilrZAJs.^ J, mKJNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


JNM (JUU4i7 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


JNM K)K)4[yy 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
nyclioxylase), alpna polypeptide 11 (F4riAz), mKJNA 


JNM UU41j4 


hlomo sapiens pynmidmergic receptor rzY, O-protem coupled, o (rzKYoj, 

111KJNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 

rv»T? AJ A 

mKJNA 


ATA/T CidAHA 1 
1N1V1 UU4/41 


nomo sapiens nucieoiai piiospnopioiem puu (rijUj, iukjna 


JNIVL UU4oUz 


riomo sapiens otoierim [kj i ur mKJNA 


INiVl UU4oDZ 


nomo sapiens one cut Qomam, iamny memoer z ^L^iNriv u izj, miviNA 


IMIVL UU4ZD4 


riomo sapiens soiuie caiTier iamuy zz ^organic anion transponerj, memoer o 

( jLLZZAO J, 111 IN. I > /A 


IN 1V1 


nomo sapiens nucieoporm i j J k ^i>i ur i jj j, hi is. in /a 


1M1V1 UU^tjOU 


nomo sapiens receptor tyrosine Kinase-iiKe orpnan receptor z ^rvv^rvzj, mrviN/\ 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


IN1V1 UU4/*70 


nomo sapiens neurexm d ^iNK^A.rN j ) 9 mrviNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


JNM UU4ooo 


Homo sapiens JN-myc (and olAl j mteractor (JNJVL1), mKJNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


MA A MA/1 CCO 

JNM (JU4:oz 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
( rN A UH -coenzyme reductase) (JNUUrojj, mKJNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(JNAun-co enzyme leductase) (JNUUro^j, mKJNA 


JNJVL UU4jjU 


nomo sapiens JNAUn dehydrogenase (ubiqumonej re-o protein z (4yKL)j 
( in alj 11 -coenzyme reciuctasej (iNL/urozj, mKiNA 


AJA/T C\C\A <A f\ 
1N1V1 UU4 04U 


nomo sapiens neuiai cen aunesion moiecuie z (inl^atviz^, mKJNA 


A.TAA C\C\A(^AA 
iVIlVl UU4044 


nomo sapiens adaptor- re lateci protein complex oeta z suounit (AKjrszj, 
mRNA 


XTA/T nnzt^$ 
inivi uu^jjo 


nomo sapiens nucieosome assemuiy protein i-uxe s> ^iNAr ilj j, mKiNA 


AJA/T C\C\A *\ A*>. 
IN 1V1 UU41^t3 


nomo sapiens myosin iyv t5 ^ivii kj jd j, mKJNA 


1NJV1 UU4ZV4 


nomo sapiens mitocnoiidnai tiansiationai leiease iactor i (iviiKrij, mKiNA 


injvi uu4yzj 


nomo sapiens metanotnionem-iiKe j, testis- specmc (tesmmj ^tviii^d j, mKiNA 


rNivi uuT-itj 


noino sapiens i^up/p.jwu-iiiieiaciiiig LicnisacLivaioi, wiiii vjiu//A.sp-iicn caiuoxy- 
terminal domain, l (CITED l), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD163 antigen (CD163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 

/A /TACT 1 \ O A.T A 

(MAoLlj, m K IN A 


JNJY1 UUzo 11 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


TvTA/f C\C\A 70 1 

JNJVL UU4/zl 


riomo sapiens mitogen-activated protein Kinase Kinase Kinase l J (MAr^JvlJj, 
mRNA 


"KTA A nrkT2^2 0 

JNJVL UUZJJz 


Homo sapiens low density lip oprote in-related protein 1 (alpha-2-macroglobulin 
leceptorj (i^Kr i j, mrviNA 


JN1V1 / 


nomo sapiens piotease, senne, id (r rCooOj, mKiNA 


JN1V1 UU4 /07 


riomo sapiens i^iivi nomeooox pioiem z ^i^riy^zj, mrviN/v 


JNJVl UU4oOJ 


riomo sapiens serine paimitoyitransierase, long cnam oase suDunit z (or ii^l^zj, 

11 1 IN. IN r\ 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


AJA/T f\f\A1Q^ 

rMivi uu^f /:>o 


nomo sapiens kiotiio (rvLj, mrvLN/\ 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


JNJVL UU4z>zU 


riomo sapiens Rmesm neavy cnam member z (rvlrz), mKJNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


JNM UU4/UU 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NMUU45 19 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


A.TA A f\f\A CIO 

NM 0045 lo 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 

/■~ 1 TvT^O\ *v»OA.T A 

(rLUJNQz), mKJNA 


NM_004137 


Homo sapiens potassium large conductance calcium- activated channel, 
suDiamiiy ivi, Deta memoer 1 (JvLJNivioij, mKJNA 


JN1V1 UU4/JZ 


riomo sapiens potassium voltage-gated cnannei, snaKer-reiated suDiamiiy, beta 
member j ( ivL in a t> j j, ni is. in a 


JNJVL 


riomo sapiens cytoKeiatm type 11 (rvorirj, itikjna 


JNJVl UU4/yi 


nomo sapiens mtegrm, beta-iiKe i ^witn ri/Or-iiKe repeat ciomamsj ^iiorJi^i j, 

1 1 1 IN IN f\ 


1N1V1 UUHO 1 / 


nomo sapiens iniegiin-iiriKeu Kiiidse ^ir^rvj, iiirviNj'-v 


1M 1V1 UUtO 1 H- 


nomo sapiens mteneuKin ennancer umumg iacior i ^ii^r i ^, iiiin in /\ 


TsJA/T C\C\Afy^K^K 
1N1V1 UUH-OJDJ) 


noiTio sapiens liiieneuKiii i lecepior, type 11 ^ir^ irvzj, iiirviN/\ 


IN 1V1 UU4j 1 


nomo sapiens mieneuKin 10 ^lympnocyie cnemoaTtraciant iacxorj ^11^10^1, rnrviN/\ 


IN 1V1 UU4J 1 Z 


nomo sapiens iiiiei leuKiii 1 1 lecepioi, aipna ^ir^ i irvrv^, mxviN/\ 


IN 1V1 KJ V H- Z J O 


nomo sapiens immunogiouuiiii supenamiiy, memuer z ^ivjorzj, mrviN/\ 


IN 1V1 UUH- 1 J) D 


nomo sapiens lsociuaxe cienyuiogenase d \\>\ialj^) gamma ^lunjuj, inrviN.rv 


1N1V1 UU^fl-jH- 


nomo sapiens neat shock /ukjj protem yr> ^mortaim-zj ^norAyD j, mrviN/\ 


inivi uy+o" / 


nomo sapiens rrvr^t/o ljsj w vj splicing iactor ^nrivrH-r mrviN/\ 


NM 004698 


Homo sapiens U4/U6- associated RNA splicing factor (HPRP3P), mRNA 


IN1V1 UU4DUJ 


nomo sapiens nomeo dox l o riLyy\L o j, ithnin /\ 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


TvTA/f AA/I/1Q7 
JN1V1 UU44V / 


Homo sapiens iiepatocyte nucieai iactoi J, gamma (nJNr jvj), itikjna 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


JNM (J(J471z 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(hLub), mKJNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

(IVlAr ^frv^t J, mrvlN A 


NM 004494 


Homo sapiens hepatoma- derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM 004493 


Homo sapiens hydroxyacyl- Co enzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 

/ n riQ1/^<T 1^ 1\ ™T?ATA 
( rl UoJOjLJj. Jj, rnKIN/A 


IN 1V1 Uu40yJ 


nomo sapiens tizA nistone lamny, memoei i (, nzAr y j, m k in /a 


TvTA/f C\C\A 1 ICl 
IN 1V1 ULH- IDKJ 


nomo sapiens gLycogemn (u luj, mrviN/\ 


IN 1VL U U 4 Z o 0 


riomo sapiens uJr DinQing protein i \\j v rDr i j, m iv in /a 


TvTA/T C\C\A HQ 
IM1V1 UU41Zo 


nomo sapiens general transcription iactor iir, poiypeptice z ^juku suDumtj 

fC^ r TV r )V r )\ mT?TsIA 


1M 1V1 U W4H- " 1 


nomo sapiens giUL/OL/OrriC/Oici ret/eptor i^/in/a. umcimg iautor 1 ^orvi^-r i mrviN/\ 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


IN IVL U U4 4 y U 


nomo sapiens giowtn iactoi receptor- douiiq piotem i^f ^O-Kjdi^-j, itiivin/a 


INIVL UU4olU 


nomo sapiens Liivr5Z-ieiateQ aciaptoi piotem z (LrtvA.JrZj, miviN/A 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


XTA A C\f\A Q 1 1 

INIVL UU4o/l 


nomo sapiens goigi oJN/\r receptor complex memoer i (OUorCi), iiikjn/a 


JNJVL UU44o / 


nomo sapiens golgi autoantigen, golgm suulamily d, macrogolgm (witn 
tiansmeniui ane signaij, i (uulud i j, m iv in /a 


INIVL UU41ZO 


nomo sapiens guanine nucieotiQe Dinamg piotem 1 1 (vjtmoi i j, ituvin/a 


INIVL UU4ZV / 


nomo sapiens guanine nucieotiQe Dmuing protein {kj protemj, aipna 14 
(GNA14), mRNA 


INIVL UU4Z40 


nomo sapiens glucagon- iiKe peptide z receptor (uLr zivj, miviN/A 


INIVL UU41ZJ) 


nomo sapiens gastric mnioitory polypeptide ^oirj, miviN/A 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


JNJVL UU4oJ / 


nomo sapiens geianyigeianyi dipnospnate syntiiase 1 (uuroJj, mKJNA 


TvTA/T flA/1 1 OQ 

JNJVL UU41oo 


nomo sapiens giowtn iactor independent ir> (potential regulator 01 UDJsJN i a, 
ti ans located m dviL/j (OriiJ3j, miviN/A 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


JNJVL UU4/M 


nomo sapiens gLucosammyl (JN -acetyl) transferase J, mucin type (OLJN 13), 
m is. in /a 


INIVL UU41>0 


nomo sapiens goigi-specmc oreieidm /a resistance iactor i (O-tsr i j ? miviN/A 


INIVL UUZloU 


nomo sapiens lormyi peptide ieceptor-iiKe z (rrvKi^zj, mrciN/v 


INIVL UU44/0 


nomo sapiens toiate nydroiase (piostate-speciiic meniDiane antigen j i (rULiu j, 

IIllviM /A 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


IN IVL UU44 / 3 


nomo sapiens iiotiiun z ^ri^uizj, miviN/A 


INIVL UU44/Z 


nomo sapiens loiKiiead dox yj i (iuauj j, nils. in /a 


INIVL UU44 / 1 


nomo sapiens lorKnead dox uia ( r uau i J, miviN/A 


ATA/T C\C\AAHA 
INIVL UU44/4 


nomo sapiens loiKiiead dox liz ( r uauz j, miviN /a 


ATA/f fifi/l/IAQ 
INIVL 


nomo sapiens c-tos induced giowtn iactoi (vascular endotnenai growtn tactor D) 

\ V \\JV J, mtvIN/A 


IN IV! UUtHOO 


nomo sapiens iour and a nan i^iivi domains d ^rriLj ^, iiiivi > /a 




nomo sapiens iarnesyi-dipnospiiaie iaiiiesyiuansieiase i yrur i i mivi>/A 


ATA/T flflzL 1 07 
IN IV! UU4 1U / 


nomo sapiens n iragmeiit 01 igo, leceptor, transporter, aipna ^f^vjivi miviN/A 


XTA/T C\f\A 1 HA 
IN IVL U U4 1 U4 


nomo sapiens iatty acid syntiiase ^t/aoin miviN/A 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase- like (FARSL), mRNA 


ATA/T C\C\A 1 fl1 
INIVL UU41U1 


nomo sapiens coagulation iactor 11 (tniomomj ieceptor-iiKe z ^rzivi^zj, mrviN/A 


ATA/f 

INIVL UU4Z.3J 


nomo sapiens Jvruppei-iiKe iactoi 4 (gutj (ivi^J H 4j, mKiN/A 


NM 004455 


Homo sapiens exostoses (multiple) -like 1 (EXTL1), mRNA 


ATA/T C\C\AA^A 
IN IVL U U 4 4 J> 4 


nomo sapiens ets variant gene z> ^ets-reiated moiecuiej {el i \z>)^ miviN/A 


NM 004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM 004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM UU444 / 


nomo sapiens epidermal growtn lactor receptor patnway substrate o (lirboj, 
mRNA 


JNJVL UU4440 


nomo sapiens giutamyi-proiyi-tKNA syntnetase (^KKoj, mKNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


JNJVL (JU4(JVV 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


TVTA A C\(\A A^in 

JNJVL (JU44J7 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked) (EPB41), mRNA 


JNJVL 004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


"XTA A C\f\A A^l A 

JNJVL 004434 


Homo sapiens echinoderm microtubule- associated protein-like (EMAPL), 
mRNA 


NM 004433 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
specific ) (iiEr3), mKNA 


JNJVL UU4Uyo 


riomo sapiens eukaryotic transLation initiation factor 4li Dinamg protein 1 
(ri/lr4Jr!/r>r z J, ni lv IN /\ 


JNJVL UU4UbT) 


riomo sapiens euKaryotic translation initiation tactor 4r!/ Dinamg protein i 

^JZ/lr *\ Jj/JDr 1 J, lllls. IN /\ 


1M 1V1 UUt-tOU 


nomo sapiens eauy giowin lesponse d ^r/UJvj mrviN/\ 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


1N1V1 UU4^4ZV 


nomo sapiens epnrm-r>i ^j_/riNrj>i ^, mrviN/v 


JNJVL UU44ZO 


nomo sapiens epnnn-/\ i ^r^riN/\i j, mrviN/\ 


JNM UU4oO/ 


nomo sapiens integral memDiane protein z/v (i i ivizAj, mKN/V 


TvTA/T C\C\AA 1 < 


nomo sapiens QesmopiaKin (Uri, Uriij (Uor j, miviN/\ 


JN1VL UU4/0U 


nomo sapiens serine/ tnreonme Kinase i /a ^apoptosis-maucingj (^oiis.1 / aj, 

111 IxlM /\ 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


1N1V1 UU4UOO 


nomo sapiens QeoxynucieotiQymansieiase, terminal ^uin i i mrviN/\ 


TvTA/f MM/1 A 1 1 
JNJVL UU441Z 


nomo sapiens dim a (cytosmeo-)-metnyitiaiisieiase z (UNiviizj, hikjna 


INIVL UU441 1 


nomo sapiens ciynem, cytoplasmic, mteiineciiate polypeptide i (uinl^ii j, hiktvia 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


JNM UU4/40 


nomo sapiens discs, large (Drosopnilaj nomo log-associated protein 1 
(DLGAP1), mRNA 


JNM UU4 /4 / 


nomo sapiens discs, laige (Urosopniiaj nomolog j (UI^OjJ, mKNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


\ 1 1\ ft f\f\ A C\f\f\ 

NM 004900 


Homo sapiens phorbolin (similar to apolipoprotem B mRNA editing protein) 
(DJ742C 19.2), mRNA 


\ta t (\(\ A A (\ A 

NM 004404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

j (NUDDj), mKNA 


NM 004402 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated uiNasej (UrrDj, mKiNA 


NM 00440 1 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 

mt?TvT A 
ITirvlN A 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


NM UU4/34 


nomo sapiens douDiecortm and Laivi Kinase-iiKe i (JJL.amjs.lij, mKNA 


NM UU43V4 


nomo sapiens deatn-associated protein (JJAF ), mKNA 


IN 1VL U U4 ^ y J 


nomo sapiens dystrogiycan i (dystropnm-associated glycoprotein i ) ^ijaui j, 
mRNA 


NM 004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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JNJVL UU4^oo 


nomo sapiens cnitobiase, cli-jn -acetyl- (CirSoj 1 , mKJNA 


AJA,f HCiA^Qn 
JNJVL UU4 jo / 


nomo sapiens caiQiac-specitic nomeo dox (v^o^j, mKJNA 


jnjvi uu4ooi 


rionio sapiens cereorosicie ys> -pnospnoaQenyiyisuiiaie.gaiactosyiceraniiQe s> ) 
suiiotransierase ^ \_ o i j ? nirvi n /a 


1M1V1 UUt-U / o 


nomo sapiens cysteine anci giyL/ine-ricn proiem i ^coivr i n 1 is. i >j /a 


In 1 VI UU^tjOO 


nomo sapiens cnoiiLiioiiin suiiaie piuieogiycaii j ^neurocan^ ^ljiuj ^, niivi>i/\ 


iNlvl UU4.30I) 


rionio sapiens c 11011 qi 01 1111 suiiaie pioieogiycan z ^veisicaiij (Loruz mrviN/Y 


1N1V1 UU'tjO't 


nomo sapiens casein Kinase i, gamma z> ^Loi > rv i cj^; in in. in z\ 


XTA/T OOZL^S^ 
INlVl UU4joj 


ri 01110 s ap 1 ens c - si c tyi o sine Kina s e \ o rv j , iiuvin j\ 


TsJA/T 00407^ 

rN ivi uut-vj / z> 


nomo sapiens crypiocnrome i ^pnoioiyase-iiKe^ ^ c is. i i j, 11 1 iv i n /a 


XTA/T OOA77S 
InIVI UU4 / / O 


nomo sapiens o proiem-coupieQ receptor 44 ^ur rv44j, mrviN/v 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


IN 1V1 UU^joZ 


nomo sapiens corticotropin leieasmg normone receptoi i ^v^iNzrirvi j, mrviN/\ 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


JNJVL UU4.3 / / 


nomo sapiens carnitine palmitoyltransferase i, muscle (Lr J ltjj, mrvJN/v 


"XTA A C\r\AHAQ 

JNJVL UU4/4o 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


JNJVL UU4U/4 


nomo sapiens cytocniome c oxidase subunit Vlll (LUaoj, nuclear gene 
eiicoQing mitocnoiiQriai piotem, mrviN/v 


XTA/T 00/17/^ 
1N1VL UU4 /OO 


nomo sapiens coatomer protein complex, suounit oeta z ^oeta pnmej yK^\jrr>z), 

11 1 ivi n Za 


IN 1V1 UUH-O^j 


nomo sapiens conm \\^kjil^), in ivi n z\ 


TsJA/T 000^*1 A 


nomo sapiens ciliary neuiotiopmc iactor ^^in ir/j 1 , mivi>iz-v 


MATT 004^/^8 


nomo sapiens caipomn z. i^iMrNZ-i, in is. in /a 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


JNJVI UU4U / 1 


nomo sapiens L.UL-iiKe Kinase i ^l^livij, iiikjn/a 


JNJVL UU4.30Z 


nomo sapiens caimegin (l^i^oin j, miviN/\ 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


JNJVL UU4oU4 


nomo sapiens W1J4U piotem uiaoi (d/VUi;, mKJN/V 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 

w»t>AT A 

mKJNz\ 


JNM UU4Uo/ 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mKJNA 


NM 004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 

1T1KJN/V 


JNJVL UU4UCO 


nomo sapiens cereoeiiai clegeneiation-reiatecl piotem (J4kU) (UlJKl), mKJNA 


JNM UU4Z33 


Homo sapiens CD 8 3 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


JNJVL UU4ojo 


nomo sapiens UUoi antigen (target 01 antiproiiierative antiDoay 1J (UUoij, 

wi T? AJ A 
111KJN A 


NM 004357 


Homo sapiens CD151 antigen (CD 151), mRNA 


JNJVL UU4:OU 


Homo sapiens runt-related nanscnption tactoi 5 (KUJNyo), mKJNA 


TvTA A AA/IT/lfl 

JNJVL UU434V 


homo sapiens core- binding iactor, runt domain, alpna subunit z, translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


TvTA/f C\C\A 1AZ. 

JNJVL UU4^4j 


Homo sapiens catneiicidm antimicrobial peptide (UAiVLr j, mKJNA 


NM_000722 


Homo sapiens calcium channel, voltage- dependent, alpha 2/delta subunit 1 

^ L AL1N AZU 1 ) , lllxvlN /\ 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM 004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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1N1V1 UU^jZV 


nomo sapiens Done morpnogenetic protein leceptor, type ia (^ivLrrNiAj, mKJNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
(/adlajz j, miviN/v 


INlVl VKJ^-jZO 


nomo sapiens r>-cen k^l^l^/ lympnoma y y&\^.L^y miviN/\ 


IN IVl /OD 


riomo sapiens r>-cen lll/ lympjionia (ol^/l^, miviN/\ 


ATA/T C\C\A^1A 
1N1V1 UU^fjZ^f 


nomo sapiens r>L.i^z-associateQ piotem (o/va^j, mKJN/\ 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 
iiyQioiasej y t5/\i i in k in /\ 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


ataa nn/iA^^ 


riomo sapiens axm z (concluctin, axil) (/VX1JNZ), mKJNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


ATA A AH/IOOO 

JNM (JU4oo5 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


ATA A f\f\ A f\ A H 

JNJVL (J(J4(J4/ 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
ZlkL) (Alror), mKJNA 


ATA /f 

JNJVL UU4U4o 


nomo sapiens ALT syntnase, 11+ transporting, mitocnondnai r 1 complex, alpna 
suDunit, isoiorm 1, caiciac muscie (Air jai j, itikjnia 


ata/t nnuQi 
IN IVl UUlooj 


nomo sapiens a lipase, L^a i i transporting, plasma memorane z ^Airzrszj, 

11 1 IN. IN /\ 


TnTT\/T nflzL^ 1 zL 
IN 1V1 UUH-j 1 


nomo sapiens /Yi^/r-riDosyitiaiisierase i ^ /a ia i i^, iniv in /\ 


IN 1V1 UUtJ 1 J) 


nomo sapiens dire stm, oeta z ^ s\ ia ia dz in iain /a 


IN 1V1 UU4j 1 Z 


nomo sapiens arrestm rennai ^^A.-ariesiin^ ^ i\ iviv j) iniv in /a 


IN IVl ULHO 1 1 


nomo sapiens Aur -iioosyiation iactor-iiKe j ^/\rvLo j, mrviN/\ 


1N1V1 UU^+O / J 


nomo sapiens ras nomoiog gene iamiiy, memoer i ^Aivni ^i, in ia in t\ 


IN IVl UvT'J 1 U 


nomo sapiens ras nomoiog gene iamiiy, memoer n (Alviinj, in is. in /\ 


IN 1V1 UU^+jU7 


nomo sapiens ia no UL/r uissociaiioii lnmoiior \kjlji) aipna ^/Aivri^jL^i/A n 1 ia in /a 


IN IVl UUt'J U O 


T— /A C OIAI /^"IA C 1? Ia /A t 1 |J O t? O ^ "* "i" 1 "\ jq+i -|-\ <t "IAT*/A'^'/^1 "IA 1 / A T? 1 — I C~^w A 1 ^ "1AA 1? ^^T A 

nomo sapiens iaiiu uirdsc aciivaimg protein i (Ai\nu/\i i ^, iiiia in t\ 


1N1V1 UUH-UH-U 


nomo sapiens ras nomoiog gene iamiiy, memuei d ^ /a iaii d in ia in /a 


IN IVl WUH-Zyu 


T— T/A"1AA /A C 0"IA1 /^"IA t"* 1 n (A fl *A"/^*T* "1AT*/A*I"/^1 "IA I /I / X? Avl I— ^ 1 /l \ -|AA T? A 

nomo sapiens ring imgerproiem 14 ^iainf It"^? iiiia in /a 


in ivi uu^t / y / 


nomo sapiens aenpose most auuiiciani gene xianscripi 1 \i\r ivii *, mrviN/A. 


XT A/1 OflzLfnQ 
IN IVl W^rKJjy 


T— TiAIAA /A C O f A 1 £*"IA C C»1A-|A/^VI1A AO ( A NT N^ A 0\ O AT A 

nomo sapiens annexm /\z \ f\ in v\/az j, 111 in in /a 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


IN IVL UU4loo 


nomo sapiens amylase, aipna ia, salivary (ajviy iaj, mKiNA 


ata/t nn/i^n^ 
IN IVL 


nomo sapiens Dnagmg integrator i (rsiJNi j, mivLNA 


ata/t 

IN IVL UU4oZ> / 


nomo sapiens a Kinase \r rNis^Aj ancnor piotem o (AJS^Ar j j, mtviNA 


ata/t nn/iQ^^ 

1N1V1 UKJ^-ojd 


nomo sapiens aosent m melanoma z (^aiiviz j, mKJN a 


ata/t nn/ionQ 

IN IVL UU4ZUO 


nomo sapiens programmeQ ceu ceatn o (apoptosis-muucmg tactorj ^ruv^iJoj, 

rviT?XT A 
11 1 In IN r\ 


TsJA/T 009 1 QQ 
IN IVl UUZ 1 77 


nomo sapiens mxeneron reguiaiory iacior z ^iivrz j, miviN/\ 


NM 001569 


Homo sapiens interleukin- 1 receptor-associated kinase 1 (IRAKI), mRNA 


ata/t nn 1 

IN IVL UUIDO/ 


nomo sapiens inositol poiypnospnate pnospnatase-iiKe i ^iiNr i^i^i mKJN/v 


ATA/f nno 1 Q/i 
JNJVL UUZ 1V4 


nomo sapiens inositol poiypnospnate- 1 -pnospnatase (iiNrr i;, iiikjna 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


JN1VL UUU lOJ 


nomo sapiens gap junction protem, aipna i, 4Jkij (connexm 43) (OJAi), mKJNA 


ata-t nn 1 Qflfl 

JNivi uuiyyy 


nomo sapiens tiDnllm z (congenital contractural aiacnnoaactyly) (rr$JNZ), 

iAA T? AT A 
111 In IN /A 


AjA/r nniQ^7 

IN IVl uu i y D / 


1— 1<A"IAA/A CCJ"IA1/^1AC f\ *^TTAA d^iAIArATI'i'llA / I~^ TO' 1 '\ rY» T? AJ A 

ij-Oino sapiens cieniiaiupoiiLiii i j, iiiivin/a. 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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ZZUKJJ j (OlrJClJ, ni K IN A 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3A), mRNA 


JNM UU3z(J5 


Homo sapiens transcription tactor Iz (Hlr4, helix- loop-he hx transcription 

tactOlS 4) ( 1 Lr IZ), mKJNA 


"VTA 4" f\f\f\A Af\ 

JNJVL UUU44U 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 

1Y1 IV IN A 


1N1V1 UUUoUo 


riomo sapiens gamma-ammoDutyric acici ( *j a ts a j a receptor, aipna i 
(GABRA1), mRNA 


1N1V1 \)V)lo\)y 


riomo sapiens cemiomeie piotein a ^i /ku) ^L^r^iNr a j, itikina 


1M1V1 UUU4j)V 


riomo sapiens piopiotem convertase suDiiiisin/Kexm type i yr v^oivi j, mrviNA 


JN1V1 UUzoZV 


riomo sapiens neuron opnic ryiosine Kinase, leceptoi, type i (in irvrvi j, mrviNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


JNM vUvDyj 


Homo sapiens colony stimulating tactor z receptor, Deta, low-attmity 
^gianuiocyte-macropnagej (^L^orzrvDj, mrviNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens my otubular myopathy 1 (MTM1), mRNA 


JNM (JUUzZy 


Homo sapiens lecithin-cholesterol acyltransf erase (LCAT), nuclear gene 
encoding mitochondrial protein, mKJN A 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


ma a r\r\n^ 1 1 
JNM (JUUZ11 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


xta a nnriTno 
JNM UUUzUo 


Homo sapiens insulin receptor (INSR), mRNA 


NM 000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunoaeticiency) (iLZrvvaj, mrvJNA 


TvTA A AAA/1 1 

JNM UUU41o 


Homo sapiens mterteron gamma receptor 1 (lr JNOK1), mKJN A 


NM_00020 1 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (Ilami j, mKJN a 


NM 000350 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 4 

( AtSL A4J, mKJNA 


TvTA A AAA 1 1A 

JNM UUUllU 


Homo sapiens dihydropyrimidine dehydrogenase (DPYD), mRNA 


TvTA/T AAAT7< 
JNM UUU3 / J 


Homo sapiens uioporpnyrmogen ill synthase (congenital erythropoietic 
p orpnyna J ( u ku o ) , m k in a 


TvTA/T C\C\C\A 

JN1V1 yJKJv^jy 


Homo sapiens i r^iv tyrosine Kinase, enaotnenai (venous maiiormations, multiple 

T^O "1*1 Al 1 L? O "1*1 /H "ITU 1 /A Coll I 1 l-H KL 1 ^111 TV I A 

cutaneous anci mucosaij ^ ijj/js.j, itixvina 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


JN1V1 UU1UDZ 


rioiiio sapiens somatostatin leceptoi 4 (ooiMj, iiikina 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


JNM UUllOU 


Homo sapiens somatostatin receptor z (oolKZj, mKJNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


A.TA A AAAO A O 

JNM 0UU348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


A.TA A AAm A A 

NM 000340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 

/CI /^O A 0\ W D\T A 

(bLCzAZ), mKJNA 


JNJV1UUU:) jo 


riomo sapiens solute earner tamily iz (soaium/potassium/ chloride transporters), 
meniDer i ^ollizai j, mrviNA 


TsJA/T 0009^1 

rNlvl WWWZ/J) 1 


noiiio sapiens saiL/O^rycdii, ^diiiiiid. ^jjJKr-/ uysLiopiiiii-associaLeQ giycopiOLciiij 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene l (RAGl), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen- lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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nydroxyLase, turners -JJanlos syndiome type VI; (FLUJJ), mKJNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nucieai gene encoding mitocnondriai piotem, itikna 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
nepatocyte nucieai tactoi i aipna ( iLr i) (rLr$uj, iyikna 


JNJVL UUUZ / / 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


N1V1 UUU4oo 


Homo sapiens J-oxoacia LoA trans terase (UALJ ), nucieai gene encoding 
miiocnoiidnai piotem, miviN/v 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding miTociioiiciriai pioxem, iTiivr>i/\ 


JNJVL UUUZ / J 


riomo sapiens ocular aiDinism i ^rMeTtiesnip-raiisj ^l^/vi j, mKJN/\ 


NM 000272 


Homo sapiens nephronophthisis 1 (juvenile) (NPHP1), mRNA 


NJVL UUUZ / 1 


riomo sapiens Niemann-ricK disease, type Li (iNrL i j, iukjn/v 


JNIVL vvvZoy 


riomo sapiens non-metastatic cells 1, protein (NiVLZ^Aj expressed m (NiVLrj/ij, 

ITlrviN A 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


JNIVL UUUZo / 


riomo sapiens neuiotiDromm i (neurotiDromatosis, von KecKimgnausen disease, 
Watson disease) (iNr i j, mrviN/\ 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


JNIVL UUUZoo 


Homo sapiens Nome disease (pseudogiiomaj (NUF), mKNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal i) (Ntr ij, itikjna 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM UUUzol 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NM (J(JU25o 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYLj), mKNA 


NM 000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mKNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mKNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM UUUzjj 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_(JU0z54 


Homo sapiens 5 -methyltetrahydro folate -homocysteine methyltransferase (MTR), 
mKNA 


NJVL KjKJKjajd 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, ookUJ 

(1V1 1 Jr mrvrNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
piotem, 111 iv in /\ 


JN1V1 UUUZ4o 


nomo sapiens micropntnaimia-associaied Transcription tactoi (ivnir 1 j, ihkina 


JNJVL yjKjKjZ^ 1 


nomo sapiens ivinL. ciass i poiypeptide-ieiated sequence a (jviil^aj, ihkina 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NJVL UvUZQj 


riomo sapiens met proto-oncogene (nepatocyte growtn tactor receptor) (JVLbi j, 
mrvLN A 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


1NJV1 UUUZ^fj 


nomo sapiens ivieuiterranean tever ^ivin/r v j, mrviN/v 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransf erase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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JNJVL UUU4zo 


nomo sapiens Latent transtormmg growtn factor beta binding protein z (LJ rSrzj, 

1T1KJN A 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
memoer z ^jvl. in nzj, mKJNA 


JNJVL KjKjKjZd 1 


nonio sapiens upopiotem lipase (i^rvuj, iyikjna 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


JNJVL KjKJUZdO 


rlomo sapiens lipase, nepatic (Lir cj, mKJNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

(LlrVV), m lv IN A 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NM \j\j\)155 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


JNM UUUzzo 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 
( IzMcL))) (LAMJdJ), mKJNA 


JNJVL UUU4ZO 


rlomo sapiens lammm, alpna z (merosm, congenital muscular aystropiiyj 
(LAMA2), mRNA 


JNJVL UUUZZo 


rlomo sapiens Keratin y (epidermoiytic paimopiantar Keratocermaj (JvK l yj, 
mRNA 


JNJVL vvkjQZZ 


rlomo sapiens Keiatm 1 / (is^Ki 1 / J, mKJNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


JNM U(JU4zl 


Homo sapiens keratm ID (epidermolytic nyperkeratosis; keratosis paLmans et 
plantaris) (KRT10), mRNA 


JN M_UUUzzz 


Homo sapiens v-kit Hardy-Zuckerman 4 telme sarcoma viral oncogene nomolog 
(KIT), mRNA 


A.TA 4 AAAO 1 O 

JNM (JUUzlo 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 

( rvL JN y 1 ) , mKJN A 


NM 000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 

(rvLvJNrM J, mKJNA 


NM 000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoei 1 (episodic ataxia witn myokymia j (rvCJNAij, mKJNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


A.TA A AAAO 1 C 

JNM UUUzlj 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 

mKJNA 


JNM UUUzlz 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 

ATriR T\ DMA 
( 1 L UDJ J, mKJNA 


JNJVL uuuzuv 


nomo sapiens msunn promoter iactor i, nomeouomam transciipxion iactor 

^irr 1 J, III iv 1 \ f\ 


MlVt 000907 


nomo sapiens msuun iiirs. i \ /\ 


TsJA/L 00041 8 
1M 1V1 UUU4 1 O 


nonio sapiens liiLeiieuiviii h- lecepioi ^ir^T-rvj, inrvi>jjrv 


TsJIV/T OOO A 1 7 


nomo sapiens mteneuKin z receptor, aipna ^ir^zrvrvj, mrvi>i/\ 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


AJA/T OOOOO^ 


nomo sapiens lQuioniuase, aipna-L- ^jjjuaj, in is. in a 


XTA>f OOO/I 1 ^ 
iNJYL UUU41 j 


nomo sapiens islet amyloid poiypeptiue (JArr j, mrviNA 


AJA/f OOOOOO 
IN JVL U U U Z U U 


nomo sapiens nistaiin ^ ^niiNj j, mrviNA 


AJA/T OO 1 
JNJVL UUOjo 


nomo sapiens neat snocK iianscripiion iactor (nor^ j, miviNA 


JNJVL UUUojV 


nomo sapiens ^-nyciroxy-^-metnyigiutaryi- coenzyme a reductase ^nJviOL,Kj, 

111 1 V 1 ^ J\ 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


1N1V1 UUHoO 


iioiiio sapiens giucoKinase ^nexoKinase h-j leguiatory proxem ^oi^rvKj, niKiNA 


NM 000820 


Homo sapiens growth arrest- specific 6 (GAS 6), mRNA 


JN1VL UUUIjj 


riomo sapiens galactose- i-pnospnate uridyryitiansieiase (LjAI^I), mKJNA 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


x T \ A AAAO 1 /C 


Homo sapiens gamma- aminobutyric acid (GAB A) A receptor, gamma 2 
(GABRG2), mRNA 


JNM (J(JUol5 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


"N.TA A AAAO 1 1 

JNM (JUUoll 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(GABRA6), mRNA 


\i \ 4 AAAOAA 

JNM (JUUoUV 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


TVTA A AAAO AO 

NM 000808 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 

(OArSKAJJ, mKJNA 


TvTA/f AAAOAT 

NJVL 00080/ 


riomo sapiens gamma-ammo butyric acid (OArJA) A receptor, alpna 2 
(uAdkazj, mis. in a 


TsJA/T AAA 1^1 
N1V1 UOUOl 


riomo sapiens giucose-o-pnospnatase, catalytic (glycogen storage disease type 1, 

I/An i i" L' ^ /i 1 1_' ^ o c \ ( (~\ f^^ \ r? n.i a 
von oierKe uiseasej ^uorL/j, mrviN/\ 


TsJTV/T C\C\^A ^ \1 
1N1V1 UU14jZ 


nomo sapiens ioiKiiedci dux rz ^jrv^^vrz^, niivi > s\ 


tsja/t nonius 

1NIV1 JO 


nomo sapiens numim i ^iviaiian synciroinej ^rr>iNi ^, mrviN.rv 


1>J 1V1 UUU ID O 


nomo sapiens raiicoin aiieiiiia, compieiiieiiTaiioii gioup ^ ^r/\iNi^ ^j, mrviN/\ 


1N1V1 UUl i t i tj 


nomo sapiens iauy acici umcung protein o, lieai ^gastrotropm ) ^rADro j, mrviN.rv 


IN ivl uuittz 


nomo sapiens iatty acici Dinciing protein h-, adipocyte ^r/VDrH-j, rnrviN/\ 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


MAyT AAA/1 A 1 
N1V1 00U401 


nomo sapiens exostoses (multiple) 1 (li^izj, mKNA 


~\.ta AAA1 T7 

NM OOUlz/ 


Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


TvTA/T /111 

NM 00143:) 


Homo sapiens ERto nucleus signalling 1 (ERN1), mRNA 


TvTA/f AAAIOO 
NJV1 0001ZZ 


tt * ** * 1 j.' i , • i r' 

riomo sapiens excision repair cross-complementing rodent repair deiiciency, 
complementation group d (^xeroQerma pigmentosum gioup r> complementing; 

^ C IN-l^ ^ J) J, 1 1 1 IV IN /A 


In 1V1 UUU 1 Z 1 


nomo sapiens erytniopoietin receptor yLjr\jts^) 9 miviN/\ 


IN Ivl UUU 1 ZU 


nomo sapiens epoxiue nyuroiase i, microsomal ^xenouioticj ^crnAi ;, m ivin /\ 


IN 1V1 UUU 1 1 y 


nomo sapiens eryiniocyte mentuiane protein Danu ^.l \Hr d^z ), miviN/\ 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


TvTA/r nnn 1 1 q 

IN IVL UUU 1 lo 


nomo sapiens enQogim ^usier-rveitau- weuei synQiome i j ^j_/1noj, mrviNA 


NM 000117 


Homo sapiens emerin (Emery- Dreifuss muscular dystrophy) (EMD), mRNA 


N1V1 0014ZZ 


nomo sapiens ii/4-iiKe tactor j (ets domain tianscnption tactorj (liLr d) 9 mKNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECMz), mKNA 


"XT A A AAA1 1 O 

NM 0001 12 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 

(oLLZoAZj, mKNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetyigluc os ammepnospno transferase 1 (OicNAc-i-F transterasej (JJrAul ij, 

1 1 1 Ix In r\ 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl ), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage- specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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n OHIO Sapiens CieaUl-aSSOClaieLl protein KlIld.SC D \U/\r JAJ) llliv In f\ 


TsJA/r riorum 

IN 1V1 UUU 1U1 


nomo Sapiens cytocnrome d-z^+j, aipna poiypepnue \ i r>Aj, rnrvTNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


rNivi uuijj^ 


riomo sapiens cainepsm u (Liouj, mKi\i a 


NM 001328 


Homo sapiens C-terminal binding protein l (CTBPl), mRNA 


JN1V1 UUUjj4 


riomo sapiens cone-ioa nomeoDox (UKys.), iyikjn/Y 


NM vvvvyo 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM 000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epipnyseai dysplasia 1, multiple) (UUiVLr), mKN/V 


TvTA/f firing no 
JNJV1 UKJVDyZ 


riomo sapiens Alr-Dmamg cassette, sub-iamily u (Lr iK/JVLKrj, member z 
(ABCC2), mRNA 


N1V1 UUUUoj 


riomo sapiens cnioncle cnannel Jvb (L,LUNJvr>), mKN/v 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X- linked, Dent disease) 

(LLLJNjj, mKINA 


NM 001279 


Homo sapiens cell death- inducing DFFA-like effector a (CIDEA), mRNA 


"NT A A AAAAOA 

JNM UUUUoU 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


TvTA A AAA7C1 

NM 000751 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 

mKN A 


NJVL UUU/4/ 


Homo sapiens cnolmergic receptor, nicotinic, beta polypeptide l (muscle; 

( L M IvlN t> 1 J, nils. IN f\ 


nivl uuuu/y 


riomo sapiens cnoLinergic receptor, nicotinic, aipna poLypeptice i (muscLej 
(CHRNA1), mRNA 


TvTA/f HOI 97^ 


nomo sapiens cmomouomain nencase uin/\ umQing piotem ^nu'+ j, mrvr>/\ 


N1V1 UU 1 z / 1 


riomo sapiens cniomociomam LieLicase ijin/\ Dinciing piotem z (Lnuz), mKJN/\ 


JNJYL UU1Z/U 


riomo sapiens cmomociomaiii nencase una DiiiQing piotem i (l^hiji j, iiikjna 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM UUUU/o 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


NIVL UUIZjo 


Homo sapiens cycim-ciepencient Kinase J (UJJJv3), miCNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis lactor (ligand) superlamily, member 5 (nyper-lgM 
syndrome) (TNFSF5), mRNA 


A.TA A C\(\f\C\'~l ^1 

NM_00007J 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


\ 1 1\ ft f\f\ 1 r\ A f\ 

NM 001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


A.TA A AA1T/10 

NM 001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 

mKN A 


A.TA A C\C\ IT/1/; 

NM UU1246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


N1V1 k)K)K)k)/Z 


Homo sapiens UJJJo antigen (coLiagen type i receptor, tnrombosponuin receptorj 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


TVTA/T nAAA7 1 

NIVL UUUU / 1 


Homo sapiens cystatnionme-beta-syiitnase (L rSo), mKN A 


NJVL UUUooo 


Homo sapiens calcium-sensmg receptor (nypocalciunc Hypercalcemia l , severe 

iicuiidicii iiy pei pdi dLiiy i uiLiisiiij ^^..^rvoxvj, iiirvi>j'-v 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM 000069 


Homo sapiens calcium channel, voltage- dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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1NJ1V1 uuuouo 


no mo Sapiens complement component o, gamma poiypepiiQe \ c ou j, m k in /\ 


IN IVl UUUUOO 


nomo sapiens tonipiuiiuii component o, ueta poiypepiicie y\^or>), miviN/\ 


IN IVl \)\J\)DOZ, 


nomo sapiens L/Ompiemem component o, aipna polypeptide ^^o/vj, mrviN/\ 


INlVl UUUjO / 


riomo sapiens complement component / \\s / miviN/v 


INlVl WUUUOt- 


n onio sapiens complement component d \k^s> miviN.rv 


INlVl UUUUOl 


nomo sapiens ijiuton dgdninidgiu d uiiiicniia tyiosme Kinase ^rstrv^, mtviN/Y 


INlVl UU1ZUO 


nomo sapiens oasic tiansciiption element umutng piotem i \dlii,dl mivi\i/\ 


TsJA/r nnnn^n 

INlVl uuuuow 


nomo sapiens uiotmiciase \d i is miviN/\ 


TsJA/T nn 1 9H 1 
IN IVl UU1ZU1 


nomo sapiens Done morpnogeiietic protein j ^osteogenic ) \DNLr j j, mrviN/\ 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


JNM UUUlO / 


nomo sapiens oloom syndrome (dLM), mKJNA 


ATA A C\C\ 1 i no 

JNJY1 UUllVo 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


JNJV1 UU 1 1VO 


nomo sapiens r>nj interacting domain deatn agonist (r$llJ), mKJNA 


NM 000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
piotem, mivrMA 


NM 000465 


Homo sapiens BRCAl associated RUNG domain l (BARDl), mRNA 


JNivl UUU/Uj 


Homo sapiens A I rase, nH-/is.H- exenangmg, beta polypeptide (Air4r>), mKJNA 


ATA A HAAA/IO 

JNM UUUU4V 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASPA), 

rvit? A^T A 


AJA/f C\C\(\C\A£x 
1N1V1 UKJVU^O 


nomo sapiens aryisuiiatase r> (akod j, mKiN a 


inivi uuuoj?y 


nomo sapiens tumor necrosis iactor (^nganaj supenamiiy, memoer o ^iiNroroj, 

ml? XT A 
111 fx IN /A 


tsja/t nnnnzio 

INlVl uuuu^-z 


nomo sapiens apo lipoprotein n ^Deta-z-giycopiotem i) ^Arunj, nnviNy-v 


xTA/r nnnnd. 1 

In IVl U U W-t 1 


nomo sapiens apoiipopiotem el \sai\jll in is. in /\ 


TsJA/r nnnnzin 

INlVl UUUU4U 


nomo sapiens apoiipopiotem ^-111 kjk^d j, mtviN^-v 


NM 000039 


Homo sapiens apo lipoprotein A-I (APOAl), mRNA 


IN IVl UUUUjo 


nomo sapiens adenomatosis polyposis con (Ar c j, niKLNA 


iNlVl UU 110/ 


nomo sapiens annexm ai i (ain^vai i mKiN a 


aja/t nn 1 1 a h 

IN IVl UU1 14 / 


nomo sapiens aiigiopoietm z (AiNvjr izj, mKiN a 


AJA/r nn 11/1^ 

INlVl UU1 14D 


nomo sapiens angiogemn, iidoiiuc lease, KiNase a iamny, z> (ainoj, hikina 


NM 000036 


Homo sapiens adenosine monophosphate deaminase 1 (isofonn M) ( AMPD1), 

mKiN A 


NM 001141 


Homo sapiens arachidonate 15 -lip oxygenase, second type (ALOX15B), mRNA 


JNJV1 UUUUjO 


nomo sapiens aldolase r>, iiuctose-Dispiiospiiate (^Ai^uurSj, mKJNA 


JNJV1 \)\)\)\)dQ 


Homo sapiens aldolase A, rructose-Dispnospnate (ALUUA), mKJNA 


ATA /T AAAA'JO 

JNM kjvvkjjZ 


Homo sapiens amino levulinate, delta-, synthase 2 (sideroblastic/hypochromic 
anemiaj ^ai^aozj, nucieai gene encoding mitocnoiidnai piotem, mKJNA 


tvta/t nnnn^n 
rMivi uuuu ju 


nomo sapiens aianme-giyoxyiate ammotransierase (^oxalosis i, nyperoxaiuna i, 
giy co lie aciduria, senne-pyiuvate ammotransieiasej ^auai hi in. in /-v 


IN IVl 1 1 zo 


nomo sapiens auenyio succinate syntnase ^.rvi^ooj, mivi>i/\ 


TsJA/T nnn^&A 
IN 1V1 


nomo sapiens auieneigic, ueta-i-, leceptor ^aijivdi j, miviNi-v 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


AJA/r nn i i i a 

IN IVl UU 1 1 1 o 


nomo sapiens adenylate cyclase y (ALiti yj, iiiklna 


AJA/r nn 111^ 

IN IVl UU 1 1 1 D 


nomo sapiens adenylate cyclase o (Drainj (aul y oj, mKiN a 


tsja/t nn ^ ^ ^ a 

IN IVl UU 1 1 14 


nomo sapiens auenyiate cyclase / ^y-vt^^ i / j, miviN.rv 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA 


NM001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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TvTA A Am 1 A/1 

JNJVL UU11U4 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


JNJVL UUlUoo 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


JNJVL UU1U4J 


nomo sapiens solute earner family o (neurotransmLtter transporter, 
noracii enaimj, meniDeL z ^o.ll.o/vzj, liilvin/\ 


1N1V1 UUUZOZ 


riomo sapiens propionyL coenzyme /\ caruoxyLase, oeta poLypeptLCie (rtLD j, 
Liuclear gene encoding mitochondrial protein, mRNA 


lnivi uuzd /y 


noiiio sapiens paiaiemmm (^/vlivlj, itilvin/\ 


INIVL UUZ44J) 


riomo sa]3iens micioseminopiotem, oeta- ^iVLoivir>j, mKJN/\ 


IN IVL UUZ41o 


riomo sapiens moiiim (ivll^in mrviN/v 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


JNJVL UUZZ43 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 

(LVL^INJ ID), mivIN/V 


xTAjf nn 1 <1A 

IN IVL UUL3.j4 


riomo sapiens nomeo dox l i-iiKe i ( hua i ll^lj, m k in /\ 


A.TA/T nni/i^/i 

JNJVL UUL434 


nomo sapiens iorKneaQ dox j l ( r uaj l j, m iv in /\ 


IN IVL UU4UUL 


nomo sapiens re iiagmeni oi Lgo, low aiimity lid, receptor ior {k^udzj 

^ P VJ IxZ D J , 1 1 1 IN. 1 \ /A 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein- 3 9) (CHI3L1), mRNA 


IN IVL UU1 /DZ 


nomo sa]jiens caxaiase ^l^/\l j, mrviN/\ 


IN IVL UUIOIU 


nomo sapiens aciQ pnospnatase z, lysosomal (/\L^r zj, mKJN/\ 


IN IVL UIO40L 


nomo sapiens zyxm yZjij^), m k in /\ 


IN IVL UIO40U 


nomo sapiens zona peiiuciQa gLyco]3iotein z (sperm receinoi ) (z^rzj, miviN/v 


IN IVL UU.34jy 


nomo sapiens soiute earner iamny ju (zinc transporter^, memoer j \^>l^k^d\jj\j> ), 

111 IV IN J\ 


INIVL VJUOHOW 


nomo Sapiens zinc inigei pioiein y± ^nrr /, nir iuj yz^rsryi ), iiilvinz-v 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


IN IVL UUj^Zo 


nomo sa]jiens zinc imgei piotem (nrrz j (z^iNro^tj, miviN/v 


JNJVL UU34L0 


nomo sapiens zinc imgei piotem / (Lnax^ 4, clone nr .idj (z>iNr / ), mKJN/\ 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


JN1VL UU34ZO 


nomo sapiens zinc tmger protein /4 (Uosdzj (z>JNr /4j, mKJN/v 


JNM Ulo4Zj 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
poiy]3eptiQej ^z^iNr^jj, miviN/\ 


IN IVL UUJ4Z.3 


nomo sapiens zinc imgei piotem 4j (niroj (Z>iNr4j j, miviNA 


JNJVL VVJ^ZZ 


nomo sapiens zmc tmger protein 4Z (myeioiQ-specitic retmoic acici- responsive ) 

( Z.IN r 4Z ) , 111 Iv IN /\ 


IN IVL UU.34ZU 


nomo sapiens zuii Linger piotem dz> (cione nr. iv) ^z-»iNr j j 111 1\ i > /a 


IN IVL UUj'i-jO 


nomo sapiens uassoon (piesynaptic cytomatnx piotem^ (jdoin j, ltllvin/\ 


IN IVL UU-jHOO 


nomo sapiens zmc imgei piotem zud (AiNrzuD mrviN/v 


IN IVL ULOHO J) 


nomo sapiens zmc Linger piotem 170 ^z^iNr 170 ^, itllvin/\ 


IN IVL UU.j4.jU 


nomo sapiens zmc imger protem 1/4 (z^iNr i /4j, miviN/\ 


IN IVL UU j^tt / 


nomo sapiens zmc imgei protem iod ^z^iNr lod j, itllvin/\ 


IN IVL UU.J 440 


nomo sapiens zmc Linger piotem ij / \ri/^r j ^zdNr id / mLviN/\ 


IN IVL UU.J44.J 


nomo sapiens zmc imger piotem 10 1 (pnZi-o / ) ^z^iNr iz> 1 mrviN/\ 


IN IVL 


nomo sapiens zmc imger piotem i4j) (^cione pnz^-i ) ^z^iNr i4j) mLviN/\ 


INIVL UU.344L 


nomo sapiens zmc imgei piotem 141 ^ctone pnz,-44 y > ^z^iNr 14 1 j, itilvin/\ 


INIVL UU.344U 


nomo sapiens zmc imgei piotem i4u ^cione priz^-jy) ^z^iNr i4uj, itllvin/\ 


INIVL UUj^tjO 


nomo sapiens zmc imger piotem i j / ^ctone pnZi-juj ^z-dNr is> / j, miviN/\ 


NM 00^4^7 


1-ToTno c^nifnc vinr 4 "fin ctp't* 1^1*0 tf^in ^ ^Innp nl— \7 — 'JCV\ ^7\TF 1 iy»]?\[ A 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ- 1 3) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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JNJVL UUJ4 1 1 


nomo sapiens zinc linger protein, Y -Linked (Z,r Y j, mKJN A 


NM 003410 


Homo sapiens zinc finger protein, X- linked (ZFX), mRNA 


JNM (JUJ4(J5 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


JNJVL UUJ4U4 


rlomo sapiens tyrosine J-monooxygenase/tryptopnan j-monooxygenase 
acTivation protein, ueta poiypeptiQe ^ i wri/vt> j, mrviN/\ 


JNJVL UUUJoU 


nomo sapiens xeroQerma pigmentosum, compiementanon gioup /\ 

111 Iv 1>J /A 


TsJA/T OfR 1 

iNivi ulo:?j>i 


nomo sapiens w/\kD pioxem iamiiy, meniDei i w Aor i j, in ivi n /a 


1M1V1 UUj Jo4 


nomo sapiens vaccinia reiateci Kinase i ^ vrvivi mivi>j/\ 




nomo sapiens very low ciensny iipoL^roTem leceLJioi ^ V-LU-LIv,), mrvi>j/\ 


1N1V1 UUj JOZ 


nomo sapiens vasoactive miesxmai pepucie receptoi z ^ v irivz mrviN/Y 


1M 1V1 \J KJJ Jol 


nomo sapiens vasoactive mtestmai pepnue \ \ir)^ mrviM/\ 


±N 1V1 UUJ JOU 


nomo sapiens vimentm ^ viivij, miv in /a 


iNlVl uujj> / / 


nomo sapiens vascular encioineiiai growxn iacior d ^ VE/UrDj, mrvi>i/\ 


INIVI UUJ) J) /o 


nomo sapiens vascuiai eiiciomeiiai giowin iacior ^ vxj/Vjtf mrvi>i J rv 


InIVI UUUJ> /o 


nomo sapiens vnamm u ^i,zj- Liinyciioxyviiamm ud ) recepior ^ v ui\ iiiix in /a 


Mivr nn^^7^ 

1M1V1 UUJO / D 


nomo sapiens voiiage-ciepenciem amoii ciiamiei z ^ v z hiivln/y 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


JNJVL UUj d 1 1 


nomo sapiens vav z oncogene ( v/vvzj, mKJN/v 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


JNJVL UUJ /oz 


nomo sapiens vesicie-associateci memDiane L^iotem 4 ( V/Vivir4), mKJN/V 


JNM vvjDOy 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


JNJVL UUJ3>// 


nomo sapiens uiiQiiierentiatea embryonic cell transcription factor 1 ir ij, 
miviN /\ 


JNJV1 UUJ4/U 


nomo sapiens uDiquitm specmc protease / (nerpes virus-associatecij ^Uor /j, 

11 11\. In r\ 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


IN JVL UUJ JOJ 


nomo sapiens UDiquitm specmc protease 4 ^proto-oncogenej ^Uor4j, miviN/\ 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


JNJVl UUJV4U 


nomo sapiens ubiquitm specmc piotease U (lsoL^eptiaase l-J) (Uor U), mKJNA 


JNM UUJ Jo/ 


nomo sapiens upstieam transcription tactor z, c-tos mtei acting (Uorz), mKJNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 

^T>\T A 

mKJNA 


JNM_UUJ Jo J 


homo sapiens ubiqumoL-cytocnrome c reductase core protein l (Ul^UKCl), 
mRNA 


JNM UUJJo4 


Homo sapiens uname pliosplioryLase (Ur), mKJNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 

mKJNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM 003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8), mRNA 


\T \ 4 f\f\ 1 A 

NM UU1U74 


Homo sapiens UDP glycosyltransterase z tamily, polypeptide B7 (UC_rlzB7), 
mRNA 


TVTA It f\f\ 1 f\*T~! 

NM_UU1U77 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mKJNA 


XTA./T nn 1 cm a 
rNivi uuiu/o 


nomo sapiens uur giycosyitransierase z iamuy, poiypeptiQe did ^uujzdijj, 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


JNJVL UUjdjZ 


Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


TvTA/T frfrllAH 


nomo sapiens UDiquitm-conjugatmg enzyme n,2L, 3 (Ur> xizLJj, irtKJNA 


"VTA/T fr frill H 

JNJVLUlo dd 1 


rlomo sapiens uDiquitm-conjugatmg enzyme r,zt> (KAJJo nomolog) (Ur>iizr>j, 

lTirvJN/\ 


TvTA/T frfrlllA. 


riomo sapiens uDiquiTin-conjugaiing enzyme rLZJ\ yKJWJo nomoiogj \\jdcjZP^)^ 




nomo sapiens UDiqmnn-activaung enzyme j_/i-iiKe (UDciLj, in in. im /\ 


1NIV1 UUUJDU 


nomo sapiens lyrosmase-reiaieci pioxem i ^ i i rvr i ), mrvi>/\ 


INIVI UUUj / Z 


nomo sapiens tyrosinase ^OLUiOL/Uianeous aiDimsm \ i x rvj, mivrNy-v 


IN 1V1 UU 1U / 1 


nomo sapiens inymiuyiaie syiiiiieiase ^ i i ivio iiirvrN/A 


1MIV1 UUJJ)J)1 


nomo sapiens tyrosine Kinase z ^ i i ivz i ? in in. in /\ 


INIVI UUJ>JOU 


nomo sapiens imoiecioxm reductase i ^i^i>irvL/i mrvi>i/\ 


tsja/t nn^^9Q 

iMivi uujjzy 


nomo sapiens imoieuoxm ^i^vim hi in. in /\ 


1NIV1 UUJOZO 


nomo sapiens i yviv tyrosine Kinase ^ i y\ rv j, mrvi>/A 


IN1V1 UUJJZ^f 


nomo sapiens tuuDy iiKe protein j y i uLr j miviN/\ 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


XTA/T frfrlll 1 
INJVL UUJjZI 


nomo sapiens iu nansiation elongation ractoi, mitocnonuiiai { i urivij, mrvrN/v 


INIVI UU1U/U 


nomo sapiens tuDuim, gamma i ( i uooi mivi>/\ 


TsJA/T frfr^fr£ L Q 

inivl uuiuov 


nomo sapiens tuDuim, ueta poiypeptiue i ursrs j, miviN/\ 


TvTA/T frfrfr1*71 
INIVI UUUJ) / 1 


nomo sapiens transtnyretm (pieaioumm, amyloidosis type i) tivj, mrviN/v 


AJA/T frfrfr17fr 
1N1V1 UUUo /U 


nomo sapiens tocopneioi ^arpnaj transtei protein (ataxia (rrieciieicn-iiKej witn 

VlTcllTllIl jC/ C1CI1L/1CI1L' y 1(11 jTjtv 1 ? IIllviM /\ 


INIVI UU-jJ)lV 


nomo sapiens titin ^ i i i>i j, mtvi>i/\ 


TsJA/T frfrll 1 ft 
INlvl UUjjIo 


nomo sapiens i iiv piotem Kinase \ i iis^j, mrvi>j/\ 


MATT 00^17 
IN1V1 UUjj 1 / 


nomo sapiens tnyroiu traiuscnption iactor i ^11 ir i j, in ivi n /a 


INIVI UUJ)J)1Z) 


nomo sapiens tetratriL/Opepuue repeat uomam z \ i i^z^i, mrviM/\ 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


tsjA/T frfrll 1 1 

in ivi uuj? d 1 1 


nomo sapiens tumor suppiessmg suDnansieraoie canuiaate s> { i ootj mivrsi/v 


INIVI UUj^IU 


nomo sapiens tumor suppiessmg suDnansteiaDie caiiQiQate i ooli mivrs/v 


TVTA/T frfrfrl^Q 

JN1V1 UUUjoV 


homo sapiens tnyioici stimulating noiirione leceptoi ( 1 onrvj, mrCiN/v 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


TvTA/T frfrlAfr/Z. 

JNJVL UU J4Vo 


nomo sapiens transtormation/transcnption domam-associatecl protein ( l KK/VFJ, 

1T1KJNA 


AJA/T frfrll frl 
INIVI UUddUi 


nomo sapiens tnyiotiopm-ieieasmg normone leceptoi \ iivriivj, iiikjn/\ 


ATA/f fifi^ 9GQ 

injvi uujzyy 


nomo sapiens tumoi 1 ejection antigen (gpyoj i ( irc/\i j, mKJN/\ 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 

*v, o TVT A 


INIVI UloZyt) 


nomo sapiens testis specitic piotem i (piooe n4-i pj-i ; ( yvj^y ), itikjn/y 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


TVTA/f frfrl^QZ 

JNJVL UUJjVj 


nomo sapiens tyrosyiprotem suitotransterase z (iFb izj, mKJNA 


TVTA/T frfrllfrl 

JNIVL Ulozyz 


nomo sapiens translocated promotei region (to activated iVLii 1 oncogene) ( t rKj, 


IN IVI \)\)DZyi 


nomo sapiens tnpeptiayi peptidase 11 yirrZ), miviNA 


tvta/t nnn^/17 

INIVI UUUD4 / 


T T y-\ 4-%-\ yv t~1 g~\ 4^> 4 y-< 4- « 7~**y~\, 4 /-V 4^ -w^- 4 yJ y-v y-» /-> 1 ' 1) \ "\ 4-^ 1 1 y-x y~> 4^ y-*- y-*4^ /-\ yT» y\ y-J 4 4^ y-*- 4-v^ 4 -4" y~\ y~* /~\ 4^ s-\ 4^4 y^ 1 

nomo sapiens tnyroid peroxidase i r\j j, nuclear gene encoding mitocnondnai 
protein, n 1 is. im r\ 




1-ToTno c^nifnc trAtininvncm Zl ^TPA A A \ itiT?T\T A 
±±VJ111VJ odUlC/llo 11 UUVJlll V VJolll 1 ^ 1 JT IViT- 1, 111 IV 1 > / A 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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1N1V1 vvjyjj 


riomo sapiens topoisomerase (ujn/aj 111 oeta (iur 3d), mix±N/\ 


1N1V1 UUIUO/ 


riomo sapiens topoisomerase (ujn/vj 11 aipna ( i /u\ku ) { i kJt zaj, mrviN/\ 


JN1V1 ULoZoD 


norno sapiens tenascm rv (resmctm, janusmj ^iinkj, niKJN/\ 


JN1VL UUjZ54 


riomo sapiens Transition protein i ^uunng nistone to piotamme lepiacementj 

^ 1 In r 1 11 1 lx 1 > i\ 


In 1V1 UU WJ) OH- 


noniO SapieilS IlOpOlim IZ, L/alCllaL/ ^ IIMIN 1ZJ, lilrviM.rv 


1N1V1 UUJZOJ 


noino sapiens tioponm 1 1, sKeietai, siow \ iinin i i mrviN/\ 




norno sapiens troponin i, LaioiaL/ ^ iimimij) nrrvi>i J rv 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


in ivi uujZoi 


riomo sapiens troponin i, SKeietai, siow ^iininii ), mrviN/\ 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


JNJVL UUJZoU 


riomo sapiens troponin slow (iJNJNLij, mKJN/\ 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NM 001244 


Homo sapiens tumor necrosis tactor (ligand) superlamily, member 8 (^^^^8), 
mRNA 


XTA 4 AA 1 OCO 

NM_001252 


Homo sapiens tumor necrosis tactor (ligand) superlamily, member 7 (!NrSr7), 
mRNA 


NM OOJizo 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM 003808 


Homo sapiens tumor necrosis tactor (ligand) supertamily, member 1 3 
(TNFSF13), mRNA 


NM 003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM 003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


X T \ A f\f\ 1 T /I 1 

NM 001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM 001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


"N.TA A AAAA/n 

NM 000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


TVTA A AAOITl 

NM 003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM OOlOoo 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


X T \ 4 A A 1 A / r 

NM OOIOoj 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSFIA), mRNA 


NM 001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 7 
(TNFRSF17), mRNA 


NM 003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis tactor receptor superlamily, member lz 
(translocating chain- association membrane protein) (TNFRSF12), mRNA 


NM 00zo4o 


Homo sapiens tumor necrosis factor receptor superfamily, member lib 
(osteoprotegerin) (TNFRSF1 IB), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 

OI IN r IV t> 1 IN r Ivor 1 1 J\ j, m In. IN J\ 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 Od, decoy 
with truncated death domain (TNFRSF 1 0D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 0b 
(TNFRSF 1 0B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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^ 1 IN r Ivor 1 U/\ J, in Iv IN /\ 


ATA/T nn^9*7A 
JNJVL KjKjdZ 1 0 


nomo sapiens tnymopoietm ^iiVLrUj, mrviN/v 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


ATA/T nmOl/l 

JNJVL UloZ/4 


nomo sapiens transm em Diane piotem i ( iiviJ^JVii), mrvJN/\ 


JNJVL {JKJDOyZ 


rlomo sapiens transmembrane protein witn rj/Or-liRe ana two tollistatm-liKe 
Gomams i ( i lviri/rr 1 1 mKJN/\ 


ATA/T nni07^ 
JN1V1 UloZ/J 


rlomo sapiens transm em Diane / supeitamiiy memoei z ( ijvi/orzj, mKJN/\ 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 

^XA/T'TQTh 1 ^ tviT?ATA 
^ 1 IVL / or 1 lilix IN /\ 


atA/T c\f\^l1H^ 

JNJVL VVJJZ 1 1 


riomo sapiens tiansm em Diane 4 superiamiiy mem Dei / { irvi^or / j, mrvJN/v 


JN1V1 UUJZ/U 


riomo sapiens transm eniDiane 4 supeitamiiy memoer o ( irvi4oJroj, miviN/\ 


ataa nmoAQ 
jnjvl UVjyOJ 


nomo sapiens transm emoiane 4 superiamiiy memoer j ^irvi4orr> ), mrvrsi/\ 


jnjvl uu-jZov 


nomo sapiens nuciear receptor suDiamny z, group c,, memoer i ^iNxvzr!/i j, 

m T? AT A 
11 1 iv IN /A 


ATA/T nn^9/^A 


nomo sapiens loii-iiKe receptor 4^1 i^rvH- niiviN /\ 


ATA/T nn^9^ 


n 011 10 sapiens 1011-iiKe lecepioi j> ^ 1 l iv j) j, 111 iv in /a 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


JNJVL UUjZOJ 


nomo sapiens tou-iiKe receptoi 1 ( iLrvi j, mrviN/\ 


ata/T nn^i^c 


nomo sapiens tnyrnicime Kinase 1, soiuoie ^irvi mrviN/\ 


ata/T nn^o^T 


nomo sapiens tignt junction piotem i (zona occiuciens ij (ijr^ij, mrviN/\ 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


JN1VL UloZj4 


nomo sapiens tissue mniDitor ot metaiiopiotemase 1 (erytnroici potentiating 
activity, coiiagenase mniDitorj (iiivir ij, mivJNyv 


JNJVL UlOJ:?/ 


nomo sapiens i urij muuciDie eauy growin response z ^iijj/vjzj, mrvrs/v 


JNJVL UUjZjj 


nomo sapiens i-cen lympnoma invasion anci metastasis i { ii/vTviij, mrviNA 


JNJVL UUU^fOU 


nomo sapiens tnromDopoietm ^myeiopronierative leuxemia virus oncogene 
uganu, megdKaiyocyxe giowxn dim ueveiopmenx iaciorj ^inruj, mxviN/\ 


ATA/T 00^940 


nomo sapiens ininiei oiigopepxiciase i ^inur i mrviN/\ 


ATA/T OfR9A& 


nomo sapiens inromuosponciin h- ^ i nDo^ in iv in r\ 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


jnjvl uu j zhtO 


nomo sapiens tniomDOsponum i { inr>oi j, mrvrN/v 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


JNM UUlooU 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


JNM (J(JJz45 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


X T (V /f AAA') CO 

NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamme-gamma-glutamyltiansterase) (ivjJvll), mKJNA 


JNM UUJz4J 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 

/Tr.PUR 1\ m DMA 
( 1 vj r t> Iv J J, 111 iv IN /\ 


JNiVl UUJZ^+Z 


nomo sapiens transiorming growtn iactor, oeta receptor n {/u-ovklj) 

^Tr^PRT? 9 ^ m T? AT A 
^ 1 Kjr D IVZ ) , 11 1 IV IN /A 


ATA/T HOO^S 
1N1V1 UUUjjO 


nomo sapiens Tidiisiorniing growin iacior, Deia-mciuceci, ooku ^iv_rrr>ij, mrviN/\ 


ATA/T fin^97Q 


nomo sapiens TraiisioiiTiiiig giowiii iacioi, oexa d ^lurDj mrviN/\ 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


ATAyr nn'io'JA 

JNJV1 UUjZJO 


nomo sapiens transtormmg giowtn iactor, aipna ^lOr/Yj, mrviN/v 


ATA/T nn^9^j. 

INIVI WUJ5ZJ)H- 


rronio sapiens iiaiisieiiiii lecepioi ^p^w, ^j-^/ i j ^irrvv^^, iiirviN.rv 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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xr\/T nn^9 1Q 

rNlvl ULOZiy 


nomo Sapiens teiomeiase reverse iranscrrpiase ^ijj/ivi j, mivi\i/\ 


1M1V1 ULOO / J 


nomo sapiens inm-cap ^leieinoninj ^ i i^/vr itiixtn/y 


TsJA/r 00^917 
rNlvl VJLOZ1 / 


nomo sapiens lesns ennanceu gene iranscripi i_ i caj i linv i n /a 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


InIVI UUJZlJ? 


nomo sapiens i c-/\ Qomam iamny memoer ^ 1 dajj^ n i k in /\ 


JN JV1 UUJZ 1 1 


nomo sapiens inymme-uiN/\ giycosyiase ( luvjrj, itikjn/v 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


JNJV1 UUUJjj 


nomo sapiens tiaiiscoDaiamin 11, maciocytic anemia { 1 UJNZ), mKJN/V 


JNJVL UUlUoZ 


rlomo sapiens transcobaLamm l (vitamin r$iz bmamg protein, K bmaer family) 

( 1 L^IN 1 J, mrvlN/\ 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


JNJVL KJVjZvi 


rlomo sapiens transcription factor o-LiKe 1 (mitocnonanai transcription factor 1 - 
like) (TCF6L1), mRNA 


JNJV1 vvDiyy 


rlomo sapiens transcnption tactoi 4 ( !Lr4), mKJNA 


JNJV1 UU3ZUO 


nomo sapiens tiansciiL3tion tactoi zi ( lurzij, mKJN/V 


JNM 1)1)104:) 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
^riiNr i j, aiDumm proximal iacior ^ i L.r i ^), mKJN/\ 


NM 003198 


Homo sapiens transcription elongation factor B (SIII), polypeptide 3 (1 lOkD, 
eiongm /\ j ( i l ll d j n i iv in /\ 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


JNJVL UUj1V4 


rlomo sapiens i/\i/\ box binding protein ^irSrj, mrvJN/\ 


JNJVL UlolVZ 


rlomo sapiens tubuLm-specitic cliapeione c (irSULj, mKJNA 


JNM UUUllo 


Homo sapiens tafazzin (cardiomyopathy, dilated 3A (X-linked); endocardial 
iibioeiastosis z, rsaiin synoiomej ( i/\z>j, mrvLN/v 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
miiocnonariai protein, miviN/v 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


JNM UUJlyU 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


JNM Uloloo 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mKJNA 


JNJVL UUJ4o / 


rlomo sapiens jaja box binding protein (Jor j-associatec tactor, kjna 

MAUrtMArQCA TT AT A Q 1/ n /'DATA Kin/TinfT nr/\tr>in C /, \ /T^ A TTOXI \ T? tvl A 

poiymeiase n, in, ooklj (rvLNA-DinQing piotem doj ( i ajtzin j, miviNA 


IN JVL UUJ Jo/ 


nomo sapiens jaja dox Dinumg protein ^ir>r^)-associateci iacior, kjna 
polymerase 11, vj , jzkjj ^i/\rzv_rj, mivi>i/\ 


1M 1V1 UU 1 Uj / 


nomo sapiens lacnyKinm recepior z ^i/\^rvz y i, miv in /\ 


TvJA/T 00^ 1 RO 


nomo sapiens synapioiagmin d i i jj, iiirv i n /a 


1N1V1 UUJ07J 


nomo sapiens synapiojamn i i in J i j, in iv in /a 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


TvTA/T fifiQ 1 7Q 
IN JVL UUJ I/O 


nomo sapiens synapsin 11 (^o yinzj, mKJNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


XTA/T OO'J 1 'VA 
JNJVL UlO I/O 


nomo sapiens synaptonemai complex protein i (oitr ij, itikjna 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


x I \ A AA^ 1 /C7 

NM 1)1)3167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


JNM (JUllOO 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 

m D\r a 
II l Iv IN t\ 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULT1A2), mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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iNlYl UUJ 1 O J) 


nomo sapiens syniaxm i d ^oiAiDj, in in. in /a 


IN 1V1 UUj 1 d y 


nomo sapiens serine/ tnreomne Kinase " ^o i j\7 j, inivrN/A. 


rNlVl UUjI jO 


numu sapiens serine/tnieomne Kinase o ^o i jvoj, inivrN/\. 


InIYI UUj 1 j / 


numu Sapiens senne/inreunme Kinase z i jvzj, miviN/Y 


rNlvl UUjOUU 


numu Sapiens serine/ inreumiie Kinase i j i jvij j, miviM/\ 


NM 003160 


Homo sapiens serine/threunine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


jnjvl uuj 1 Do 


nomo sapiens stromal mtei action moiecuLe i (oiiivii^, mKiN/\ 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


JNJVL UUJo// 


homo sapiens oJAJ mciucecl oi Ai mniDitor-z (oi/viiz), mKJN/v 


JN1V1 UUJ 1J4 


Homo sapiens statnerin (oiAin), mKJNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
mciuceci (oJAl Oj, mKJNA 


aja 4" nni 1 co 
JN1V1 UUjIjZ 


nomo sapiens signal transaucer ana activator 01 transcription J A (olAl ^Aj, 
mRNA 


TvTAif AA'J 1 < 1 

JNJVL UUJ1J1 


nomo sapiens signal transducer and activator 01 transcription 4 (bJ A 14;, mKJNA 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute -phase 
lesponse tactor; (biAJ jj, mKJNA 


JNJV1 


homo sapiens stei oidogemc acute legulatory piotem (blAK), mKJNA 


TvTA/f AA'l/n'J 

JNJVL 


homo sapiens signal transducing adaptor molecule (on J domain and 1 1 AM 

motiij 1 ^0 1 A1VLJ, mKlN A 


NM 003149 


Homo sapiens sre homology three (SH3) and cysteine rich domain (STAC), 

mKlN A 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


JNM UUJ 14o 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


JNJVL UU J /4J 


homo sapiens JAK binding protem (ool-l), mKJNA 


TvTA 4" AA1AQA 

JNM UUlUoU 


Homo sapiens aldehyde dehydrogenase 5 family, member A 1 (succinate- 
semiaiQenyde Qenydrogenase; (ALUnjAJ mKiNA 


JNJVL uujuv 


nomo sapiens signal recognition panic le receptor ^ uocKing piotem ) (oKrKj, 
mRNA 


rNIVl UUJ loo 


nomo sapiens orKo piotem Kinase z (om jvz j, iiikin/v 


JNJVL UUJ1JJ 


nomo sapiens signal recognition particle ivku (oKr iyj, mKJNA 


JNIVL UUJIJZ 


nomo sapiens spermidine syntiiase ( oKivij, iiikjna 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


TvTA/f AA1 A/17 
JNIVL UU1U4/ 


homo sapiens steroid- J -alp na-reductase, aipna polypeptide 1 (J-oxo-J aipna- 
steioid delta 4-denydiogenase aipna 1 ) (okl/jai j, iiikina 


JNJVL UUJ /4J 


nomo sapiens nucieai leceptoi coactivator i (jnl^vjai j, mKiNA 


NM 003128 


Homo sapiens spectrin, beta, non- erythrocytic 1 (SPTBN1), mRNA 


TvTA/f AAQ 1 07 
JNJVL UUJ1Z/ 


homo sapiens spectrin, aipna, non-erytnrocytic l (alpria-iodrmj (or 1AJN1J, 

mKiNA 


XTA/T AA^ 1 OA 
JNJVL UUJ1ZO 


nomo sapiens specnm, aipna, erytmocytic i ^einptocytosis z) (or jaj j, mKiNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


XTAA AAQ 1 O/l 
JNIVL UUJ1Z4 


homo sapiens sepiapteim leductase (/,o-dinydroDiopterm.JNAJJr+ 
oxidoreductase) (SPR), mRNA 


TvTA>f AA'MO'J 

JNIVL UUJ1ZJ 


homo sapiens sialopnonn (gpLl l J, leuKOSialm, UJJ4J ) (or JN mKJNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


TvTA A AAO 1 OA 

NM OOjIzO 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 

Spll (Or 11 J, lllKiN/A 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003 1 1 8 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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rNlvl UUjIU/ 


nomo Sapiens oivi ^sex uetermining legion i j-uox h- ^oLaa.h-j, mivrN/\ 


1M1V1 UUjIUO 


n (jii i(j sapiens orv i ^sex ueierrnining legion x j-dox i i ^ovj-a.i i mivrN/-v 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


rNivi uujiuz 


nomo sapiens superoxide Qismutase j, exxiaceiiuiar (oul/j j, m.Ki\iA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


TvTA>f fin's 1 nn 


nomo sapiens sorting nexm z (oNy^zj, mKJNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


\T \ if A A ") A A O 

JNM uujuyz 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 

mKJN/V 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA1), 
mKJNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 

(oJNKx /Uj, mKJNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclem, gamma (breast cancer- specinc protein 1) (SNCCj), 

mKJNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 

(oJNArLZ), mKJNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1 , 43kD 

( oJN ArL 1 J, 111KJNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM_UU3U78 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


A.TA A A AO A17 

NM_0UjU77 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


JNM_(J(JJU7o 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


"N.TA /T AA'JATC 

NM_UU3U75 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


A.TA A AA'JAT/I 

JNM (JUJU/4 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


A.TA A AAOAT) 

NM_00J07J 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


A.TA /I" AAO/CAI 

JNM (JUJoUl 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


"XTA A AAIATI 

NM (JUJU/1 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


A.TA /I" AA1A7A 

JNM_(J(JJ(J7U 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


A.TA A AATA/CA 

NM 003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


"VTA A AA'JAOO 

NM UU39oz 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM UU3U46 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


A.TA A AATA/1C 

NM U03045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
systemj, memoer i ^oi^/Ai j, mKJNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute earner family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NJVL_00304z 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 
member 1 (SLC6A1), mRNA 


NJV1 003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


TVTA /T f\f\f\ A CI 

NJV1 000453 


Homo sapiens solute earner tamily 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


JNM 003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


X T IV 1C AAA1 HO 

NM 000343 


Homo sapiens solute earner family 5 (sodium/glucose cotransporter), member l 
(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3 -like 1) (!SLL4Az), mKJNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


NM 001860 


Homo sapiens solute carrier family 3 1 (copper transporters), member 2 
(SLC31A2), mRNA 


NJV1 001859 


Homo sapiens solute carrier family 3 1 (copper transporters), member 1 
(SLC31A1), mRNA 


NJV1_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


TVTA A f\f\ 1 A/IO 

NJVl_00104z 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NJV1 003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


NM_003060 


Homo sapiens solute earner lamily 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


A.TA A AA1 ACO 

NJV1_003058 


Homo sapiens solute earner tamily 11 (organic cation transporter), member 1 
(SLC22A2), mRNA 


\ T \ jf AA^ f\C 'I 

NJVL_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


JNJVL 003562 


Homo sapiens solute earner lamily 25 (mitocnondnal carrier; oxoglutarate 
earner), member 1 1 (SLC25A1 1), mRNA 


A.TA A AAO AO O 

NJV1_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1 A4), mRNA 


NJVl_00305o 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19A1), mRNA 


NM 003055 


Homo sapiens solute earner tamily 18 (vesicular acetylcholine), member 3 
(SLC18A3), mRNA 


A.TA A AAT AC A 

NJV1 003054 


Homo sapiens solute earner tamily 18 (vesicular monoamine), member z 
(SLC18A2), mRNA 


NJV1_003053 


xi • , _ i . ^ • r : k T io /, T "... i .„ : \ . i i 

Homo sapiens solute earner tamily 18 (vesicular monoamine), member 1 
(SLC18A1), mRNA 


JN1VL 003 OjZ 


riomo sapiens solute carrier tamily 34 (sodium pnospnate), mem Dei i 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 


JNJVL (JUl(J4o 


Homo sapiens solute earner family 12 (sodium/potassium/chloride transporters), 
member z (bEClzAzj, mKJNA 


NM 000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member Z ( bLL 1 UAZ), mKJNA 


JNJVL U(J3U4y 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


JNJVL Ulolo / 


nomo sapiens signaling lymphocytic activation molecule (oJ^ajvlj, mKJN A 


JNJVL UUJolo 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 

mKJN A 


JNJVL UlOloD 


nomo sapiens jali (oI^jlj interrupting locus (pii^j, mKJNA 


INJVL UUjUjZ 


nomo sapiens siaiyitransierase i eta- gaiacto side aipna-z,o-siaiytransierasej 

T^TATI^ ml? XT A 
jlA 1 1 J, 111 IV IN /A 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


JNJVL UU jUZ / 


nomo sapiens onj-Qomain oix_t>z-iiKe s> ^lIdkjl^d j, m iv in a. 


NM 003026 


Homo sapiens SH3 -domain GRB2-like 2 (SH3GL2), mRNA 


JNJVL UUJUZj 


Urtw/A otto ,1 , A r . ; /^T>t>0 lil^^ 1 / C LIT I 1\ DMA 

nomo sapiens oJrLj-ciomain OKr>z-LiKe i (ori^vjLij, mivJNA 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


JNM (JUJUzz 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


\I \ 4 AAA1 ("lO 


Homo sapiens N-sulfoglucos amine sulfo hydrolase (sulfamidase) (SGSH), 
mRNA 


NM (JOJUzu 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 

(bvjJNJZ/1), mKJNA 


NJVL_UUUJ3 / 


hLomo sapiens sarcogLycan, aeLta (JMVcJJ aystropnm-associatea gLycoprotemj 
( o vj L LJ j , mKJNA 


a.ta>t nnno'jo 

JNJVL UUUZJZ 


riomo sapiens sarcogiycan, oeta (4jkij Qystropnm-associatea giycopiotemj 

(ouLJj J, 111 IvlN /a 


IN 1V1 UU D Ul" 


nomo sapiens suiiactaiit, puiiiioiidiy- associated piotem u ^or i j^l/j, mrvrN/A 


IN 1V1 UUJ) UlO 


nomo sapiens sunactant, puimoitary-associateci protein \^ ^o.r jilj, mrvTN/\ 


iNJVl UUUD4Z 


nomo sapiens sunactant, puimonary-dssociateci piotem r> i,or ir J3j, mrvi>i/\ 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen- activated protein kinase kinase 4 (MAP2K4), mRNA 


N1V1 UUJUUV 


nomo sapiens seLenoprotem w, l (biir w l ), mKJNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM UUJUU7 


Homo sapiens semenogelin I (SEMG1), mRNA 


NM_003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1 - 
lilcej, transmembrane domain ( l ivlj and snort cytopLasmic domain, (semapnonnj 
5A (SEMA5A), mRNA 


NJVL KJvjvvZ 


homo sapiens succinate denydrogenase complex, suounit JJ, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


JNJVL vvZyyy 


nomo sapiens syndecan 4 ( amp nig ly can, lyudocan) (oDL4), mKJNA 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM (JUz99o 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


JN1VL K)K)j 1 / j 


nomo sapiens small inducible cytokine subtamiiy u, member z ( bL r lzj, 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil- activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NJV1_(J(JZ991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


"XT A If AATHHA 

NJVL_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NJVL_U0z989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 2 1 
(SCYA21), mRNA 


JNM KJUZydd 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonaiy ana activation-iegulated (oLYAlo), mKJNA 


"X ttv /[ AAOflOT 

NM U(Jz9o7 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 7 

(oL Y Al / J, 1T1 lv IN /a 


NJVl K)K)Zy OO 


nomo sapiens small inducible cytokine suDtamiiy A (Uys-Uys J, member 1 1 
(eotaxin) (SCYA1 1), mRNA 


rNlVl UUZy /y 


riomo sapiens sterol carnei piotem z ( oLr z j, iiikjn/v 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


JNJV1 UUZV/o 


riomo sapiens sodium ciiannei, nonvoitage-gateci i, ueita (oLiNJNiJjj, mKJNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1A), mRNA 


NM_(J(Jz977 


Homo sapiens sodium channel, voltage-gated, type IX, alpha polypeptide 
(SCN9A), mRNA 


NM (JUz97o 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM 000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 

/ C C^^K\ A A\ *v,D\T A 

(oLJN4Aj, mKJNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mKJNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 

(otur ), mKNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


"XT A It AA'IAT) 

NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxm z) (oCAz), mKNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxm 1) (oLAi), mKNA 


NM uuzy/1 


riomo sapiens special Al-ricn sequence binding protein l (binds to nuclear 
matrix/ scaiioid- associating uinasj (oAIdij, niKiNA 


inivl uuzy/u 


riomo sapiens spermidine/ spermine in i-acetyitransieiase (oai j, itikjna 


1N1V1 UUjo / U 


nomo sapiens i\) motii containing 01 rase activating protein 1 (iv^OAr 1 j, 
mRNA 


rNivi uuzyo / 


nomo sapiens scaiioiu anacnment iactoi r> ^oArDj, mrvrNA 


i\iivi uuujji 


nomo sapiens seium amyloid ai (oAAi j, itikina 


JN1V1 UU 110 0 


nomo sapiens lyanodme receptor s> ^k y kj iukjna 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


N1V1 UUZVjo 


nomo sapiens restm (Keed- Sternberg cell-expressed intermediate niament- 
associated protein) (RSN), mRNA 


NM UU lloJ 


nomo sapiens ribonucleotide reductase Ml polypeptide (KKlvll), mKNA 


NM UUZVjj 


nomo sapiens ras lesponsive element binding piotem 1 (KKbrSi), mKNA 


NM UUJy4z 


nomo sapiens ribosomal protein ^>o Kinase, yUKL), polypeptide 4 (KrkorvA4j, 
iiirvi >i /\ 


NM 002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium- specific protein (65kD) (RPE65), 
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III Iv In r\ 


1N1V1 UUZ74 / 


nomo Sapiens 1 epilCdtlOn piOtem /VJ) ^ I^+KJJ ) ytS^rfYj J, rnivrNA 


TsJA/T 009QzL^» 


nomo sapiens lepiication protein /\z ^j)zkl/j ^ivr/\z y i, mrvrN/\ 


AJA/T 0090/1^ 


nomo Sapiens replication piotem ai ^ /uku j (Kr ai j, nirvr\i/\ 


TSJA/T 000^98 


riuniu sapiens reimnis pigmeniusa uirdsc reguiaiur ^ix_roivj, mivi>i/\ 


TsJA/T 00904^ 


fionio Sapiens iv/\iv-ieiaTeci orpndn lecepior j\ ^ivl^iv/yj, inivrN/\ 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


AJA/T 00^700 


riomo sapiens ivrs/\ ^guanine- /-) meiiiyinansieiase ^rviNiVii mrvrs/v 


AJAyT 009 0^0 


riomo saj)ieiis nDonuciease/angiogenm mniDitoi ^rvrMrij, mrvJN/\ 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA 


JN1VL uuzyjo 


riomo sapiens ring imgei ]3rotem 4 (KJNr4j, mKJN/V 


NM 002940 


Homo sapiens ATP-bindmg cassette, sub-family E (OABP), member 1 

(ArSLrll), mKJNA 


TvTA/f OnOQ^A 


Homo sapiens riDonuciease hi ( k in a o t h 1 j , mKJNA 


a.ta a nriimc 

JNJVL uuzyjj 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 

^rvlNAoiiJJ, HI K IN A 


AJA/T 0090^/1 


riomo sapiens noonuciease, KJNase a iamuy, z Oliver, eosmopnii-QenveQ 

neuro LOAinj ^rviN^rvorj/Zj, mrviN.rv 


1SJA/T 00^70^ 


nomo sapiens rvr j3Z)-meLiiaiiiig protein ^rvivir^, mrvi>/\ 


AJA/T 00^£9 1 


nomo sapiens iece|jtoi-iiiTeiactmg scrme-tnieonme Kinase z ^rvir js^zj, mrvrsA 


TsJA/T 00^^87 


nomo sapiens t^iivi cioiiiain protein ^ iv i l j, mrviN.rv 


TsJA/T 009 09 Q 
1>1V1 UUZ7Z7 


nomo sapiens iiiociopsm Kinase ^ivtiwrvj, mxvi>j/\ 


AJA/T OOO^ 9zL 


nomo sapiens rvnesus diooq gioup-associateci glycoprotein ^rvnAoj, mrviNA 


TsJA/T 00^ £^ 


nomo sapiens regulator 01 kj -protein signalling y ^ivcjo^'j, mrviNA 


AJA/T 00^^17 


nomo sapiens regulator 01 o-piotem signalling d ^rvOoZ) j, mrviNA 


MA/T 00909^ 
in ivi \j uz y z d 


nomo sapiens regulator 01 vj-protem signalling z, zh-kjj ^ i\ujz in ivi > /\ 


TsJA/T 009099 
1M1V1 UUZVZZ 


nomo sapiens leguiatoi 01 o-piotem signalling i ^rvv_roi mrviNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


AJA/T 009Q9A 

injvi uuzyzo 


nomo sapiens regulator or cj-piotem signalling iz ^rvOoizj, mrviNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


TSJAyf 009Q9 1 


nomo sa]3iens letmai o ]3iotein cou]3ieci leceptoi (KCjK), iiikjna 


JNJVL UUUjoo 


Homo sapiens legulatory lactor A-associatecl piotem (Kr AAr ), mKNA 


JNJVL UU3/Z1 


Homo sapiens regulatory lactor A-associated ankyrm-contammg protein 

( KrAAlN Iv j, mKJNA 


NM 002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 

(l\rA 1 J, 111 IV IN A 


NM 002916 


Homo sapiens replication factor C (activator 1)4 (37kD) (RFC4), mRNA 


AJA A C 

JNJVL UUZVIj 


Homo sapiens replication factor C (activator 1)3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM (JUJ /U4 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 

(Kiio4-ZZ), mKNA 


NM U0Z9U8 


Homo sapiens v-rel avian reticuloenaotneliosis viral oncogene nomolog (RbL), 

wi t? TvT A 
mKLN A 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
panel eatic tnieau piotemj ^kiz/Oiaj, iiikina 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


1SJA/T 00900^ 
JN1V1 


nomo sapiens retmoi oenyurogenase j (i i-cisana y-cisj (kl/jij ), mrviNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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1NJ1V1 UUZ07U 


I — I / \ / a 1 ■ 0 *-\ 1 l' t? "AJ A V\ 1 s\ t f» rr ia^i / \ "f i 4^ t~\ t*/ a "f 1 /I / 13 13 \ /T /I \ w»DAT A 

iiomo Sapiens iviN/\ Dincimg motii piotem 4 vIvdivih-j, mivrN/\ 


1M1V1 UUZO7J 


nomo sapiens letinoDiastoina-iiKe i ypiv / ) ^isJ3i^i j, iniviN/Y 




numu sapiens reiinuDiasiuma i ^mL/iuciing usieusarC/Umaj ^isjdi nnviNi-v 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


inivi uuuyo^f 


nomo sapiens rennoic acio leceptor, aipna ^icaiva.j, miviN/v 


1N1V1 UUZ OOJ 


nomo sapiens ic/vr i, vjrirase activating piotem 1 (io\r^io/vi j, niKJNA 


JN1V1 UUZ oo4 


Homo sapiens J<AriA, memDei ot Mo oncogene tamiiy (KAr i/vj, niKJN/v 


rNlVl UUZ00J 


nomo sapiens ivan oirase activating protein i ^iv/viNO/\r i miviN/v 


JN1V1 UUZool 


nomo sapiens v-rai simian leuKemia viral oncogene nomoiog r> (ras related, 

u i r Din cimg pioxem ) \ rv/\L^D nirv i > /a 


1N1V1 UUZo / 1 


nomo sapiens iv>\j3 inter acting iactoi ^iv/voir mivrN/\ 


rNlvl \)\JDyZ,y 


nomo sapiens is. /a d / , memoer ivrvo oncogene iamny-iiKe i ^ d /i^ij, mivi>/\ 


1M1V1 UUZOO" 


nomo sapiens ivrvoo, memoei ivao oncogene iamiiy ^ivrvijo j, mivrN/v 


InIyI uuzooo 


nomo sapiens i\.adjd, memuer j\ao oncogene iamiiy ^i\.adjd j, miviM/\ 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


1N1V1 UUZo OO 


nomo sapiens kadja, memoer kao oncogene tamiiy ^rc/\r>^/\j, miviN/v 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


JNIVL \j\j\)dZ\j 


nomo sapiens qumoia ainyaropteiiame reductase (i^DFK), mKJNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_(J(Jz863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type Vt) (rYuLj, mKJNA 


JNJV1 UUZooZ 


Homo sapiens pnospnorylase, glycogen, oram (rYLroj, nuclear gene encoding 
mitocnondnai piotem, iiijuna 


1N1V1 UUZoOU 


nomo sapiens pyrronne-D-carDoxyiate syntnetase ^giutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


inivi uuu^iy 


nomo sapiens peioxisome receptor i ^rv^ivi j, miviNA 


1N1V1 UUZo j y 


nomo sapiens paxiinn (rvuN j, mtciNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


JNJV1 UUZoj4 


Homo sapiens parvaluumm (rVALDj, mKJNA 


JNM UUZojZ 


nomo sapiens pentaxm-related gene, rapidly induced by tL-l beta {r l 

mKJN A 


1N1V1 UUUJ 1 / 


nomo sapiens o-pyruvoyitetianydioptemi syntnase (r iiikjna 


rNlVl UUZ ojI 


nomo sapiens protein tyrosine pnospnatase, receptor-type, polypeptide i 

^ i 1 r ivz^ 1 111 Iv In /\ 


ATA/r nn9s^n 

1N1V1 UUZ03U 


nomo sapiens piotem lyiosme pnospnaiase, leceptoi type, o i ri\o j, mivi>i/\ 


r>lVl UUZ OH-O 


nomo sapiens piotem lyiosme pnospnaiase, recepioi lype, i>i ir ivlm mivi>/\ 


1N1V1 


nomo sapiens piotem lyiosme pnospnaiase, recepioi type, ivi yr ir ivivi^, mivi>j/v 


rNivi uuz 044 


nomo sapiens piotem tyiosme pnospnatase, receptor type, is. ^irivis.j, miviNA 


AJA/T nn9SA^ 
rNrvl UUZoHO 


nomo sapiens protem tyiosme pnospnatase, receptor type, j ^t^ii^ivj j, miviNA 


rNlVl \}\)Z.O L rZ. 


nomo sapiens piotem tyrosine pnospnatase, receptor type, n yr ir ivrij, mivi>j/\ 


1M1V1 UUZOH-U 


I-Tatyi a com PTio waIpih IirrAcinp v\t* /^ct^1» o+o c i~ t^* i * rx t - / a t" \ a t"\ rx |h / 13 1 13 13 \-* \ tnDAl A 

nomo sapiens piotem tyiosme pnospnatase, leceptoi type, r \r irivr j, mivi>j/\ 


XTA/T 009 8^0 
rNlVl UUZOJ7 


nomo sapiens protein tyrosine pnospnatase, recepioi type, u yr ir ivl/j, mivi>j/\ 


TsJA/T 009 89/L 
1M 1V1 U UZ 0 ZH- 


riuiiiu sdpiciis pdrdinyinosiii yr i ivio j 9 iiirvi>j/\ 


TsJA/T 009 89^ 
INIVl UUZoZJ) 


nomo sapiens piotnymosm, aipna ^gene sequence zo) yr iiviaj, miviNA 


XTA/T 000^ 1 f\ 
1M1V1 UUUJ) 1 O 


1 — 1 / -\ t \ O "K\ 1 Oil C »"\ '.1 1 1~ 1^1 \ / f*/ A 1 / 1 llAVITI AT1P faAAII+AV 1 / 13' 1 1 — 1 13 1 \ \~\"\ 13 A\l A 

nomo sapiens paiatiiyioici normone receptor i yr inivi j, miviN/\ 


TsJA/T 009 89 O 
1M1V1 UUZOZU 


nomo sapiens paratnyroiu normone-iiKe normone yr i ni^n j, nii\j>i/\ 


NM 000^15 


±±VJ111VJ odL/ldlS Ucll ClLliy 1 VJILI 11VJ1111VJ11C IJT 1 11 i, iiirvi>j^\- 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 



523 



(400/104) 





mRNA 


AJA A f\f\f\C\Q A 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancel s i ) yr i xiJN ), mivJN A 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM_002818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


JNJVL 002811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


JNM_00280o 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 6 
(PSMC6), mRNA 


JNJVL 002805 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 5 
(PSMC5), mRNA 


NJVL_002804 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 3 
(PSMC3), mRNA 


A.TA A AAOOA'3 

JNJVL 002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2), mRNA 


NM_002o02 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMC1), mRNA 


A.TA A MrkOOrkA 

JNJVL 002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


ATA A 

JNM 002799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


ATA A A AO 

NJVL 002 /y 7 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


ATA 4" 

NJVL 002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NJVL 002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


TvTA ^ A AT7A /I 

NJVL_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


\t \ 4 AATlAl 

NJVL 002 793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


\u i AAOOA1 

NJVL 002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMB10),mRNA 


A.TA /*T AAT7nA 

NJVL 002 /y0 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 

/DOA/TAC\ *v»T>AJ A 

( r oJVlAj J, mKJNA 


ATA A AATIOO 

NJVL 002788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 

rPQA/TA^ ™T?AJA 
t\r olVIAo ), mKJNA 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 

rPQA/TA1^ tviP ATA 
{ r olVlAl J, 1Y1 iv IN A 


INJVl UUz/o3 


riomo sapiens piegnancy specific Deta-i-grycopiotein / (rovj/j, mKJNA 


INJVl UUZ/ol 


riomo sapiens piegnancy specific Deta-i-giycopiotem j (rouj), itlkina 


1N1V1 UUZ/oU 


iioiiio sapiens piegnancy speciiic Deia-i-giycopioiein ^rou^j, miviNA 


rviivi uuz/oj 


riomo sapiens pregnancy speciiic oeia-i -glycoprotein 11 (iNote reaeimition 01 
syniDOij \tr oui 1 j, nirvi>i/\ 


NJM 007784 




NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


JNJVL Ulooly 


Homo sapiens protease, serine, 12 (neuro trypsin, motopsin) (PRSS12), mRNA 


JNJVL UUZ / / j 


Homo sapiens piotease, seime, 1 1 (lUr Dinamg) (rKbol l ), rnKJNA 


JN1VL UUZ/o/ 


rlomo sapiens pnospnonbosyl pyropnospnate syntnetase- associate a protein Z 
(PRPSAP2), mRNA 


TvTA/f MHO T A A 
JNIVL UUZ /OO 


nomo sapiens pnospnonDosyi pyropnospnate syntnetase-associatea protein 1 

\ 1 Kl 0A1 1 J, mrvlN/V 


JN1V1 UUZ/OD 


jrLomo sapiens pnospnonoosyi pyiopnospnate syntiieTase z (rrCr ozj, mrviN/\ 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


JNIVL UU J oy Y 


rlomo sapiens protein z,, vitamin rv-aepenaent plasma glycoprotein (rKUZj, 

ITlrvJN/Y 


JNJVl UUZ/O D 


nomo sapiens prospero-reiatea nomeooox i (r\KL/^i j, mrviN/\ 


JNJVL UUU^lj 


nomo sapiens piotem o (^aipnaj (fkuoi j, miviN/\ 


A.TA/T firing 1 1 

JNIVL UUUJ) 1Z 


nomo sapiens piotem (inactivator 01 coagulation tactois va anc vitia^ 
(PROC), mRNA 


xta/T nn97A9 

IN JV1 UUZ / OZ 


nomo sapiens piotamme z ^rrviViZj, mrvi\i/\ 


JNIVL UUZ/Ol 


nomo sapiens protamine i (rrviviij, mrviN/\ 


jnivi uuuy^y 


nomo sapiens pioiactm leceptoi (rrvLrvj, mrvJN/\ 


IN JVl U U U y 4 o 


nomo sapiens pioiactm (rivLj, mrviN/v 


JNJVl UUZ/jV 


nomo sapiens protein Kinase, mterieron-inauciDie Qouoie stranueQ rviN/\ 
ciepeiicieni ^ r i\. ix. iv j , in in. i n /\ 


1M 1V1 UUZ / J O 


nomo sapiens mitogen-activateQ protein Kinase Kinase s> ^ivijrvrzrvj) j, mrviM/\ 


XTA/T fifl97zlQ 

in ivi uuz / H-y 


nomo sapiens mitogen-activateu protein Kinase / ^vi/vrrv/ j, mrvi>j/\ 


rN 1V1 UUZ / HO 


rronio sapiens iiiiLogeii-acLivaieQ pioieiii Jviiid.se i ^ivi/vr ivi iiirviMjrv 


IN 1V1 UUZ / 1 


nomo sapiens mitogeii-activateci piotem Kinase 1 1 ^ivt/\± ivi i mrviM/\ 


1>I 1V1 UUZ / J) 


riuiTiu s dpi ens iiiiio^eii-ddivdieti proiem Kindsc iu ^ivLrvi^rviu^, mivi\i/\ 


IN1V1 y)\)£l L tD 


nomo sapiens protein Kinase suustrate ourv-n ^ i iv iv jn j, iiiiviN s\ 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


IN JVl UUZ /HI 


nomo sapiens protein Kinase l - iikc i v i i\.is.l l i j 9 niiviN /\ 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


JNIVL UUZ / jo 


nomo sapiens protein Kinase u, Deta i (r\Kisj^r>i mKJN/V 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM_002736 


Homo sapiens protein kinase, cAMP- dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


JNM UUz/34 


Homo sapiens protein kinase, c AMP- dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1A), mRNA 


NM_UUz/33 


Homo sapiens protein kinase, AMP -activated, gamma 1 non-catalytic subunit 

( 1 KlvACj 1 j, mrvJN A 


JNJVL UUZ/Jl 


nomo sapiens protein Kinase, cAJVLr^-aependent, catalytic, beta (FKrvAUrS j, 
mRNA 


JNM \)\)Z/5\) 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 

nt in. IN A 


isjA/f nnno/17 

IN JVl UUUV4 / 


nomo sapiens pnmase, polypeptide za (^jokij^ ^rrviiviZAj, mrviNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


JNJVL UUZ/Zo 


nomo sapiens proteoglycan Z, bone marrow (natural Killer cell activator, 
eosmopnu granule major oasic protemj ^rvozj, mrviNA 


M1VT DD9797 

IN 1V1 UUZ, / z, / 


nomo Sapiens pioieo^iycaii i, secieioiy giaiiuie rvvjri ^, iiirviMy-v 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine -rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens pro line-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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JNJVL (JUU3 10 


Homo sapiens palmitoyl-protem tnioesterase 1 (ceroid- lipotuscmosis, neuronal 1, 
infantile) (PPT1), mRNA 


JNM kjKjZ/ZK) 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


X T \ 4 AAT7 1 C\ 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoiorm (rrrzKjC), mKJNA 


JNJV1 UUz/l;) 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


JNJVL UUz / 1 j) 


nomo sapiens protein pnospnatase i, regulatory (mniuitorj suounit o (rvrriKoj, 
mRNA 


IMJVL UUZ/iZ 


riomo sapiens pi otem pnospnatase i, leguiatory suounit / (FFF1K/j, mKJN/v 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


JNM OOz/10 


Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
(rrrltt), mKNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 

ITlKJN A 


JNJVL OOz/Oo 


Homo sapiens protein pnospnatase 1 , catalytic subunit, alpna isoiorm (rrr 1 CAJ, 

111 KIN A 


NM 000309 


Homo sapiens protopoiphyrinogen oxidase (PPOX), mRNA 


JNM KjKjZIKjo 


Homo sapiens protein pnospnatase ir> (tormeriy zcj, magnesium-aepenaent, 
oeta isoiorm (rriviiDj, itikina 


INM UUZ /LO 


riomo sapiens penpiaKin (^r r l j, mivrMA 


tvtatt nnno/i 7 
iNivi uuuy^j 


nomo sapiens peptiuyipioiyi isomeiase ^cyciopniun l^j ^rriL^j, miviNA 


JN1V1 UUUJUo 


nomo sapiens protective protein lor Deta-gaiactosicase (gaiactosiaiicosis ) 

\r r \JD J, 111 iv IN /a 


IN 1V1 UUZ / KJD 


nomo sapiens piiuspiioriDOsyi pyiopnospnaie amiuouaiisieiase \r r /\i j, mrviNzA 


iNivi 1 i z 


nomo sapiens pnospnaticiic aciu pnosLjndtase type zv^. r Ar j, mivi>i/\ 


tsja/t nn^7i^ 

iNlYl ULO / 1J) 


nomo sapiens pnospiiaiicnc aciu pnospnaiase type zjj> ^rrArZD j, iiiivrN/\ 


TsJA/T 00^71 1 
iNlVl /ll 


nomo sapiens pnospiiaticiic acici pnospnaiase type z/a. ^rr/\rZAj, mrviN/\ 


INlVl uuz/uz 


nomo sapiens ruu ciomam, ciass o, tiaiiscripiioit iactoi i ^ruuor i j, mrviM/A. 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


XTA/T 009700 
IN 1V1 UUZ / UU 


nomo sapiens r uu Gomaiii, ciass tianscription iactor j ^ruu^rj j, miviN/v 


ATA/T 000^07 


nomo sapiens r kju uomam, ciass J, tianscription iactor 4 (ruu mKJN/\ 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM 000306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pit 1 , growth hormone 
factor 1) (POU1F1), mRNA 


TVTA A AAA A A H 

NM 000446 


Homo sapiens paraoxonase 1 (PON1), mRNA 


\ta /T AAAATA 

NM 000939 


Homo sapiens proopiomelanocortin (aarenocorticotropm/ beta-lipotropm/ alpna- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
enciorpnm) (FUiviU), mKJN/\ 


JNM UvZoyD 


Homo sapiens polymerase (UNA directed^, gamma (rULu), nuclear gene 
enco cling mitociionciriai pi otem, niKJN/\ 


TvTA/T 009AQ9 

IN IVL {JUZoyZ 


nomo sapiens poiymeiase (uin/\ Qirectecij, epsuon z (r KJLttLZ), mrviN/\ 


TvTA/T 009^01 

iNM uuzoyi 


nomo sapiens polymerase (ujna Qirectecj, cieita i, catalytic suounit yvzjKD) 

fPOT Fi1^ ml? XT A 
^ l \y LU 1 I, 111 1 x 1 > /A 




I— I / a itt / ^ cumpnc nnlirmpfiicp ^ F^Tvl A ( \ i t'r*^ ^tr* ^ ^ ^ It r*l"^i ^P^iT T-^^ itt I? Tvj A 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMMl), mRNA 
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JNJVL UUZo/4 


nomo sapiens pio-meLanin-concentrating normone (rJVLUnj, mKJNA 


JNJVL UUZooo 


rlomo sapiens proteoLipid protein z (coLomc epitneLium- enriched) (rLrzj, 

wi r? AT A 
ITlrvJN A 


JNJVL \)\)\)y dj> 


nomo sapiens procollagen- lysine, z-oxogiutarate o-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


JN1V1 UUZOO / 


nonio sapiens pnospnoianiDan \y l^w rnrviN/\ 


JNJVL UUZOOO 


j^Lonio sapiens perinpm yr l^iw mrviN/v 


JN1V1 UUZOOD 


jrLomo sa]3iens piasnmiogen-iiKe (r\LOi^, niivrM/\ 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


JNJVL UUU44j 


rlomo sapiens piectm i, intermediate tiiament Dinamg protein, juukij (FLiiUij, 
mRNA 


JNJVL UUZoto 


Homo sapiens pnosp no lipase uz (rLJJzj, mKJN/V 


JNJVL UUZooZ 


B 1 «-"X -A^>^ ^"X / — 1 -4>^ -« j»-X -<^X r — 1 -d/^ Ia v"X -O^. I>X v"X 1 -* ^~X f^t ^X 1 • 1 -tf>^ |>X Ia y~x -4- -4 ^"J T T l l>X ^~X 1 -4 -a^X /^X -M>^ >^ ^~X -4 y~X /111 1 1 1 \ 4 -X X 1 J 1 / 1 

Homo sapiens pnos]3lioLipase JJl, ]3Jiopliatiaylcnolme-specmc (lALDl), mKJNA 


ATA 4" 

JNJVL UUZool 


1& 1 r ^ -ri^X-^X r X , i j X -rf>X 4 s"X -4-X « ' -4>X l>X r r X « *i -A>X l>X r r X I 4 -4>X J X « 'I /^x M y~x -4XX -dXX J"" X J / -rf>x 1 -x , ^ . i -rf >x 1 -X 'W - 4 . -J ■_■ r 1 ^ -4 --X ^~X j ' « . x 1 ■ "i -4>X S"X j "fc « M m , ^ \ 

Homo sapiens pnospLio Lipase gamma z (pnospnaticlylmositol-specincj 

(rLLuzj, mKJNA 


JN1V1 UUZOOU 


nomo sapiens pnospnonpase l^, gamma i ^iormeny suDtype mo) (rLLuJ 

111 iv 1>J /a 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


jnjvi uuzojy 


nomo sapiens plasminogen activator, uroKinase receptoi i^auivJ, mrviN/v 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


JN1VL UUzojj 


i 1 , 4--X--X , ^, . -i t -\ * -| ,-~x -*--x j < -v. 1 /-~x j- x 4 X X i X « > A -V 1 x 1 , t ix /" J /^-M , x «^X-X i-\ yx- /-"X *-"X /-"X 1 fill ■ 1 \ 1 3 1 f\ 

rlomo sapiens pieiomorpnic adenoma gene i (rLAuJ), itikjna 


jnjvl uuuyzy 


2 1 , x ^ -X -x . x t i j -v m x -4 ^"x ^ x i 4 x 1 -x , x <■ ^ -rf^x l>x ^~x 1 -m -*>x ^~x * i d^x /A f /-w- 4 « , x « v ri '-x \ / fill ^% j m Xv \ ^ -x ^x 1 J f\ 1 /A 

rlomo sapiens pnospLio Lipase AZ, group V (rLAzuj j, mKJNA 


JNJVLUlo /(Jo 


rlomo sapiens pnospno Lipase AZ, group 1VU (cytosolic, calcium-maependentj 

(t LAzU4t j, ill Iv IN /A 


NM_000300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 
{r l^j\z \jzj\), nucieai gene encoumg mitocnonariai jjioiein, mrviN/\ 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


ATA A HMO^C/I 

JNM UUZoj4 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


ATA A HAQ^OI 

JNM UUJoVl 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


ATA/f nnAOO/i 

JNJVL UUUZVo 


Homo sapiens polycystic Kidney disease 1 (autosomal dominant) (FivJJi), 

111 K IN A 


JN1V1 UUJOU/ 


nomo sapiens oer- 1 nr protein Kinase related to tne myotonic dystropny piotem 
kinase (PK428), mRNA 


ATA/T nn^A7Q 
JNJVL UUJO/o 


nomo sapiens gene irom in rz/ meningioma legion 01 zzqiz (i^Jvi.j j, mrviNA 


NM 000325 


Homo sapiens paired- like homeodomain transcription factor 2 (PITX2), mRNA 


ATA A nAO^CI 

JNJVL UUZcOJ 


Homo sapiens paired- like homeodomain transcription factor 1 (PITX1), mRNA 


ata a mmo/cco 
JNM UUZojz 


Homo sapiens prolactin- induced protein (PIP), mRNA 


ATA4" nAI^^Q 

JNJVL_UUJ j jo 


li 1 rf~x -**X.>X M~*i ^X -4>X 4 xv-ix x - ^ -4>X K>X -4>X l>X ^X 4~ 4 - - r 1 -4^x X - *! 4 *M- 1 X 1 -4>X l>X -4>X l>X J^X >"X 1 r -*^X ^X /^X ■ m t-*>X /*"X 1 1 -^v ^ rf~x 

nomo sapiens pnospnatidylmositol-4-pnospnate j -Kinase, type l, beta 
(PIP5K1B), mRNA 


ATA/T CiCiL^^H 
JN1VL UUJj J / 


nomo sapiens pnospnatidyimositoi-4-pnospnate D -Kinase, type l, alpna 

(rJr jJS.JAj, mKJNA 


JNJVL UUj /40 


nomo sapiens dynem, cytoplasmic, ngnt polypeptide (r ijn niKiN a 


ata/t nno^/iQ 

1N1VL UUZ04o 


nomo sapiens pim-i oncogene {r iivii j, mrviNA 


ata/t nm^^i 

JN1V1 UUZOO 1 


nomo sapiens pnospnatidynnositoi 4-Kinase, catalytic, oeta polypeptide 

I I rvHL d J, in iviN /\ 


TsJT\/T C\C\lf\A"K 
1M1V1 


nomo sapiens piiospiiaticiyiiiiositoi giycaii, class r \r iurr mrviN/\ 


T\TM 00964? 

±>I1V±. \J\JZs\j'-tZs 




NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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JNJVL VVVyZo 


Homo sapiens piogesterone leceptor (rOKj, mKJNA 


INIVL \J\JZOjj 


nomo sapiens pnospnogLucomutase i \r cjivii j, miciN/v 


inivi uuuzyi 


nonio sapiens pLiospLiogLyceiate Kinase i (i^uJvJ j, niiviN/\ 


JN1V1 UUZOJZ 


Homo sapiens placental growtn iactor, vascular enQotnenai growtn lactor-reiateQ 
protein ^rur in is. in /\ 


1N1V1 UUZOj 1 


nomo sapiens pnospiiogiuconaTe uenyuiogeiidse \r\jLJ), miviN/\ 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


rNivi uuuzyu 


nomo sapiens pnospnogiyceraie mutase z ^musciej o/viviz^, miviN/\ 


imivi uuzozy 


nomo sapiens pnospnogiyceiate mutase i (Diamj (^o/vivii j ? mKJN/\ 


in ivi u u u z o y 


nomo sapiens pnospnorructOKinase, muscie rivivij, miciN/\ 


1N1V1 UUZOZO 


nomo sapiens pnospnoiructoKinase, nvei ^rrivi_yj, ithctn/v 


JN1V1 UUZoZj 


nomo sapiens o-pnospnonaicto-z-Kmase/iructose-z,o-Dipnospnatase i 

rivr d i j, ill iv in /a 


iNivi UUZOZ1 


nomo sapiens piopeicim r iactoi, complement (rrcj, miviN/\ 


rNivi uuzozu 


nomo sapiens piateiet iactor h variant i ^rr^ v i ), miviN/\ 


in ivi uuzo i y 


nomo sapiens piateiet iactor ^rr^ miviN/v 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


iNlvl UUUZo / 


nomo sapiens peroxisomal oiogenesis iactor o {r c,j±o), miviN/v 


1N1V1 UlOOJ)U 


nomo sapiens peioxisomai Diogenesis iactoi d {rrjj^D), miviN/\ 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


JNJVL UUZolo 


nomo sapiens peroxisome Diogenesis iactor 1 5 ^DAijj, iiikjna. 


JNJVL UUU44Z 


nomo sapiens platelet/ enclotneiiai cell aanesion molecule (Ci>o i antigen) 

r!/L^/\lVll J, m K IN A 


1N1V1 UUZ014 


nomo sapiens rDZj uomam containing i (i^uajvj j, miviN/v 


JNJVL UUJ4 / / 


nomo sapiens pyruvate cienycirogenase complex, npoyi-contammg component 
a, cj-Dinumg proiem ^ruAi j, miviN/\ 


IN IVI UUZO 1 J 


nomo sapiens j-piiospiiomositiue QeLjencient piotem xmase-i ^rurjvi miviN/A 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


INlvl \j\j\JyZj 


nomo sapiens pyruvate Qenycrogenase ^npoamicej oeta ^runrsj, miciN/v 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


JN1VL UUUVZ4 


nomo sapiens fHiospLiocuesteiase ir>, caimociuim-ciepencient (rUi^irS;, mKrsiA 


JNJVL UUZoUu 


nomo sapiens pnospnoaiesteiase yA (FUi^yAj, mKJNA 


JNJVL UvZovZ 


nomo sapiens pnospnocliesterase ou, cCjrJvlr-specitic, rod, gamma (rUl^ovjrj, 

1T1KJN/A 


1N1V1 UUZDUl 


nomo sapiens pnospnocliesterase ojj, coivir-speciiic, roc, aeita (r jjeou j, 
miviN/\ 


inivi uuuyz i 


nomo sapiens pnospnocuesteiase j>/\, cvjivir -lnniDiteu \r usidiX)^ mivLN/A 


1N1V1 UUZJ70 


nomo sapiens piogiammeu ceil ueatii z (rUL/jj ^zj, miviN/\ 


ATM 009 ^QA 
IN IVI U UZ y H- 


Haiti a CQtMfTic WAMTntfm / * / x n \ ■ rx t^f - *i * - rx ciilx+i 1i ciri /1/^pviti t\ r i"% rx O / i) ^ xZJ 1^ O \ wit?^VT A 

nomo sapiens pioproiem convenase suDiiiisin/Kexin xype z lokz j, miviN/A 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


AJAyT 009^01 

rNivi uuzr>yi 


nomo sapiens pnospnoenoipynjvate caiooxyKmase i ooiuoiej \y x_ is.i j, mKJN/\ 


1N1V1 UUZD oO 


nomo sapiens ]3ie-r>-ceii leuxemia transcription iactoi z yr dJ^Z), rnKJN/\ 


TvTA/T 009^Q^ 
1N1V1 \J\JZj>oZ) 


nomo sapiens pie-r>-cen leuKemia nanscnption iactoi i \r djs^y j, miviN/A 


TvTA/T 009^Q^ 
iNlvl yJKJZjOD 


nomo sapiens rKJSA^, apoptosis, w 1 1, leguiatoi (r/wvivj, mKJN/\ 


TsJAyT 009^Q9 
1N1V1 UUZOoZ 


nomo sapiens poiy^ivj-specmc rioonuciease (aeaaenyiation nucieasej (^t/vktn 

111 rvlN /\ 




I— I / X |xx i \ coniptic |-\ / ~v 1 \/ ( A 1^ 1^ — 1"1 1^ ^ A C O ^ (T 1 \/ / » / x Ix -i / / 1 1'^ x | o r* A R tTI 1? T\I A 

nvjiiiu odpicii?) pvjiy ^ / \ Ly r i iuuoU ) g,iv L/Oiiy Liivjiciac ^ r /a ivvj j ^ 1 1 1 iv i > /a 


NM 002580 


Homo sapiens pancreatitis- associated protein (PAP), mRNA 


NM 000919 


Homo sapiens pep tidy lglycine alpha- amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKN1 A) -activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 



528 



(400/104) 





subunit (z9kD) (FAr AH IB J), mKJNA 


NM_002572 


Homo sapiens platelet- activating factor acetylhydrolase, isoform lb, beta subunit 
(JOkJJ) (rArAHlBz), mKNA 


NM_002571 


Homo sapiens progestagen- associated endometrial protein (placental protein 14, 
pregnancy- associated endometrial a ipna-z -globulin, alpna uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptoi piotem) (rVYCii), mKNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NJVL UU39U0 


Homo sapiens sequestosome 1 (SQSTJV11), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
binding protein pj (HHd), mKNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
Hydroxylase), alpna polypeptide i (r4hLAi > ), mKNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 
mKNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


JNM KJVZjoo 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM (JUzooz 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NM 002561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mKNA 


NJVL UUZOOU 


Homo sapiens purinergic receptor rzA, ligand-gated ion cnannel, 4 (rzKA4j, 
mRNA 


N1V1 KJKJZDjy 


Homo sapiens purinergic leceptor r/A, ligand-gated ion cnannel, d (FZKt^j 
mRNA 


NiVl UUZjJO 


Homo sapiens oxysteioi binding piotem (Uoorj, mKNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


NM 003690 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 
mKNA 


NJVL UUzjOU 


Homo sapiens ollactory receptor, tamily J, subfamily A, member 1 (UK3A1J, 

111 K IN A 


1M1V1 UUZD4o 


riomo sapiens oiiactory leceptor, iamiiy i, suuiamuy u, memoer z (^l^kiuzj, 
mRNA 




jtiomo sapiens opioid receptor, mu i yov kivii j, ihkin/\ 


Mi\yr nnno 1 o 
inivl uuuyiz 


nomo sapiens opioid leceptor, Kappa i (Ur kai j, mKiN/\ 


jnjvl uuuy 1 1 


riomo sapiens opioid leceptoi, delta i (UrKui j, mKiN/\ 


rNlVL UUZ344 


riomo sapiens oiigodendiocyie myelin giycoproiein (^jjvioj, itikin/v 


NJVL UUZ04J 


Homo sapiens oxidised low density npopiotem (lectin- iiKej receptor i (ULKi j, 

111 Iv IN /a 


1NJ1V1 ULOH-OO 


nomo sapiens o piotem-coupied leceptor oo ^ur i\oo j, mKiN/\ 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


rNivi yjvzjjj 


riomo sapiens nuciear vL.r-iiKe V-U^, niKiN/v 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


IN 1V1 \J\)Zjj\J 


nomo sapiens neuionopnic tyiosme Kinase, receptoi, type j (^in ij\Jyj j, mKrsi/\ 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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In 1V1 UU J o / Z 


n oiiio sapiens neui upiim z ^iNivrzj, in is. in /a 


1M1V1 UUJ> O / J) 


riorno Sapiens neuropinn i ^rNrvr i j, niivrN/\ 




nomo sapiens nuciear receptor interacting protein i ^iMiviri mrvTN/\ 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRDl), mRNA 


jnjvi uuuyuo 


nomo sapiens neuropeptide i ^ JNr i j, mrviNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


A.TA A f\f\f\C\f\C\ 

JNJVL UUuVUy 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


JNJVL UUzjzz 


Homo sapiens neuionai pentraxm l (JNJr^lAlj, mKJNA 


JNJVL UUUyUo 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor k^) yrsrrs^D mivi>/\ 


jnjvi uuuyuo 


riomo sapiens natriuretic peptiae receptor /vguanyiate cyclase j\ (atrionatriuretic 
peptide leceptoi t\) (iNrrvi mrviN/v 


rNlVl UUZjZl 


nomo sapiens nainuietic pepucie precuisor r> ^iNrrD ^i, mrvrN/\ 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


JNJVI UUZjlo 


nomo sapiens neuionai rwo uomam protein z ^rNr/vozj, mrviN/\ 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


JNJVL UUZM4 


riomo sapiens nepnioDiastoma ovei expressed gene (INUV j, mKJNA 


JNM UUJ/o/ 


riomo sapiens nucleolar protein 4 (iN(JL4j, mKJNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 

(NULJj, mKJNA 


JN1VL UUJjjI 


riomo sapiens non-metastatic cells 3, protein expressed m (nucleoside- 
Gipnospnate Kinase ) ), mivrM j\ 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


JNM OUZO 12 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nucieai gene encoding mitociiondiiai protein, mrviN j\ 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


JNJVL KjvZj 1U 


riomo sapiens giycopioteiii (tiansmemDrane) nmu [\jr JNivioj, mKJNA 


JNJVL UvjyjQ 


Homo sapiens mitogen-activated protein Kinase Kinase Kinase 14 (iVLAr^^ivi4j, 
mRNA 


JN1VL UUzjUo 


riomo sapiens niuogen (enactin) (JNIIJj, itlkjna 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 

( IN ur Kj, mKJNA 


NM 002506 


Homo sapiens nerve groAvth factor, beta polypeptide (NGFB), mRNA 


NM 002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
mniDitor, Deta (NrlvrSlrS), mKJNA 


JNM OOzjOz 


Homo sapiens nuclear factor 01 Kappa lignt polypeptide gene ennancer in r>-cells 
2 (p49/pl00) (NFKB2), mRNA 


JNJVL OOzoOl 


Homo sapiens nuclear iactor i/yL (llaai -Dmding transcription iactor) (NriTs.j, 
mRNA 


JN1VL OOzjOU 


Homo sapiens neuiogemc diiieientiation i (JNiiUrvLJiJi J, miviNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM 00z49o 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM 00z4bO 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM 0024^4 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 

^OKJJ, rvr Li) ^INJJUrL J J, miviNA 


NM 002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


JNM UUlj4j 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


JNJVL UUJjoI 


Jiomo sapiens jnujv adaptoi piotein z (JNCjvZ), mKJNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NJVL_002483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross leactmg antigen) (tbALAMo), mKJNA 


JNJVL UUUooz 


rlomo sapiens JN-acetyltransterase 1 (arylamme JN-acetyLtransterase) (JNAl 1), 
miviN/v 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IIIB) 

CW A Ct T T A rviT? aj a 
(1NAULU J, III K IN /\ 


JNJVL UUJo / 1 


nomo sapiens myeim transcription iactor z ^jvi i izj, mivJN/\ 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (JVLYOM1), mRNA 


JNJVL UUZ4/V 


rlomo sapiens myogeiim (myogenic iactor 4) (JVLYUO), mKJN/V 


NM UUz47z 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 

*v^T?AJ A 

mrvLN/v 


1N1VL UUZ40V 


riomo sapiens myogenic iactoi o (iiercunnj (jvly roj, mr<JN/\ 


JNJV1 UUZ400 


nomo sapiens myeioiQ Qiiierentiation primary response gene (oo) (jvi i uooj, 
mRNA 


JNJVl UUZ40U 


nomo sapiens mteneron regulatory iactor 4 ^irvr 4 j, mrvrsi/\ 


NM 002457 


Homo sapiens mucin 2, intestmal/tracheal (MUC2), mRNA 


JNJVL UUZ4j>o 


nomo sapiens mucin i, transmemDi ane (JViuui), mivJN/V 


JNM k)K)Z4dd 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM_002453 


Homo sapiens mitochondrial trans lational initiation factor 2 (MTIF2), nuclear 
gene encoding mitocnondnai piotem, mKJNA. 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 

(JNUL/l 1), mKJNA 


JNM vvZ^tJK) 


rlomo sapiens metaiiotnionem 1L (Ml 1L), mKJNA 


JNM UUZ44 / 


Homo sapiens maciopnage stimulating 1 receptor (c-met-reiated tyrosine Kinase) 

(JVlo 1 IrvJ, 111 lv IN f\ 


NM 002446 


Homo sapiens mitogen- activated protein kinase kinase kinase 10 (MAP3K10), 

rv»T?AJ A 

III Iv IN J\ 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


JNM UUZ444 


Homo sapiens moesm (ivibJN), mKJNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 

(JVLFZ,), mKJNA 


JNM UUz4J / 


Homo sapiens Mp V l / transgene, murine nomoLog, glomeruLoscLerosis 

^JVlr V 1 / J, mKlNA 


JNIVL uuiyjz 


Homo sapiens memorane protein, paimitoyiated 5 (JVLAOUK pjj suDiamiiy 
memuer d ) ^ivirx^j) j, mrvi>/\ 




rroiiio sapiens mdmiose pnospndie lsonieiase ^ivirij, mrviN/Y 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


JNJVl UUJoZy 


noiiio sapiens mumpie riJZi uomam protein ^ivirUAj, mrviN/v 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


JNM UUZ4JZ 


Homo saL^iens myeloid cell nucieai diiieientiation antigen (MJNIJAJ, itikjna 


IN. 1V1 UUZ4J5 1 


nomo sapiens menage a trois i (^ajs. assemoiy iactorj ^jvunai l mKJNA 


NM 002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_00090 1 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed- lineage leukemia 2 (MLL2), mRNA 
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NM 002419 


Homo sapiens mitogen- activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mKJN A 


JNJVL UUz41 / 


nomo sapiens antigen ldentined Dy monocLonai antibody Ki-o / (JViJ_vio /), 

*v^I>TvT A 
mKJNA 


TVTA/T C\C\1A 1 A 
IN 1V1 UUZ4 1 O 


rioiiio sapiens monoKine induced oy gamma mteiieion invito), iytkjna 


JNJVL UUZ41D 


riomo sapiens maciopnage migration mniDitory iactor ^giycosyiaTioii-inniDinng 

f, w »t^ r \ /A/TTT-A tyiT?7vTA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


tvta/t nnnonn 


norno sapiens matrix oia piotem (ivivjr j, mrviN/\ 


tvta/t nno/i 1 0 

JNJVL UUZ41Z 


riomo sapiens vJ-o-metnyiguanme-uiN/\ metnyitransieiase (jvloivli m iv in /\ 


tvta/t nno/inT 

JNJVL UUZh-U / 


norno sapiens mammagioDin z ^jviorszj, mrviN/\ 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


TVTA/T nnoioi 


riomo sapiens jvl/vjjo dox transcription ennancer iactor z, poiypeptiae c 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


JNJVL UUzjyi 


riomo sapiens micikme (neuiite giowtli-promoting tactoi z) ( MDJs.), mKJN A 


"XTAvT 

JNJVL UUzoo/ 


riomo sapiens mutated m colorectal cancers (JVLLvU), mKJN A 


JNJVL UUlOzV 


riomo sapiens meLanocortm z receptor (adienocorticotropic norm one ) (MtzKj, 

mKJN A 


tvta/t nno^QA 


nomo sapiens meianocortm i leceptoi (aipna melanocyte stimulating normone 
receptor) (MCIR), mRNA 


1N1V1 UUZjoj 


nomo sapiens myelin oasic piotem ^ivir>r j, mrviNA 


tvta/T nno^co 

IN 1VL U UZo o Z 


nomo sapiens JViAyv protein (JVLAyvj, itikjna 


tvta/t nno^'7Q 

IN JVL UUZJ) / o 


nomo sapiens megaKaryocyte-associateQ tyrosine Kinase (jviaiivj, mKJNA 


TVTA/T C\C\1'XH&. 
IN JVL UUZj /O 


nomo sapiens JviAr^/miciotuDuie aiimity-ieguiatmg Kinase (jviakjso j, mKJN a 


tvta/t nnncoQ 

IN JVL UUUoVo 


nomo sapiens monoamine oxidase r> ^jviavjd j, nuciear gene encoding 
mitocnonQriai piotem, mrvTN/\ 


1M1V1 UUjt-OU 


nomo sapiens iviicroiiurii-associateu giycoprotem-z ^ivi/wj-rzj, mrviM.rv 


rNlvl UUZjO / 


nomo sapiens rneiaiioina antigen, iamiiy r>, ^ ivi /\vj e> D'H- iiiiv i n /\ 


1N1V1 \j\JAd\jZ> 


noiiiu sapiens iiicidiiunid antigen, iamiiy jz>, d ^ivi/\vjj-/r3j) inrviN/\ 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


tvta/T nno^A^ 

IN JVL UUZJOJ 


nomo sapiens melanoma antigen, iamiiy r>, i ^jvlao-C/Ij i j, mrviNA 


IN JVL UUZjOZ 


nomo sapiens melanoma antigen, iamuy a, h- ^tviavj-C/A^j, mrviNA 


JNJVL UUJOoZ 


nomo sapiens jviak -Kinase activating deatn domain (jviauuj, itikjna 


tvta a nno'j^i 
JNJVL UUzJ j 1 


nomo sapiens jviatv dimerrzation piotem (JVLAIJJ, mKJNA 


JNJVL UUZJO U 


nomo sapiens v-yes-i y amagucni sarcoma virai related oncogene nomoiog 

\Vu I IN J, 1111V 1 N /A 


1N1V1 UUZJH-y 


nomo sapiens lympnocyte antigen /d ^r^t /dj, mrvi>i/\ 


1N1V1 UUZJH- / 


nomo sapiens lympnocyte antigen o complex, locus n ^li onj, mrvivi/\ 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


T\TA/T nno^i^ 

IN JVL UUZJ^fD 


nomo sapiens lumican ^t^ujvij, mKJNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


tvta/T nmi/iQ 
JNJVL UvZjtQj 


nomo sapiens lactotransterrm (Lir), mKJNA 


XTA/T nnAOfl7 

JNJVL UUUoV/ 


nomo sapiens leuKOtnene L4 syntiiase (i^iL.4o), mKJNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 

W DAT A 

ITIKJNA 


JNM UUU/jz 


Homo sapiens leukotriene b4 receptor (chemokine receptor- like 1) (LTB4R), 

ml? TVT A 
lllrviM l\ 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein- associated protein 1 
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^aipna-Z-maCrOglODUlin leceptOr-aSSOClaTeCl proteill 1 ) ^Llvr Ar 1 ) 9 LQlvlNZ-v 


iNiVl UUZO-JU 


nomo sapiens low cieiisiiy lipoprotein recepior-ieiaieu pioieiri o ^r^rvroj, iiirviNi-v 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


ATA/T OOO ^ 1 7 
INivl UUZj 1 / 


nomo sapiens lysyi oxidase {l^kjs^), hiivln/v 


ata/t ooo^ 1 ^ 


riomo sapiens i^uvi nomeoDox nanscription iacior i, oeta ^i^iviy^irs j, miviN/\ 


ata/t nno^ 1 ^ 

1N1V1 UUZJ ID 


iionio sapiens i^nvi uomam omy i (inomuotin i ) (livil^i j, nirviN/\ 


ata/t nno'z 1 1 


riomo sapiens ngase iv, jjin/\, Air-ciepencient (Li04j, niKJNA 


ata/t nno^nA 

iNlvl UUZJUu 


riomo sapiens lectin, gaiactosiQe-DiiiQing, soiuoie, d ^gaiectm d ) ^i^o/\i^oj 

mDAT A 

11 1 Iv 1>J /a 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


AiA/f ooo^oo 

1N1V1 UUZjUZ 


nomo sapiens leuKocyte ceii-uenveQ cnemotaxm z ^i^iiL^izj, mrviN/\ 


ata/t nn 1 oon 
IN 1V1 uu i zyu 


nomo sapiens i^iivi Qomam uiiiQing z ^ljjidzj, mrviN/v 


ATA/T OO'JQQ'i 
iNlvl \J\jjoz/j 


nomo sapiens i^iivi comam Dincing i (lujdj mrviN/v 


ata/t nnoooo 
inivi yjvjzzyy 


nomo sapiens lactase (n^i j, mrvLN/\ 


ATA/T nnooo7 
iNlvl \j\JZZy / 


nomo sapiens npocaim i (protein migrating taster tnan aiDumtn, teai 
piediDumm^ (i^^iN i mrviN/\ 


ATA/T 0099 Q A 
1N1V1 UUZZ7U 


1 1 / A / \ o Ol^l /^"Tl t? 1 QtYl in T3 a«+/Af / I T-J T? ^ TV! T? ^VT A 

nomo sapiens laiiim r> receptor (i^rsrvj, mrviN/\ 


ATA/T 0099 Q1 
1N1V1 UUZZ7I 


nomo sapiens lamiirm, ueta i ^r^/\ivir>i mrviN/v 


ATA/T 0099 RQ 
IN 1V1 UUZZO" 


1 — 1 / A / A CQtM AHC 1 ' } / * "f" '1 1 KN 1 1 1 oll^l^d / I A T 13 A 1 TY1 1? ^VT A 

nomo sapiens lactaiDumm, aipna- \l^i\l^di\j^ rrrrviN/\ 


ATA/T 00997^ 
1N1V1 UUZZ/ j 


1 — 1 / X / \ CQTMPTIO lx t-' 1 + 1 n Q / I<^ ]3 1 ^ \ TV»T?ATA 

nomo sapiens Keraim o ^ iviv i o 111 iv in /a 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


ATA/T 00997^ 
1N1V1 UUZZ / J 


nomo sapiens Keratm iz> (rvivi idj, mrviN/v 


ATA/T 00997/1 
iNlVl UUZZ/ 4 


nomo sapiens Keiatm i j ^Jvrvt id), mrviN/v 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


ATA A MMO'3/X'7 

JNM vvZZo / 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

^-DAT A 

mKJN A 


ATA/f /irkAOO^ 

JNJV1 UUUoVJ 


nomo sapiens Kinmogen (JvJNLrj, mKJNA 


TvTA a nAi^Tn 
JNM_UU3o fy 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3 -hydroxylase) 
(KMO), mRNA 


ATA/T nnoo^Q 
JNlvl UUZZ jo 


nomo sapiens Killer cell lectin- iiKe receptor suDtamiiy rs, memDer i (rvLrvrSij, 

wi T? AT A 

mrviN/\ 


ATA/T 0099^7 
iNlVl UUZZ J / 


nomo sapiens KaniKiem i, renai/pancieas/ salivary ^jsj-^jvi mrviN/\ 


NM 002256 


Homo sapiens KiSS-1 metastasis -suppress or (KISS1), mRNA 


ATA/f flHOO^^ 

JNlvl KjKjZZjj 


nomo sapiens Killer cell lmmunogioDuim-iiKe receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


ATA/T 

JNlvl UUZZ j 4 


nomo sapiens Kmesm tamiiy memoer (rvir^L j, mKJNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


JNM_UUJoo5 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


JNM UUzZjZ 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


TvTA A AAOOCA 

NM 002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


ATA/T nnoo/17 
JNlvl 00ZZ4 / 


nomo sapiens potassium laige conductance calcium- activated cnaimel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM 002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NJVL 00225y 


Homo sapiens potassium inwardry-rectirying channel, subiamily J, member 5 
(KCNJ3), mRNA 


JNJvL (JUUoVl 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NJVL (JUzz41 


Homo sapiens potassium mwai dry-rectirymg channel, subtamily J, member ID 
(KCNJ10), mRNA 


NJVL (JUzzio 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


NJVL (JUzzJ / 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 


NJVL (JUzzio 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


NJVLUUioJO 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


TVTA A (\(\") A *7 1 

NJVL 0UJ471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NJVL 00225 j 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NJVL 002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member j { KX IN Aj ), m K IN A 


NJVL UUzz^J 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer h- ^ ivl in/\h- j, mivi n /\ 


JNJV1 UUZZjZ 


riomo sapiens potassium voitage-gateQ cnannei, snaKer-reiaieQ suDiamiry, 
memoer j ^jvl-inaj ^, niiv in /a 


TsJA/T 009990 
1N1V1 KJVZZZy 


nomo sapiens j un d pi oto- oncogene ^juimjjj, mrvi>j/\ 


TsJA/f 00^ f\f\f\ 


noiiio sapiens uasic leucine zippei iiucieai idcioi i ^jj_/ivi-i ) yDL^z^r i uiivi>i/\ 


XTA/T 009997 
1N1V1 \J\jZZZ 1 


nomo sapiens janus ivinase i ^a proxein xyrosme Kinase^ ^ j f\ iv i j ? 1 1 1 iv in /a 


XT\/f 00^094 


nomo sapiens miersecim i ^onj uomam proiemj ^11 oin i mrviM/\ 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


TvTA/T 00999^ 

in ivi yjvzzzj 


nomo sapiens inositol i,^f,D-tnpnospnate receptoi, type z ^iirivzj, mrsJN/\ 


AJl\>f 009 99 1 
JNJVL OOZZZi 


nomo sapiens inositol ij'ijD-tnspnospnate J-Kinase d (ii rss^D j, mrviN/\ 


JNJVL OOZZZO 


nomo sapiens inositol i,4,j-tnsphosphate J-Kinase A (iirJ^^Aj, mKNA 


TvTA/T 009 9 1 O 
JNJVL OOZZiy 


nomo sapiens integral memorane ]3iotein i (iiivii j, miviNA 


TvTAyf 0099 1 Q 
JNJV1 UUZZ lo 


nomo sapiens mter-aipna (gioouiinj mnioitor n^f (^plasma ivaniKrem-sensitive 
giy copi oteiii ) \± i inn- mivi>/\ 


NM 002216 


Homo sapiens inter- alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


\TAyf 0099 1 ^ 
JN1V1 VVZZlJ 


nomo sapiens mter-aipna ^giouuiinj mnioitor, ni poiypeptiue ^iiini j, mrviN/v 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


JNJVL 00 ZZ 1 z 


nomo sapiens mtegiin beta 4 binding protein (i i Or$4r$r j, mKNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM 00221 1 


Homo sapiens mtegrm, beta 1 (libronectm receptor, beta polypeptide, antigen 
LUzy includes JVLUrZ, i vi o Jv i z ) (HudI), mKNA 


NM 002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 

CUM) (1 JuAVJ, mKNA 


NJVL OOZZOy 


nomo sapiens mtegrm, alpha L (antigen L.1J1 1A (ploU), lymphocyte tunction- 
associated antigen l, aipna poiy]3eptidej (iiOALj, mKNA 


TsjA/r 00990^ 


nOlllO ScipieilS llliegllll, aipild / ^llUA/ ^, lllxvl^.rv 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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ATA/f MHO 1 OA 

JN1V1 UUz lyo 


Homo sapiens lnsuimoma-associateci i (iJNoivii), mKJNA 


JNJVL UUzlVj 


Homo sapiens insulin-like 4 (placenta) (INSL4), mRNA 


JNJVL UUJjOj 


riomo sapiens small maucible cytoRme sublamily d (Uys-A-Uysj, member l u 
(SCYB10), mRNA 


JNJVL KJUZlyZ 


riomo sapiens mnibm, beta J\ (activm a., activm /Vt> alpna poiypeptiaej 
(INHBA), mRNA 


JN1VL UU 1 ju4 


Homo sapiens mnibitor 01 growtn tamiiy, membei 1-iiKe (iJNLrii^), mKJN/V 


JNJVL vUJOOy 


Homo sapiens inactivation escape 1 (INE1), mRNA 


JNJVL UUUoo4 


Homo sapiens iJVLr (mosme monopnospnatej denyclrogenase z (iJVlrJJrlzj, 

*vi T? AT A 
lTlKJN/\ 


JNJVL UUUooj 


riomo sapiens uvir ^mosme monopnospnatej Qenyurogenase i (iivii^uni 
mRNA 


JN 1V1 UU 1 JD 1 


nomo sapiens mierieuKin o leceptoi, ueta ^i^orvDj, mKJN/v 


JN JV1 UUUOJh- 


nomo sapiens lnteiieu-Kin o receptor, aipna ^ii^orv/vj, mrviN/\ 


ATA A riAO 1 OC 

JNJVL UUz Joj 


Homo sapiens mterleukin / receptor (1L /K), mKJNA 


JNJVL UUUooU 


Homo sapiens liiteiieuKin / (ijl/ mKJNA 


JNJVl UUZlo4 


Homo sapiens mierieuKin o signal rransQucer (gpi jU, oncosiatm ivi receptorj 

^ 1 LO o 1 J, III IV In r\ 


1N1V1 UUUJOZ) 


nomo sapiens mieiieuKin o lecepxor ^ii^orvj, iiirvi>j/\ 


TsJlV/T 000870 
IMlvl UUUO/7 


nomo sapiens liiierieuKin d ^coioiiy-stimuiating iacior, eosmopmij \il^d), mrviM/Y 


MIVT 000^80 
1>1V1 UUUJ07 


nomo sapiens lineiieuKiii h- ^ii^h-j, mrvi>i/\ 


TsJA/L 000^88 


nomo sapiens mierieuKin d ^coioiiy-siimuiating iacior, mumpiej ^i-Lj) mrviM/\ 


XTTV/T 00087ft 
1N1V1 UUUO / o 


nomo sapiens mierieuKin z recepioi, oexa ^iJuzrvD ^, mxvi>j/\ 


TvJA/L 00^8^ zl 

rNlVl UUJ5 0^)t- 


nomo sapiens liiieiieuiviii i iecepioi-iiKe z ^ii^irvL^z^, nirvi>i/\ 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (IL1RAP), mRNA 


AJA/T OOOS77 
JNJVL UUUO / / 


nomo sapiens mierieuKin i receptor, rype i ^i-Lirvi mrviNA 


ATA/T OO^Q^^ 
JNJVL UUjoOJ) 


nomo sapiens mterieuKin io receptor accessory protein (jljoJva.i^ j, mrviNA 


ATAyT OO^IQ^^ 
JNJVL UUJojO 


nomo sapiens mterieuicm io receptor i ^ii^io-Ki j, mKJNA 


ATA/T OO 1 ^AO 
JNJVl UUOOZ 


nomo sapiens inter leuxin io (mterieron-gamma-maucmg tactorj (ii^ioj, mrviNA 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 
o ) ^11^1 / j, mrviNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


ATA A AAOI OO 

JNJVL UUz loo 


Homo sapiens interleukin 13 (IL13), mRNA 


ATA/f C\C\\ 

JNJVL UUIjOV 


Homo sapiens mteiieuKin iz leceptoi, beta z (iLizKoz), mKJNA 


ATAf AAO lOT 

JNJVL UUzlo/ 


Homo sapiens mterieuKin IzJd (natural Killer cell stimulatory lactor z, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NM UUUooz 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


ATA>f C\f\f\^. r )Q 

JNJVL UUUozo 


Homo sapiens mteiieuKin iu receptor, beta (ii^iUK±>;, mKJNA 


ATA /*T AA1 CCO 

JNM UUlZOo 


Homo sapiens interleukin 10 receptor, alpha (IL10RA), mRNA 


ATA/f f\n / 2A / JQ 

JNivl UUJoJV 


Homo sapiens mnibitoi ot xappa ngnt polypeptide gene ennancer m li-ceiis, 
Kinase gamma ( i iv t> ivo j, mrviNA 


ATA/T OO^A/IO 
INIVL UUj04U 


nomo sapiens mnioitor 01 Kappa ngnt poiypeptice gene ennancer m 15-ceiis, 

Initio /^aiiiiaIov ocoAr*iQ'fo/1 i*i"Ta4 ^11* / T \ i^O^T A 

Kinase compiex-associateu protein ^iivorvi-vr mrvi>/\ 


AJA/f OO 1 *\A1 
INIIVI UU1DH-Z 


nomo s ap 1 ens lmmuno g i o uuim sup ei iami ly , mem oei d (luor jj, mrviN /\ 


TsJIVT 00 1 

In 1V1 UU 1 D D D 


nomo sapiens ltninunogiouuiin superiarniiy, memuer i ^luor i iiiiv i > /a 


aja/t 009180 


T— T^tvio c^nifnc iTYiTniiTi<^o"1ot^ii1m m 1 1 V^itiHitio" nt-MtrM n 0 ^Tr~rl— LA/TT-^P'^^ m F? Tvl A 

±±VJ111VJ SdlJlC'll& lllllllLUlVJglVJULlllll 111L1 UlllLllll^ U1VJLC/111 Z, I ±VJ J_±1V±J_> JT Z/ 1, 111IV1>J^\- 


NM 001553 


Homo sapiens insulin- like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin- like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin- like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine -rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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IN IVl UUl^JU 


nomo sapiens lnierieron-reiaieu ueveiopmeniai regulator i ^ifivl/i j, miviN/\ 


TsJA/T 009 1 77 
INI IVl UUZ 1 / / 


nomo Sapiens mierieron, uniega i ^ifim w i j, iniviN/Y 


In IVl WUZ I/O 


1— T/^TVI /A i ' O »T 1 IT i ' 1 "FlF/^t^f/^TVAn V\^F"Ci f "Pi V\TVa1^ 1 CI C F" ( 1 Ih^A\T T-^ 1 A 111 T? ^VT A 

nomo sapiens mierieron, ueia i, iiurouiasi ^ifinjdi miviN/\. 


TsJA/T OOOS7A 
In IVl UUUO /^t 


numu Sapiens lnieiieion ^aipna, oeia diiQ omega^ reL/epior z ^ijtin/\ivzj 9 niiviN/v 


\TAyf 009 1 70 
In IVl UUZ 1 / U 


nomo Sapiens mieneron, aipna o ^ifin/\o niiviN/\ 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


TvTA/f OOO 1 7< 
IN IVl UUZ1 IJ 


nomo sapiens lnieiieion, aipna z i ^lrN/vz ij, niKJN/v 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NJV1 UUZ 1 /Z 


riomo sapiens mterieron, aipna 14 (irN/Vi4j, mKJNA 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


"VTA 4 AA 1 C AC\ 

NJV1UU1549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 

mKJNA 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), 

m K In A 


NM 003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 

mKJNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM UUZ loo 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


TVTA A A A IT/I/' 

NM 001546 


Homo sapiens inhibitor 01 UNA binding 4, dominant negative helix- loop-nelix 

n<-/ 1 +/ 1 i / I /I \ DATA 

piotem (1D4), mKJNA 


TvTA/f MAO 1 

NM UUZloo 


rlomo sapiens mnibitor ol UNA binding z, dominant negative nelix-loop-nelix 

plOteill ylLJZ), IIIKINA 


"MA/T OOO 1 

inivi uuz loD 


nomo sapiens mniDitoi oi uina DinQiiig i, Qominani negative neiix-ioop-nenx 
proiem ^11^/1 in iv in /a 


TsJA/f 009 1 ^O 
IN 1V1 UUZ 1 OU 


nomo sapiens nexaui demon ^leiiascm cyioiacimj yris^D), miviN/\ 


TsJA/T OOOS71 
In IVl UUUO / 1 


nomo sapiens z)-nyuroxyirypiainme ^seroioiimj recepior o ^niivoj, miviM/\ 


MATT 000 8 £»Q 


ni oiiio sapiens ^-nyuioxynypiamine ^seioionmj recepior 3i\ ^ n i in j> r\ ) , miviN.rv 


TsJA/T OOOR^& 
1M 1V1 u u u o o o 


nomo sapiens z)-nyuxoxyirypiamine ^seroionmj recepior z i^, ^niivz^^i, miviN/\ 


XTA/T 0009.^7 
INIVI uuu oo / 


nomo sapiens j-nyciioxyiiypTdiiime ^seioiomnj lecepioi zd ^niivzoj, miviN/-v 


7sTA/r 0008^ 


nomo sapiens j-nyuioxy iiypiaiiiine ^seiOLoninj lecepioi ic ^niiviiZ/j, nnviN/Y 


TsJA/T OOO 8 ^zl 
In IVl UUUO Ot- 


nomo sapiens D-iiyciioxyiiypiamme ^seioionmj recepior yvj ^ni iviuj, miviN/\ 


TsJA/T 0008^^ 
1M IVl UUuOOj 


nomo sapiens j)-nyuroxyirypiamine ^seioionmj lecepioi 113 ^ n 1 i\ 1 Dj, niiv in /a 


TnJIVT 000^94 


nomo sapiens j-iiyuioxynypiaiiime ^seioToiimj recepioi i/\ ^niivi/\j, miviN/\ 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


TsJA/T 009 1 
IN IVL UUZ 1 Do 


nomo sapiens numan i-ceii leuKemia virus ennancer iactor (niLr j, miviNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


N1V1 UUZIjj 


nomo sapiens neat shock /uku protein o (nor /ud ) (noKAoj, mKJNA 


"N.TA 4" AA1 CIO 

NM UUljjy 


nomo sapiens neat snock protein, UN AJ -like z (n^Jzj, mKJNA 


TvTA yf AAA1 OO 

NM UUUlVo 


Homo sapiens nydroxy-delta-^- steroid dehydrogenase, 3 beta- and steroid delta- 
ic AtMWOCt/l 9 /UQmUO'l tTT DMA 

isomerase z (fioUjdz miviN a 


TvTA/T OOOQA9 

NM UUUoOZ 


nomo sapiens nyaroxy-aeita-D-steroia aenyarogenase, d beta- ana steroia aeita- 
isomeiase i ^rioijjD i miviN/\ 


TsJA/T OOOzl 1 A 
In IVl UUU4 1 t 1 


nomo sapiens nyciioxysieioici ^ i /-oeiaj cienyciiogenase ^+ ^noui /D^j, miviN/v 


TsJA/f 009 1 ^ 
In IVl UUZ ID J 


nomo sapiens nyciroxysieroici yi /-oeiaj aenyarogenase z ^noui /r>zj, mrvrNA 


TsJA/T 00041^ 
In IVl UUUH- 1 J) 


iTomo sapiens nyaioxysieioia yi /-oeia^ aenyaiogeiiase i ^noui /dl ), niiviN/^ 


TnTM 000 1 

±N1VJ_ WWW 1 Z/\J 


]—\ (\ m (\ t'^nifnc Itv/^Hto Yx/cff^Tm H ^ 1 Hf» t*o or pontic f* 9 ^1— T^IT^ 1 1 T-^9^ ml?W A 
-n.univj &apicii& iiy lii UA.y & LCi vjili i^i i uciaj Liciiy Liivj^ciiaoc ^ ^ 1 10 l^/ 1 1 dz, j, nirviN.rv 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 



536 



(400/104) 



TsJIVT 009 1 Al 
In 1V1 UUZ 1 H- / 


numu sapiens numeu dux dj ^jiuadj j, in is. in /a 


TsJA/T 009 1 A£\ 


nuniu Sapiens numeu dux dj ^ n wy\ d j j, in in in /a 


TsJA/r 00914^ 
rN 1V1 WUZ 1 H- D 


numu sapiens numeu dux dz ^ nuADZ ^, in in. in /\ 


TsJA/T 009 1 AA 
IN] 1V1 


numu Sapiens numeu dux d i ^ n vjy\ d i j, in in in ja 


NM 002142 


Humu sapiens humeu bux A9 (HOXA9), mRNA 


"NTN/T 0091A1 
1NJV1 UUZ 1-4-1 


riuiiiu Sapiens numeu dux ps^\ ^ri^^wA^f j, iiiivin/v 


JNJVL UUUDZZ 


Jriuniu sapiens Liumeu dux a. id {riKjjsJ\i3), niKJN/\ 


NM 002139 


Humu sapiens RNA binding mutif prutein, X chrumusume (RBMX), mRNA 


JNJVL UUU4j / 


JrLumu sapiens nepatucyte nuclear tactor 4, alpna (rlJNr4A), mKJNA 


NM 002135 


Humu sapiens nuclear receptur subfamily 4, gruup A, member 1 (NR4A1), 

ONI A 

mKJNA 


NM 002133 


Humu sapiens heme uxygenase (decycling) 1 (HMOX1), mRNA 


NM (JUzlJl 


hLumu sapiens nign-mubility gruup (nunnistune cLircmusumaL) protein isolorms 1 

rmA AT" / UN/I I N/ \ *v,DAT A 

ana Y ( HIVICjI Y ), mKJNA 


IN 1V1 UUZ 1J U 


riomo sapiens J-nyciroxy-j-metnyLgLutaryL-uoenzyme J\ syntnase 1 (soiuDiej 
(HMGCS1), mRNA 


JNJVL UUZ IZo 


riomo sapiens mgn-moDiLity group (nonmstone cnromosomaLj protein i 

^J^LiVlOl lllrviNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


JN1VL UUZlZo 


riomo sapiens nepatic Leuxemia tactor (rii^rj, mKJNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 

/itt AT C \ T> TvT A 

(HLALo), mKJNA 


JNJVL UUzlz/ 


riomo sapiens rlLA-vj nistocompatiDiiity antigen, class l, Cj (JtLJLA-O), mKJNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 

LJV^tS 1 j, mKJNA 


JNJVL UUIjJU 


Homo sapiens nypoxia-mauciDle tactor l, alpna suDumt (basic nelix-loop-nelix 
TianscripTioii iactorj (jtlii^ iaj, iiikina 


TvTA/T OO 1 COQ 

JNJVL UUIjZo 


nomo sapiens oLjr activator (nUrA l ) , mKJNA 


TsJA/f 0001 C7 
JNJVL UUU1 o / 


nomo sapiens nomogentisate i,z-aioxygenase (^nomogentisate oxiaasej ^jtloijj, 

III IN IN /A 


TsJA/T OOOzLIO 


nomo sapiens neinocnioiiidiosis yririi,), miviNj'-v 


MA/f 0001 Rf\ 


nomo sapiens n iacior i ^compiemenij (nr i iiiin in /a 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


JNJVL UUZ11U 


nomo sapiens Hemopoietic cell Kinase (nLKj, mKJNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


TV TA K AAA1 

NM_000183 


Homo sapiens hydroxyacyl- Coenzyme A dehydrogenase/3 -ketoacyl- Coenzyme 
A thio las e/enoyl- Co enzyme A hydratase (trifunctional protein), beta subunit 

/ it a nuu\ w n\T A 
( H ADH t> J, mKJNA 


\ in 4 AAA 1 OO 

JNM UUUloz 


Homo sapiens hydroxyacyl- Coenzyme A dehydrogenase/3 -ketoacyl- Coenzyme 
a tnio Las e/enoyL- isoenzyme a nyuratase ^tnrunctionaL protemj, atpna suounit 

I n/vL/ilA 1, 111 In IN /A 


TsJA/T OO^^zLR 


nomo sapiens ni msiune, iamiiy z ^nn-r^zj, in in in /\ 




numu sapiens nn- nisxune ramny, meniDei ^n^rLj, mxviN/\ 


TsJA/T OO^^AzL 


I — I / x * \ compile I — I /I I11 c + rxtiA 4-Vi i 1 \ / m f»m Kf»f 1 / I — I /I |—< I \ tyiU^NT A 

numu sapiens msiune iamiiy, memoer i ^nn-Fi^i, iiiin in /a 


NM 00^4Q^ 

±N1V.L 


1— Lr\Tno cqt^i fMic T-T^ niclr^n^ tVitvii1\/ tTifTriKpf T ^ T— [ ^ P 1 ^ m L? TNl A 

J__LVJ111VJ OdUlCllS ±±J lailllly, lllClllUt/1 1 1 1, 1 1 1 IN 1 N / v 


NM 003537 


Humu sapiens H3 histune family, member L (H3FL), mRNA 


NM 003534 


Humu sapiens H3 histune family, member H (H3FH), mRNA 


NM 003532 


Humu sapiens H3 histune family, member D (H3FD), mRNA 


NM 003531 


Humu sapiens H3 histune family, member C (H3FC), mRNA 


NM 003530 


Humu sapiens H3 histune family, member B (H3FB), mRNA 
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iNlYl UU Z>Z) Z7 


numu sapiens rij msione iainiiy, memuei z-v ^njr aj, iiiivi n /\ 


IN 1V1 UUZ 1U / 


numu Sapiens nj msiune, iamiiy z)z-v yrijr z)z-vj, mivrNz-Y 


TvJA/T 00^98 
1M1V1 UU.5Z)Zo 


numu Sapiens nzD msiune iamiiy, memuer v</ ^jtizjdfv^j, in in. in /a 


xta/t fin ^9 a 


nomu Sapiens nzD msiune iamiiy, memDer jl, ^nzDrLj, hi iv in j-\ 


1M1V1 \J\JDD ZD 


n (jiiio sapiens nzD msiune iamiiy, memuer iv ^rizDr i\. j, in is. i > za 


INIYI WDDZ^-f 


numu Sapiens nzD msiune iamiiy, memuer j ynzDr j miviM/\ 


1MIV1 UUZ)Z)Z Z) 


numu Sapiens nzD msiune iamiiy, memuer n (nzDrn j , in in. i \ za 


rNlVl UUjjZZ 


numu Sapiens nzD msiune iamiiy, memuer vj (nZDru j, iinvi>j za 


NM 003518 


Humu sapiens H2B histune family, member A (H2BFA), mRNA 


xnv/T nn9 1 ha 

IN 1VL UUZ 1 uo 


nomu sapiens iiza msiune iamiiy, memuei ^nzArzzj, mrvi>/\ 


NM 003516 


Humu sapiens H2A histune family, member O (H2AFO), mRNA 


JNJVL UUJMJ 


numu sapiens nZA nistune iamiiy, memuei M (hzArM), mKJNA 


JNJY1 UUjMz 


Humu sapiens H2A histune family, member L (H2AFL), mRNA 


JN1V1 UUJolZ 


homo sapiens sema dumam, immunogLoouLm uumam (igj, ana Lrri memurane 
ancLiur, (^semapJionnj / J\ ^oJ^ivl/v//\j, mrCiN/v 


JN1V1 UUZ1U4 


numu sapiens granzyme Jv (^serine protease, granzyme d, tryptase nj ^oz,ivljvj, 

ml? XT A 

111 IvlN zA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


XTA/T HH9 1 H9 


nomo sapiens giycopnonn tz i rn,), m k in /\ 


TVTA/T C\C\C\ 1 Q 1 

JNJVL UUUlol 


nomo sapiens gLucuromclase, beta (uUbDj, mKJNA 


JNJVL UUUoDo 


nomo sapiens guanyLate Kinase i (^oujvi mrviN/A 


TvTA/T C\C\ 1^99 
JNJVL \J\JiDZZ 


nomo sapiens guanyiaxe cyclase zr^, retmai (uul y zr^ miviN/A 


INlVL UUU 15U 


nomo sapiens guanyiate cycLase zjj, memurane ^retma-speciiicj (uul izuj, 
mRNA 


INlVL UUUoj / 


nomo sapiens guanyjate cyclase i, soJuDLe, oeta j (uuti idd), mKiN/\ 


NM 000856 


Homo sapiens guanyiate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


JNJVL UUUozO 


nomo sapiens guanyLate cycLase 1, soluble, alpna z (uULY lAzj, mKJNA 


NM 000409 


Homo sapiens guanyiate cyclase activator 1A (retina) (GUCA1A), mRNA 


"XTA 4 AA 1 C 1 T 

NMUU15 17 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


\T \ if AAOAn/I 


Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 

(Kj 1 r Zr 1 ), mKJNA 


JNM UUzUbO 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 

dQKD) \Kj 1 r ZiiZJ, mKINA 


JNJVL UUOlz? 


nomo sapiens giutatnione transierase zeia i ^maLeyLacetoaceiate isomerase ) 

^UO IZil III IS. IN /\ 


INlVL UUUojj 


nomu sapiens giuiaimune o-iiaiisieidse ineid i (uoi 1 1 ituvina 


1M1V1 UUUOJ 1 


numu sapiens giuiaimune o-iransierase iviz) ^ooiiviz? j, mivi>z-v 


IN 1V1 UUUOjU 


numu sapiens giuiaimune o-uaiisieiase ivih- ^ooiivih-j, miviNZ-v 




numu sapiens giuiaimune o-xransierase ivij ^Didiii j ^vjoiivij in rvi > za 




numu sapiens giuiaimune o-uaiisieiase iviz ^musciej ^ooiiviz^i, mivi>jz-v 


xr\/r nm ^19 

INlvl UU1D1Z 


numu sapiens giuiaiiiiune o-iransieiase ah- ^uo i a^j, mrviNA 


In 1V1 UUUo^-O 


numu sapiens giuiaimune o-uansieiase z-vz ^uoiAzj, miviNZ-v 


TsJA/f 000178 
1M1V1 UUU I/O 


numu sapiens giuiaimune synineiase ^vjooj, in ivim /\ 


TsJA/T 0090QA 


numu sapiens 01 iu 0 pnase nansmun 1 |uon 1 j, misJNA 


XTN/L 000177 
InIYI UUU1 / / 


numu sapiens geisunn ^amyiuiuusis, rmnisn rypej ^uoIn j, mrvi>i/\ 


TsJlVL 0090Q^ 


I— I f ( \ ciinipnc (Tl\//»/»(T(-»n ctmlliQCP Vitiqcp ^ I-\ r*1"^i / d 1^ ^ 1-^ ^ inl?N A 
nvjiiivj sapiciic) ^lyv^u^cii ayiiiiiasc Jviiiaoc Z) ucia ^vjoxvzjxj ^, iiirvi^.rv 


NM 002092 


Humu sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GRO 1 oncogene (melanoma growth stimulating activity, alpha) 
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^OrvvJ 1 J, 111 iv IN /\ 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


tvta/t ooosa^ 


riomo sapiens giutamate receptor, metauotropic o v vjkivlo j, itlkjn a 


JNJVL UUUo44 


Jriomo sapiens giutamate receptor, metaDotiopic / (OKivi/j, niKJNA 


INIVL UUU 541 


riomo sapiens giutamate receptor, metauotropic 4 v vjkjvl4j, itikina 


AJA/T OOOQ/IO 
IN JV1 U U U O 4 U 


Jionio sapiens giutamate leceptoi, metaDotiopic d ^vjkivij j, miviN/\ 


NM 000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 

mt??VT A 

III Iv IN f\ 


IMlVL UUUoJ) 1 


Homo sapiens giutamate receptor, lonotiopic, Kamate s> (vjrviJvoj, miviN/v 


TvTA/r oooq^o 

IN JV1 UUUo jU 


riomo sapiens giutamate leceptor, lononopic, Kamate i ^vjiviJvi j, miviN/\ 


1N1VL UUZUoO 


Homo sapiens giowtn tactor receL3tor-oounQ protein z (oivrsz miviN/v 


JNJV1 yJKJZvoj 


riomo sapiens giutatnione peroxiaase 4 ^pnospnonpiQ nycroperoxicasej (Or^/fj, 

111 Ivl N f\ 


TvTA/L 00908^ 


nomo sapiens giutatnione peroxiuase z ^gastromtestmaij ^vj-r^vz^i, miviN/A. 


1N1V1 uuzuoz 


noiiio sapiens vj protem-coupieu receptor Jvinase o ^vjr inivo j, miviN/\ 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


TvTA/T 001 ^\OQ 
JNJV1 UUlDUo 


nomo sapiens o piotem-coupieQ receptoi (urKjyj, mrviN/\ 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NJVl UUIjUO 


riomo sapiens O protein-coupled receptor 32 (OrrCJZ), mKNA 


"ATA A AA1 r Af 

NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


JNJV1 UU1 jUj 


riomo sapiens glycosyLpnospnatiaylmositol specitic pnospnoLipase JJl (Orl^JJl J, 

mrviN/V 


ATAyT OOO/IOQ 


riomo sapiens glycerol- j -pnospnate uenyarogenase z ^mitocnonanaij (ur jjz j, 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


TvTAyf HAOAQ 1 

JNJVL UUZUol 


Homo sapiens glypican 1 (urti ), mKJNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


NM 00U175 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic- oxaloacetic transaminase 2, mitochondrial (aspartate 
ammotranslerase Z) (uU 1 2), nuclear gene encoding mitochondrial protein, 
mKNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
ammotiansterase i) (uUJ ij, mKNA 


NM_002076 


Homo sapiens glucosamine (N- acetyl) -6-sulfatase (Sanfilippo disease HID) 

(vjN b ), mKNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


\ I \ 4 AAAOOC 

NM_000825 


Homo sapiens gonadotropin- releasing hormone 1 (leutmizmg-re leasing 
hormone) (GNRH1), mRNA 


\i \ 4 AAOATC 

NM 002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


"VTA A A A OAT"? 

NM_002075 


Homo sapiens guanine nucleotide binding protein (Cj protein), alpha z 
polypeptide (GNAZ), mRNA 


X I \ A AAA 1 TO 

NM U0U172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


A.TA A AAOATO 

NM 002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NJVl UUZU / 1 


nomo sapiens guanine nucleotide Dmdmg protein y\j protemj, aipna activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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JNJVL KJVZVO / 


riomo sapiens guanine nucLeotide Dmamg protein (O protein), aipna 1 1 (Oq 

CiaSS J 1 ^xJlN/\l 1 J, 111 IV IN f\ 


1M 1V1 UUj O / J 


nonio sapiens guanine iiioiipiiospnaie syiniieiase ^vjivix^o j ? iiuviN/A. 


INIyI UUZUOO 


nonio sapiens un ancnoieQ moiecuie iiKe pioiem ^oivii^j, miviN/\ 


1N1V1 UU1Z)UU 


n oiiio sapiens uur-mdiiiiusc H- ? o-cienyuxaiase ^v_nvii_^o 11 1 iv in /a 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


JNIVL UUZUo4 


rlomo sapiens glutaiecloxm (tnioLnansteiasej (OLJ<a), mKJNA 


JNIVL UUUoZ4 


riomo sapiens glycine leceptoi, oeia (ulkd j, miviN/\ 


JNJVL UUZUto 


riomo sapiens glycine leceptoi, aipna z {kjLjKJ\z), ihkin/v 


NM 002062 


Homo sapiens glucagon- like peptide 1 receptor (GLP1R), mRNA 


ATA /T AAA 1 7A 

JNJVL UUU1 /U 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein r) (OLDUJ, rnKJN/\ 


jnjvl uuuioy 


riomo sapiens gaiacTosiciase, aipna (O-L/vj, mtviN/v 


JNIVL UUUlo/ 


riomo sapiens gLyceroL Kinase (OJvj, mKJN/v 


JNJVL uuuioo 


nomo sapiens gap junction protein, oeta i, jzkjj ^connexm ^?z, L^narcot-iviarie- 
1 00111 neuropaiiiy, ^v-iiiiKecij (ujdi ituvin/y 


TsJA/f 0090^0 
inivi uuzuou 


nomo sapiens gap junction proiem, aipna h-, d i ku ^connexm j / ) ^uja^ ^, mrviN/\ 


IN 1V1 WWW 1 OH- 


nomo sapiens gdsinc liiiiiuiioiy poiypepiiue lecepioi ^uir ivj, iiriviN.rv 


1NIV1 UUUOZj 


nomo sapiens giowin normone leieasmg normone recepror ^univnivj, iiiin. in r\ 


inivi uuuioj 


nomo sapiens growtn normone receptoi ^onivj, miviN/v 


tsja/l nnn 8 9 1 

1N1V1 UUvOZl 


nomo sapiens gamma-giuiamyi caruoxyiase ^uuv^Aj, m ivin i\ 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


JNJVL UUZUZO 


nomo sapiens gnai iiDnnary aciuic protein ^urArj, mrviN/\ 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


MAT AAAri A 

JNM UUUM4 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


JNM UU14VJ 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


TvTA A AA1 /101 

JNM UU14V1 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 

( OL.1N 1 ZJ, mKJN/\ 


tvta^ nn 1 /i on 

IN IVL UU14VU 


nomo sapiens glucosaminyl (^iN-acetyLj transierase t, core z (peta-i,o-JN- 
acetyigiucosammynransierase^ ^uuim i i j, mrviNi-v 


XTA/T nnni/^n 


nomo sapiens glucagon receptor ^ vjlajk j, iiikin ja 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


tsja/t nn 1 A Q1 
IN IVL UU14oJ 


nomo sapiens guoDiastoma amplified sequence (udAo), mKJN/\ 


JNJVL UUZU4o 


homo sapiens growtn aiiest-specitic 1 (OAoij, mKJNA 


AJA/T C\f\ 1 /lO 1 

JNIVL UU 14ol 


U J y~x -^^^>x j--x # — « ^~x ~x i ,-~x -x t~t j- t — j- x t+ I -x. j x . — x , ■> -4- # — < ■ . — x t x -4 -1 — « , x I t mm f\ 1 1 -m--*.'^ 1 J ^x 1 f\ 

Homo sapiens giowtn arrest-specitic 1 1 (CjAbi 1), mKJNA 


TvTA A AAAO 1 f» 

JNM UUUoiy 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
pnospnoi lDosyigiycmamide syntnetase, pnospnonDosyLaminoimidazoLe 
synineiase ^xxrvivi j, mrviN/A 


xta/t nn9nj.^ 

1>J 1V1 \j WZ Ut-j 


nomo sapiens giowin associateu protein h-j ^uArH-j j, mrviN/\ 


1N1V1 UUjOIH 


nomo sapiens gaiamn receptor s> l in. j> ji, niiv i \ /a 


xTA/f nnn 1 ^zl 

1N1V1 UUU1D4 


nomo sapiens gaiactoKinase i ^uali\ 1 j, niiviN r\ 


TsJA/f nn 1477 
1N1V1 UU 1 H / / 


nomo sapiens kj antigen / d ^uauc / d ^, itiivin/a 


XTA/f nn u.7/^ 

IN 1V1 UU 1 H- / O 


T— T/^TVI /A C O IX 1 £X"IX C ^ » Qtl+I <T^X-|X /x / ^ » A l—i ^\\ 111 T? ^vT A 

nomo sapiens v_r antigen o ^ uauco ) , niiv in /a 


NM 001475 


Homo sapiens G antigen 5 (GAGES), mRNA 


tsja/t nn \aha 

IN IVL UU14/H- 


nomo sapiens o antigen ^+ ^uAur/^ niiv in /\ 


kxaa nnizi7^ 

1N1V1 UU 14 / J 


I— I / -i txi / \ L ' '1 IX 1 11 i. ' QTI+in-Atl ^ / A ^2 \ 1XT F? N.I A 

nomo sapiens kj antigen j \ kj /\kj llj 7 , in iv in /a 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma- aminobutyric acid (GAB A) receptor, rho 2 (GABRR2), 
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*^H>A.T A 

mKJN A 


A AAO A/IO 

JNJV1 UUzU4z 


Homo sapiens gamma- aminobutyric acid (GAB A) receptor, rho 1 (GABRR1), 

wi T? AT A 

itikin a 


TvTA/T AAA/1 AO 


nomo sapiens giucose-o-pnospnate aenyarogenase yKjorU)^ nuciear gene 
encoding mitochondrial protein, mRNA 


XTN/f C\C\^ AfxQ 


nonio sapiens tnyioiu autoantigen /ukjj ^ivu antigen j ^uzzr i iiikina 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


JNJVL UUZloo 


riomo sapiens Duity Dlooa group (r Y ), mKJN A 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


"N.TA A AAA 1 CA 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


\i \ 4 AAOAO/I 

JNJVL (JUzU.34 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 

mKJN A 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 

SpeciilC ) yr U 1 4J, mKJN A 


TvTA/f AAA1/1A 
JNJVL UUU14V 


Homo sapiens rucosyltransterase 5 (galactosiae 3(4j-L-rucosyltransterase, Lewis 
diooq gioup lnciuaecij (ru i jj, iiikjna 


7VTA/T AAA^ 1 1 
JNJVL UUIO 1 1 


riomo sapiens iucosyitiansieiase z (secietoi status mciucieci) (ru izj, iiikjna 


TvTA/f AAA 1 /I Q 
JN1V1 UUU 14o 


nomo sapiens rucosyltransterase i (gaiactosiue z-aipna-L-iucosyitransterase, 
r>oiiiDay piienoiype liiciucieuj \r u i i j, iiiivin/\ 


IN 1V1 UUU It-/ 


nomo sapiens iucosicidse, aipna-i^- i, tissue \r u^/\i j, miviN/\ 


1N1V1 UUZUjZ 


nomo sapiens ierriiin, neavy poiypepiiue i \r inij, ituvln/\ 


rN ivi uuu 1 ho 


nomo sapiens ioiucie sumuiatmg nornioiie lecepior ^ronivj, miviNi-v 


Mivr nnn^ 1 n 

INiVl UUUJ 1 u 


nomo sapiens ioiucie siiiuuiaiiiig nornioiie, oeia poiypepiiue ^.r o n d iiiin. in /\ 


TsJA/r nnizi^^ 

1N1V1 UUItOJ) 


nomo sapiens inzzieu-reiaieu proiem ^ r ivz. d in i v in /a 


tvta/t nnn 1 azl 
iniyi uuuih-h- 


nomo sapiens r;riecueicn ataxia ^rj\UAj, ikivina 


1M 1V1 UU 1 40Z 


nomo sapiens iormyi pepucie recepior-iiKe i ^rrivLi j, miviN/\ 


TsjA/T nn?n?o 

1N1V1 UUZUZ:/ 


nomo sapiens iorniyi pepuue receptor i ^rri\i ^, inivi > s\ 


IN 1V1 UU D OJO 


nomo sapiens rucose-i-pnospnate guanyiyitidiisieiase (rr ui mrviN/\ 


xTA/r nnon97 

IN 1V1 \J\JZ\JZ 1 


nomo sapiens iamesyiiiansieiase, l aaa dux, aipna ^riN i/\^, miviN.rv 


xta/T nnono^ 


nomo sapiens rragiie mental retaiciatton z ^riviivz j, miviN/\ 


1N1V1 \J\JZ\JZ L ¥ 


nomo sapiens nagiie mental leiaiciaiioit i ^riviivi ^, miviN.rv 


tsja/t nnizi/^1 

1M IVI UU 1 H-O 1 


nomo sapiens iiavm containing monooxygenase j yr rvixJD ^, in in. in /\ 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


inivi uui^-ou 


nomo sapiens iiavm containing monooxygenase z {r nlkjz), niKiNA 


aja/t nn9n9i 


nomo sapiens iiavm containing monooxygenase i ^riVKJi ), itikina 


A.TA/T nn9n9A 

JNJV1 UUZUZU 


nomo sapiens rms-reiateQ tyiosme Kinase 4 (ri_^i4j, mKiNA 


JNJVL UU140V 


nomo sapiens ims-reiateu tyrosine Kinase d nganu (rLJ jLuj, mKiNA 


jnjvl uuzuiy 


nomo sapiens tms-ieiateQ tyiosme Kinase i avascular encotnenai grovvrn 
iactor/ vascuiar permeaoiiity iactor receptor j ^rLi i miviN/\ 


xn\/r nn 14^^ 


nomo sapiens ioiKiteau dux j /\ ^ r^jy\^jj/-\ in in in /a 


1N1V1 UUIH-Jj 


nomo sapiens iorKneau dux ^ i \ v \j i j 9 in in in /a 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


TvTi\/f nnizi^n 

IN IVI UUItOU 


nomo sapiens ioui anci a nan t^iivi ciomams z ^rnLZ itikin/\ 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


TvTA A A AO A 10 

JNJVL UUZUiZ 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


xTA/r nnn 

INIVI UUU 14 J 


nomo sapiens rumarate nyuiatase (rnj, mKiNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM 002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCERl A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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1N1V1 UUjOj / 


nomo Sapiens iruciose-i,o-uispnospndtdse z ^rDrzj, miviN/\ 


IN 1V1 UU 1 y y O 


nomo sapiens iiuuiin z ^fjji^inzj, hi iv in /a 




nomo sdpiens iorKiiedu dux ni ^ruAni j, mivr>/\ 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


IN IVL uu^y/D 


nomo sapiens jnz Qomam protein z/v ^onzuzAj, in is. in /\ 


AJA>f C\C\ 1 AAC\ 
IN IVL UU144U 


nomo sapiens exostoses (muLtipiej-LiKe J (liy^ii^jj, mrcrM/\ 


JN1V1 UULVoo 


nomo sapiens envopiaKm (E/VrLj, mKJNA 


NM 001985 


Homo sapiens electron-trans fer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM 000126 


Homo sapiens electron-trans fer-flavoprotein, alpha polypeptide (glutaric aciduria 
11) (birA), nucieai gene encoding mitocnonciriai protein, mKJN/\ 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_000123 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM UUlVoi 


TT * ** * 1 A.' 1 j • 1 C* * 

Homo sapiens excision repair cross-compLementmg rodent repair deficiency, 
compLementation group 1 (includes overlapping antisense sequence) (liKCCl), 
mKJN/v 


IN IVL u uu z> uz 


nomo sapiens eosmopnii peroxiuase yrLrys^)^ niKJN/v 


A.TA/T fin 1QQ1 


nomo sapiens epidermal growtn iactor receptor patnway suustrate id (croij j, 

mRTsJ A 

1 11 IN. IN /A 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


inivi uuiyou 


nomo sapiens epimorpnm ^Lj/riivij, rnrviN/\ 


IN IVL UUL<4oL 


nomo sapiens erythrocyte memoiane piotem oand ^+.i-iiKe z ^i^r rs^ii^zj, mKJN/v 


IN IVL UU14J)U 


nomo sapiens endotneLLaL rv\o domain protein l ^i^r/\oi j, niKJN/\ 


IN IVL UU1 y 1 1 


nomo sapiens glutamyl ammopeptidase ^ammopeptidase j\) y&Nriir j, miviN/\ 


TvTA/f C\C\ 1 Q7/1 
IN IVL UUlV/4 


nomo sapiens egi-LLKe module containing, mucin- iLKe, normone receptor- iLKe 
sequence 1 (EMR1), mRNA 


IN IVL UU1H-ZD 


nomo sapiens epitneLiai memurane protein j ytiNLr d miviN/\ 


TvTA/T fin 1/1 OA 
IN IVL U U L ^fZ^f 


nomo sapiens epitneiiai memorane protein z ^i^ivLr zj, mtviN/v 


IN IVL UUL^+Zj 


nomo sapiens epitneiiai memDiane protein i ^tiiVii^i j, mrciN/\ 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


JNJVL UUL41V 


nomo sapiens ii.L/YV (emoryonic LetnaL, aonormaL vision, JJrosopniLa)-LiK:e L (nu 
antigen R) (ELAVL 1 ), mRNA 


JN1V1 UU1V/Z 


nomo sapiens eiastase z, lieutiopmi (ri/LAZ), mKJNA 


JNJvL UULV/U 


Homo sapiens euKaryotic translation initiation iactor jA (c,lr jA), mKJNA 


NM001418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 

m K IN A 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 

(J^ir4r!,r$r J), mivlNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


JNM UU141o 


Homo sapiens eukaryotic translation initiation factor 4 A, isoform 1 (EIF4A1), 
mRNA 


JNM_UU375i 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


A.TA A nniC/CQ 

JNM UUIjoo 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 

rPIT-r^Q^ mt?TsJA 

^lilrJoOJ, in K IN /\ 


NM_003754 


Homo sapiens eukaiyotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(r^lrzbi), mKJNA 


TVTA /T A AO A AO 

NM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 

(r^lr ZoZ), m K IN A 


JNJVL uuiyoo 


Homo sapiens enoyl-Coenzyme A, hydratase/3- hydro xyacyl Coenzyme A 
cenyarogenase (c,nn/VL>nj, nucLear gene encoding mitocnondriai protein, 

111 Iv IN /A. 


i>iivi uuiyoj 


nomo sapiens eauy giowiii lesponse ^jj/Vjivh-j, mrvrN/\ 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


INIVL UUl^+UO 


nomo sapiens epnim-JDo {Hr in r>^ j, mrviN/\ 


iMivi uuiyoz 


nomo sapiens epniin-zo ^j^riN/o j, mrviN/\ 


JNIVI UU14U0 


riomo sapiens epnrm-/\z yur in/\zj, mrviN/\ 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


JNJV1 UU19jo 


riomo sapiens euRaryotic translation elongation lactor l alpna z (J^br l AZJ, 
mrvLN/v 


IN1V1 \J\J iy DO 


nomo sapiens enQotnenn z (r^uiNZj, mrviN/v 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


JNJVL_UU.3 / / J 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 

mKJN/A 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


jnivl uuijy/ 


nomo sapiens enciotneim converting enzyme i (r^Uiiij, mrvJN/\ 


JNM UU3z4U 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


JN1V1 UU !V4o 


riomo sapiens clU lr pyiopnospnatase (JJU l ), mKJNA 


JNJVL UU1V4J 


Homo sapiens uipntneria toxin receptor (nepann- binding epidermal growtn 
lactor-iiKe giowtn lactoi ) yiJ iivj, mrviN/\ 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


JNJVL kJkJiyjo 


Homo sapiens down-regulator 01 tianscription i, lor -binding (negative coiactor 
2) (DR1), mRNA 


JN1VL UUIjo/ 


Homo sapiens dinydiopyrimidiiiase-iixe d (JJr y oLj), mKJN/V 


TvTA A MM 1 OOC 

JNM UUUoj 


Homo sapiens dihydropynmidinase (DPYS), mRNA 


JNJVL vViyjj 


Homo sapiens dipeptidylpeptidase IV (CJJZo, adenosine deaminase complexmg 

pioiem L) (Ur r4 j, mrvlN/A 


INJVl UlooOJ 


riomo sapiens Qoncnyi-pnospnate mannosyitransierase poiypepiiQe z, regulatory 

SUDUlllL \L/r IVIZ J, mrvJN/A 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


TsJA/f HOI 

jnjvi uui j> /y 


riomo sapiens uin/a ^cyTOSine-D-j-metnyiiiaiisierase i ^ujnjvii i j, mrvrN/v 


JNJVL UU 1 J) /J 


riomo sapiens ceoxyiiDonuciease 11, lysosomal ( u in /Aoiizj, mrviN/\ 


JNJVL UU 1 0 /4 


riomo sapiens QeoxyiiDonuciease i-iiKe z (^iJiN/\oriiLZj, mrviN/\ 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


JNJVL KJvlyjj 


Homo sapiens dinydroiipoamide o-succmyitransierase {r,z component 01 z-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


"XT A A AA1 T^A 

NM 001360 


Homo sapiens 7 -dehydrochole sterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mKJNA 


NM 001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3 -alpha hydroxy steroid 
dehydrogenase, type III) (AKR1C2), mRNA 


NM 000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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JNJVL UUU/oV 


Homo sapiens drpeptidyL carboxypeptidase 1 (angiotensin 1 converting enzyme ) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


JNM (J(JU7oo 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NM001919 


Homo sapiens do decenoyl- Co enzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


"X TTV If (\ (\ 1 n 1 o 

NJVL 01)1918 


Homo sapiens dihydrolrpoamide branched chain transacylase (bz component ot 
branched chain keto acicl dehyarogenase complex, maple syrup unne disease) 

{Ud 1 J, In K IN /\ 


xTiv/r nn 1 

iMlvl UUUDZ 


riomo sapiens jl/ site oi aiuumm promoter (aioumin jli-doxj DinQing protein 
(DBP), mRNA 


JN1V1 UUlJOl 


nomo sapiens QeieteQ m azoospermia- iiKe ^u/\z>lj, mivrN/\ 


xta/t nm ^^n 
jnjvl uui jjU 


nomo sapiens Qeatn-associateci protein o {up^^j^), miviN/v 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


JNJVL Ulo4/Z 


riomo sapiens ut-is^ oncogene (Ijjna binding) ( lj tJ v ) , m i< in a 


IN IV1UUU / /o 


riomo sapiens cytochrome F4M), subtamily lllA (mphedipme oxidase), 

pOLy pep tide J (Lir jAjJ, mrvlNA 


TvTAyr nn 1 Q 1 A 

jnjvl uuiyio 


nomo sapiens cytocnrome c-i x l^i^i, m ix in a 


TvTA/f nn 1 o 1 /i 


nomo sapiens cytocnrome bo idjJ, nucLear gene encoding mitocnondriaL 
pioiem, iiiiN. 1 > f\ 


Mi\/T nn^ Q9 8 


nomo sapiens Laaa dox i ^laai j, h i is. i > /a 


tsja/t nn^/^1 1 

InIYI UUjOI 1 


nomo sapiens ciuo iiiosoiiie js^ open leading name z) ^^y^vjxvrz) itiivina 


rNlVl UUj40 / 


nomo sapiens cnemoKine ^ -y\.-v^ monij, recepior h ^iusmj ^ y\i^ ivh- ^, miviNA 


rNivi uui jjo 


nomo sapiens coxsacKie virus anci acienovirus receptor \k^j\^\ljis^)^ mrviNA 


TsJA/T nn^zL78 


nomo sapiens cuiim j ^L/Ulj j, miviNA 


xta/t nn^ 


nomo sapiens cuinn z ^i^ui^zj, mrvrNA 


1M1V1 UUI J JO 


nomo sapiens catnepsm ^ i oz^j, in iv in /a 


IMlvl UUI J JJ 


nomo sapiens cairiepsin w ^lympnopamj ^\^iow mrviNA 


1M 1V1 UU I7IZ 


nomo sapiens cainepsm l ^ i oi^j, mrviMA 


rNivi uuijoj) 


nomo sapiens cainepsin lz ^ 1 olz j, mrvi>i a 


isjA/T nnn^Q^ 

1N1V1 \)\J\)Dy\J 


nomo sapiens catnepsm jv ^pyciiocLysosTOsis^ y^*- &rs^), mrvi\iA 


xta/t nn 1011 

iNlvl UU I7I 1 


nomo sapiens cainepsm kj ^^i ouj, mrviNA 


IN 1V1 UU I7IU 


nomo sapiens catnepsm c i oJ_/j, mrviNA 


INIVI UUI7U7 


nomo sapiens cainepsm u ^lysosomal asp any i proteasej i o-L'^, mrviNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


XTA/T nn 1 on$ 
jnjvl vviyvo 


nomo sapiens catnepsm r> (L^i o-dj, miviNA 


NM 001907 


Homo sapiens chymotryp sin- like (CTRL), mRNA 


TvTA/f nn 1 on a 
JNJVL UUlVUo 


Homo sapiens chymotry]3smogen r> 1 (U 1 K±> 1 ), mKJN A 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


NM 001904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNB1), 

111KJN A 


JNM_Ulo / Vo 


Homo sapiens catenin (cadherm- associated protein), aLpha-Luce 1 (C1JNJNAL1), 

mLvJN A 


aja/t nn 1 on'j 

1N1VL UUiyiO 


nomo sapiens catenm ( cadneim- associated pro teinj, aipna i (iuzkuj 

^ i in rN A i mrviNA 


IN 1V1 UU 1 "UZ 


nomo sapiens cystatmonase ^cystatmonme garnma-iyase^ ^i^in^, mrviNA 


1MIV1 UU17U1 


I— I / x\~\ i \ nifnc cnnn * 1 1 \, 1 1 c *c 1 1 r* o"T*o\xrt"ti f!Fir*toT* ^ 1 P ^ tyiT?"MA 
±±VJ111VJ odlJlC'll& L/VJ1111CV^ Ll V C i^lVJWLll IClL/LVJl I V/ 1 VJl 1, 111 IV i > J\ 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cy statin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocy statin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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JNJVL UU loyy 


Homo sapiens cystatm b (Ub 14), mKJNA 


rviivi uuuuyy 


nomo sapiens cystatin (amyloid angiopatny and cereorai nemonnage) (L^o i 3), 

1 1 1 IVl >J /A 


rNIVl UU1.3ZZ 


n u 1 11 o sapiens cysiaim o/\ ^ ^ o i zj, iiirv i \ /\ 


1M1V1 UUIO7O 


nuini) sapiens cysiaxin oin ^1^0 1 i miviM/\ 


TsJA/f 001^91 
INlVl UU1J>Z1 


nomo sapiens Lysieme anci giycme-ncii pioiem z ^Loivr z mivi\i/\ 


TvTl\/f 001 SQ/^ 


riomo sapiens casern Kinase z, aipna piime poiypepucie ^l^oinjvz/vzj, mrviN/\ 


TsJlVt 001 RQ^ 


numu sapiens casern Kinase z, aipna i puiypepncie ^^kDi>is.z/\i mrviN/\ 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


XTA/l 001 
INIyI UUI07J 


riomo sapiens casern Kinase i, oeita ^i^orNiviijj, mrvrN/\ 


XTA/T 001 QQ9 

rsiivi uuioyz 


riomo sapiens casein Kinase i, aipna i ^L^oiNivi/\i mrviN/v 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


JN1VL UUlo^U 


riomo sapiens casern, aipna (UoJNij, mKJNA 


JNJVL VVV/OV 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
m iv in /\ 


IMJVL UUU/jV 


nomo sapiens colony stimulating tactor ^ ^granulocyte) (Lorjj, mKJN/\ 


JNJVL UUU/Oo 


nomo sapiens colony stimulating iactor z ^granuiocyte-macropnagej ^L^orz^, 

m T? AJ A 
1 1 1 Iv In /A 


TvJA/T 0007^7 


nomo sapiens coiony siimuiaimg iacior i ^niaciopnagej ^L/on j 9 mrviNy-v 


TsJA/f 00^/^ 1 


no in o sapiens coiu shock cioniam proiem i\ (L^L/Aj, 111 ivi n /-\ 


TvJA/T 001 ^ 1 ^ 
rNIVl UU 1 1 


nomo sapiens miiogen-aciivaieu proiem Kinase ih- ^ivrrvr ivih- j, hi is. i >j /a 


AJA/T 001 ££zl 
1>1V1 UUlOO'4' 


nomo sapiens caniiage iinKing pioiem i iv i l i mrvi>j/\ 


TsJA/T O0 1^1^ 
1M1V1 UU 1 jl j 


nomo sapiens coiiapsm response meuiaxor protein i ^^rviviri j, mrviM/\ 


NM 001312 


Homo sapiens cysteine -rich protein 2 (CRIP2), mRNA 


A.TA/T O0 1^11 

JNJVL UU 1 D 1 1 


nomo sapiens cysteine-ncn piotem i (mtestmaij (LKir i j, mKJN/\ 


TvTA/T 0007^/^ 
JNJVL UUU/ 00 


nomo sapiens corticotropin leieasmg normone ^L^rvnj, mrviN/\ 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


JNJVL UUJoM 


nomo sapiens ceiiuiai lepiessor 01 rj/i/V-stimuiateci genes (LJvbuj, mKJN/\ 


NM001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 

m K IN A 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


JNJVl_UUJoU5 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


JNM UUlo/7 


Homo sapiens complement component (3u7Epstein Barr virus) receptor 2 (CR2), 
mRNA 


JNM UUUUVo 


riomo sapiens carnitine palmitoyltransierase 11 (Lrlz), nuclear gene encoding 
mitochondrial protein, mRNA 


\T \ ^ AA1 O '"7 /T 

JNM UUlo/o 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1A), nuclear gene 
encoding mitocnondrial protem, mKJN A 


TvTA/f AA1 O'VC 

JNJVL UUIo/j 


nomo sapiens carbamoyl-pnospnate synthetase 1, mitocnondrial (Urol), nuclear 
gene encoQing mitocnonuriai piotem, mrvrNA 


TvTA/T OOOOQ7 
JNJVL UUUUV / 


nomo sapiens coproporpnyrmogen oxiaase (coproporpnyria, naraeroporpnynaj 

/^ppn^ ml? XT A 


TsJA/f 001871 
rNlVl UU 10 / 1 


nomo sapiens caiDOxypeptiuase di ^tissuej ^^±±31 mrviNA 


TsJA/T 001 870 
1N1V1 UU 1 O / U 


nomo sapiens caiooxypepuciase aj ^masi ceii^ ^^rAj) j, mrviMA 


TsJlVt 001 RAQ 


nomo sapiens caruoxypepiiciase az ^pancreaiic j az ^, mrvi>j a 


tsja/t 001 


±±VJ111VJ odlJlC'll& V^Cll ULIA.V jJClJ LlClCl&C/ AI I UclllV^l CclLlV^ 1 ^ v_ I / V 1 1, 111 I\ 1 N / V 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


in ivi uu i zyy 


nomo sapiens caLponm i, uasic, smooin muscLe ^l^inini niKJN/v 


in ivi uuizy/ 


nomo sapiens cycLic nucLeoTicie gated cLianneL Deta i ^linvjdj ltlkjna 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_U(J357U 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


X T N /f AA 1 OT/ 

JNM (JUloJo 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone -repressed prostate message 2, apolipoprotein J) 

(LLU), mKJNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 

(LLJ:^ 1 IVL 1 J, mKJNA. 


JNJVL Ulo4/o 


nomo sapiens cysteine and gLycme-ncn protein d (cardiac lijvl protein) 

(L^ orCl^ j J, 1YLKJN J\ 


NM 001293 


Homo sapiens chloride channel, nucleotide- sensitive, 1A (CLNS1A), mRNA 


JN1V1 UUJZ / / 


riomo sapiens ciaudm j (transmemDrane protein deleted in veiocaidioiaciai 
syndiome ) ^l^-LUINO iiijvLNA 


AJA/f AAIIAA 


nomo sapiens cLaudm j (LxLiJiN jj, mKJNA 


IN IVL UUloZV 


nomo sapiens cmoriGe cnanneL j ^l^i^l^injj, mKiNA 


INIVl UU1Z54 


nomo sapiens aQaptor-reLaied proteLn compLex sigma i suDunn (ArjoJ 

111 Iv IN /A 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


TsJA/f nn 1 so a 

INIVL UUloZO 


nomo sapiens lulzo pi oiem Kinase i ^l^js^oi mKiN/\ 


AJA/f nm QO/I 
INIVL UUloZH- 


nomo sapiens cieaime Kinase, muscle ^l^jvivij, itikina 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


JNIVL UUlZol 


nomo sapiens cytosKeLet on-associated pi ot em 1 (LJvAFij, mKJNA 


NM 003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 

-fa. ~v T" m-^ y~X -A-aK la. y— x / — 1 -4-a« lya. _y— x l^a. -w- -r y^J a^ 1 j "V . 'H .--^ MM f !' Ill -ri'V^ 1 J l^k 1 f\ 

pyiopiiospnonydroiase (Lii^K), mKJNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


JNM (J(JJo54 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


A.TA A~ AAA7C A 

NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


ma a nnm/in 

JNM (J(JU/4y 


Homo sapiens cnolmergic receptor, nicotinic, beta polypeptide 3 (CHKNJ3J), 
mRNA 


NM (J(JU/4a 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


\t \ 4 AAA7/I^ 

JNM (JUU74o 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


A.TA T AAAT/1 C 

NM 000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


TVTA yT AAAT/I /I 

NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRN A4), 

mKJNA 


JNJVL UUU/4J 


nomo sapiens cnolmeigic receptoi, nicotinic, alpLia poLypeptide 5 (LrlKlN A j j, 

111KJNA 


TsjA/r nnn749 

IN 1V1 UUv / H-Z 


nonio sapieiis ciioiiiieigic lecepioi, iiicuLiiiic, aipiia puiypepucie z ^iieuioiiai^ 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscaiinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic l (CHRMl), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


JNJVL UUloZl 


nomo sapiens cnoroiQeremia-iiKe ^tcao escort protein zj (^nivLL), itikjna 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


JNJVL UUlZoV 


nomo sapiens cmomosome condensation i (unui), mKNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


X T \ A AA ion 


Homo sapiens c arc ino embryonic antigen-related cell adhesion molecule 4 
(LbALAM4), mRNA 


ATA A f\C\ 101^ 

JNJV1 UUlolo 


riomo sapiens carcinoemoryonic antigen-reLated ceLL adnesion moLecuLe o 
(CEACAM8), mRNA 


"\TA ft f\f\ 1QK 


riomo sapiens carcinoemoryonic antigen-reLated ceLL adnesion moLecuLe d 

(L^ii/\^/VJVlj J, mKJN/\ 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


JNJVL UUloU 


riomo sapiens centromere protein (jIZkUJ (LJ^NrVbj, mKJNA 


JNJVL UUloUo 


Homo sapiens caiooxyi ester npase-iike (one salt- stimulated npase-iiKej (Lr^LLj, 

m K IN A 


JNJVL UUloU/ 


rioiiio sapiens caiooxyi ester lipase (one sait-stimuiated lipase ) {k^CjL^)^ mrviN/\ 


JNJVL UUloLO 


nomo sapiens L^L^/\/vi/ennancei omding protein ^wiiJ3i^j, epsnon yK^iiDrii,), 
mRNA 


JNJVL UU1ZO0 


nomo sapiens caucai type nomeo oox transcriL^tion iactoi z yy^u j^z j, mrviN/\ 


JNJVL UUloU^f 


nomo sapiens cauuai type nomeo oox transcription iactoi 1 (ljjaj j, mrviN/\ 


ata/t nn 1 sn^ 

JNJVL UUloUJ 


nomo sapiens l u w dz antigen (^/vivir j\ i n- 1 antigen ) { l u w dz j, ni iv in /\ 


JNJVL UU1Z04 


nomo sapiens conieodesmosm (l^UoJN j, mKJN/\ 


ata/t nnn^Q 

JNJVL UU1ZOJ 


nomo sapiens ciJJr-diacyigiyceioi syntnase (^pnospnatidate cytidyiyLtransierasej 
1 (CDS1), mRNA 


ata/T nn 1 sn 1 

JNJV1 UUloUl 


nomo sapiens cysteine Qioxygenase, type i ^i^uui ^, mrviN/\ 


ATA/f nfi17AQ 
JN1VL UU 1 / OV 


nomo sapiens ljjv antigen (pZ4j y\^Dy) v mKiN/v 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


ATA A C\f\1QH A 

JNJVL UUJo/4 


nomo sapiens CJJo4 antigen (leukocyte antigen) (LL)o4), mKJNA 


JNM UUl/ol 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


ATA/T f\C\'\HQf\ 

JNJVL UU 1 /oU 


nomo sapiens UJJo^ antigen (melanoma 1 antigen) (UJJoJ), mKJN/V 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 

( L 1J JO J, ni Iv IN A 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM UU1777 


Homo sapiens CD47 antigen (Rh-related antigen, mtegrm-associated signal 
transducer) (CD47), mRNA 


TVTA /T AAA1T5 

NM_UUU7JJ 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 

mKJNA 


NJVL UUU/JZ 


nomo sapiens UJJJJJ antigen, delta polypeptide (lilj complex) (UJJJJJ), 

-rv»X> AT A 

1T1KJNA 


ATAjf fini 77A 
1N1VL UU1 / / O 


nomo sapiens ectonucieoside tnpnospnate dipnospnonydroiase i (J^in JrJJi ), 

111 IV IN /A 


AJA/r nn 1 

INIVI UU 1 / / J 


nomo sapiens k^ljdo antigen ujtO ) [k^ljjo), mrvi>i/A 


ata/T nn 1 11 A 


nomo sapiens j> / antigen ^ vj j / j, 111 iv in /a 


ata/t nn 1 77^ 

INIVI UU V / I D 


nomo sapiens luj^ antigen (luj^j, mrviN/\ 


ATA/T nrna^n 


I — I / X / \ CQTMPUt? C1 oil/ 1 n/» 1 / 1 ImT! rim ft t (T 1 1 t"^» 1 / » 1 n ^ / QIt^~it l—i ^ ^ fYl T? ^VT A 

nomo sapiens sialic acici Dincung ig-iiKe lectin j ^oiv_i-LJ_/^j ), mrvi>j/\ 


NM 001745 




NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD ID antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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JNJVL UU 1 /04 


nomo sapiens tu 1 1> antigen, d polypeptide [\sLj id), itikjna 


JNJVL UUlOJO 


nomo sapiens cnemoKine (L^-l^ motiij leceptoi / (L^rv/ j, mKJNA 


JNJVL UU 1 OD 1 


nomo sapiens cnemoKine motnj receptor d ^v^v_ivj niKJN/\ 


NM_001758 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

rv» T? AJ A 

111 Iv IN r\ 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


ATA 4" C\(\C\H1C\ 

JNJVL UUU/JU 


riomo sapiens cnolecystokmin A receptor (UCrLAK), mKJN A 


JNJVL UU 1 / J 1 


riomo sapiens carbonyl reductase 1 (LrJKlj, mKJN A 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1 ; 
amil oncogene) (KUJNAi), mKJNA 


JNJVL UUJooo 


Homo sapiens calcium/calmodulin- dependent serine protein kinase (MAGUK 
iamiiyj ^L^Aorvj, mrvlNA 


aja/t nn 1 'TzL'? 
JNJVL UU 1/4/ 


nomo sapiens capping piotem (actm tuamentj, geLsonn-iiKe (tAJ^uj, mKJNA 


NM_001744 


Homo sapiens calcium/calmodulin- dependent protein kinase IV (CAMK4), 

ITlrviNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


TvTA/T nm 7/10 

JN1VL UU1 /4z 


riomo sapiens calcitonin receptor (LALLKj, mKJNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


JNM_UU07z7 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 1 
(CACNGl), mRNA 


JNM (JUU/ZO 


Homo sapiens calcium channel, voltage- dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage- dependent, beta 3 subunit (CACNB3), 
mRNA 


ATA A (\ f\ /"m A 

JNM U(J(J/z4 


Homo sapiens calcium channel, voltage- dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_UUu7z3 


Homo sapiens calcium channel, voltage- dependent, beta 1 subunit (CACNB1), 
mRNA 


X T \ A AAATO 1 

JNM (J(J(J7zl 


Homo sapiens calcium channel, voltage- dependent, alpha IE subunit 
(CACNA1E), mRNA 


JNM_UUu7zu 


Homo sapiens calcium channel, voltage- dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


JNM UUU/1V 


Homo sapiens calcium channel, voltage- dependent, L type, alpha 1C subunit 

(CALJNA1C), mKJNA 


JNM UUU/lo 


Homo sapiens calcium channel, voltage- dependent, L type, alpha IB subunit 

(^ALJN AlrSJ, mKJNA 


AvTA/r nn 1 t^q 

JNJVL UUl / DZ7 


nomo sapiens caroonic anny erase va, mitocnonuriai (laj a j, nuciear gene 
encoumg niiLOcnoiiciriai piotem, iiikj>i/\ 


IN 1V1 UU 1 / jo 


nomo sapiens caruomc annyurase i ^ v_ /\ i j 9 iiiix i > /a 


TsJA/T nn 17^7 
INIVI UU 1 / D / 


1 1 / \ 1~>~1 / "V L ' ^1 1^\ 1 /^l^l L' / * / A 1~>~1 1 I^T 1^1 / * / A 1^\^1 1~\ / \ n "i" O CV\ 1^>^1 F? Avl A 

nomo sapiens complement component y \\^y), mrviN/\ 


tsja/t nni7^^» 

1M1V1 UU 1 / J)0 


1 — 1 / -v m / ^ o ot^i n c / * / \ ill i"\ 1 am n ^ / * / a m / \ n a^>+ ^ -r*/^*/~» phIav 1 ( ^ ci 1 i cretin / \\ ( ( 1 ^ T? 1 \ rvi T? A 

nomo sapiens complement component j icceptor i ^i^oa ugancij ^^z)rvi mrviM.rv 


IMIVI UU 1 / JJ 


nomo sapiens complement component j \\^z> mrvi>/\ 


1M1V1 UUj7jO 


nomo sapiens cnoiesteroi z^-nyciroxyiase ^L/nzjnj, mtviM.rv 


TsIA/T nn 17^4 
IN 1V1 UUl / J t- 


nomo sapiens compieiiieiii component i, s suocomponent ^^ioj, mrvi>/\ 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


tsja/t nn 17^0 

JNJVL UU 1 / jZ 


nomo sapiens Dutyiopniim, suDiamuy i, memDei j\l ^oirMii-vij, mrvr>/\ 


mjvt nn 17^1 

1M 1V1 UU 1 / J) 1 


nomo sapiens j_>-ceii Lidiisiocanoii gene i, diiu-pioiiieiaiive ^r>ivji iiitsssiA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP -binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


ati\/t nm 11^ 

JNJVL UU1 /Zj 


nomo sapiens DactericiQai/pernieaDiiiry-increasmg piotem (r>rij, mrviNA 


AJA/f nn 1 ha 

JN1V1 UU1 /Z4 


nomo sapiens z,j-Dispnospnogiycerate mutase yr>r oivij, mrviNA 


JNJVL UU 1 / 


riomo sapiens Duiious pempnigoia antigen 1 (zju/Z4ukijj (rSrAOij, niKiN/\ 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


ATA>f Afil 111 

JNJVL UU1 /ZZ 


riomo sapiens rSNM (rSriJ^zij tempeiature sensitivity complementing (rSNM ij, 
mRNA 


JNJVL UU1 /Zl 


riomo sapiens J3iviys. non-receptor tyrosine Kinase (DiviyL), mKJN a. 


JNJVL UU1ZUJ 


riomo sapiens Done morpnogenetic protein leceptoi, type IJ3 (oiviFKirij, mKN/V 


NM_00 1 720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP 8), 
mKJN A 


JNJVL UU1 /IV 


Homo sapiens bone morpnogenetic protein / (osteogenic protein i) (J^JVLr /j, 

mrvLN A 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


TvTA /T 1 1 
JNM UUU/13 


Homo sapiens biliveram reductase r> (llavm reductase (NADrri)j (dLVKJd), 

w»T? AT A 
111 K IN A 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


ATAvf C\C\ 1 7n 

JNJVL UU1 / 1 D 


riomo sapiens Detaine-nomocysteine metiiyitiaiisieiase (r>riiVLi j, ihkna 


ATA/T 

JNJVL UU 1 / 1Z 


Homo sapiens carcmo embryonic antigen-related cell adnesion molecule 1 
(Dinary glycoprotein^ (l cal aivii mrviNA 


JNJVL UU 1/11 


nomo sapiens Digiycan ( t5 vj in mrviN a 


ata/t nnn7 1 1 

JNJVL UUU /ll 


nomo sapiens Done gamma-carDoxygiutamate i^gia ) protein (^osteocalcin ) 

TROT AP^ mRAJA 
I^DU L/A I J, 111 IV IN /A 


ATA/T Of! 1 7flQ 


nomo sapiens Diain-ueriveci neuroiropmc iactoi ^r>r^iNr j 9 mrviN/\ 


ATA/f nnn7 1 n 

JNI1V1 UUU / 1 U 


nomo sapiens DiaciyKinm receptor d i ^ d u ia in d i in in in /\ 


ATA/T 001707 
JN1V1 UU 1 / U / 


nomo sapiens r>-cen ^i^i^/iympnoma / d ^ t5v^i^ / d j, m in in /\ 


ata/l nn 1 ic\f\ 

IN 1V1 UU 1 / UO 


nomo sapiens o -cc 11 lll/ iyiiij)iiuiiici o ^zmc imgei proiem dij ^dl-loj, mis. in /a 


ATA/T HO ^Q91 
1N1V1 UUjVZI 


nomo sapiens r>-ceii v^r^r^/ lympiioma iu ^rj^-i^iu^, in in in j-\ 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCASl), mRNA 


ata/t nm 1 

IN1V1 UU 1 lOO 


nomo sapiens r>^i^z-aiiiagoiiiST/Kiiiei 1 ^jz>/\is.i j, mrviN/\ 


NM 001704 


Homo sapiens brain- specific angiogenesis inhibitor 3 (BAI3), mRNA 


ATA/T fin 1 7H1 

JNJVL UU 1 /Uj 


nomo sapiens biam-specitic angiogenesis mnibitoi z (^rSAizj, mrCJNA 


NM UU1 /UZ 


Homo sapiens brain- specific angiogenesis inhibitor 1 (BAI1), mRNA 


ATA A AA1 1 OiC 

JNM UUlloo 


Homo sapiens BTB and CNC homology 1 , basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


ATA/f nn 1 7M 1 

JNJVL UU1 /Ul 


nomo sapiens bile acid coenzyme A ammo acid JN-acyitransterase (^giycme JN- 
choloyltransferase) (BAAT), mRNA 


ATA/T C\C\ 1 1 OC 

JNJVL UUIIoj 


nomo sapiens aipna-z-giycoprotem 1, zmc (AZOF 1 ), mKJN A 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


JNM_UUUU5J 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


ATA A AAIH/I C 

NM UUJV45 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


ATA A (\(\ *\ 

NM UUloyo 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
31kD (ATP6E), mRNA 


ata a r\r\ i izai 

NM UUloVJ 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, jo/jokjj, isoiorm z (/\ir orj>zj, miviNi/\ 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM 001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alplia polypeptide, /UkL), isoiorm 1 (AlroAlj, mKJNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
suuunit (oligomycm sensitivity conierrmg protemj (AIFjU), mJ<JNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (Airorsj, nuclear gene encoding mitocnondiiai piotein, iiikna 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


JNJVL (J(Jloo4 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 
mRNA 


TvTA A AA 1 /COO 

JNJVL OOlooz 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


"XTA A AA1 /CO 1 

JNJVL (JUlool 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


JNJVL (JUlo/y 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypejDtide (ATP1B3), 
mRNA 


JNJVL (JUlo/o 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


"XTA A AA1 £LT~I 

NM UUlo/7 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP IB 1), 
mRNA 


A.TA A C\C\C\Hf\1 

NM_(J(JU7(J3 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 poly]3eptide (ATP 1 A3), 
mRNA 


NJVL U(JU/(Jz 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1A2), 
mRNA 


NJVL 000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), 

DAT A 

mKJNA 


NJVL UUUUM 


rlomo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


N1V1 UU lO/ J 


rlomo sapiens activating nanscription tactor 4 (tax-responsive ennancer element 
r>o / ) {J\ 1 r 4 J, mrvlN/v 


TvTA/T fin 1 /^"7^ 


riomo sapiens asparagme syntneiase ^/\orMoj, mrviN/\ 


NM 000048 


Homo sapiens arginino succinate lyase (ASL), mRNA 


N1V1 UUlo/U 


rlomo sapiens armadillo repeat gene deletes m veiocardiotaciai syndrome 

/ A D\ f7 \ DMA 

(AKVLr J, 111 iv IN /\ 


INIYI UU1 1 /V 


riomo sapiens AUr -riDosyiTiansieiase j ^/\rvi j j, mrviN/v 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


AJAyT MM 1 1 TO 
JN1V1 UU1 I/O 


t 1 y~V 444 i-i A X 44 4 44. 44w T" 1 L4 "W T" 44 , *v , ^ -v 44 L4. , *v -^4 44 V , ^ a*-^ 44. 4r~ ✓ "X 44 44 1 j^fc 1 ^- -v 44 ^4»/A 44 /I 1 y^X i^v 4— ✓ x 44 1 4 1 »- ^4 § f\. 1 J 1^. 1 1 

rlomo sapiens aryl nydrocaroon receptor nuclear trans locator- HKe (/ykn ilj, 
ni in. in /\ 


1M1V1 UUlOOo 


nomo sapiens aryi nydiocaiDon receptoi nucieai tiansiocator ^/\rviN i j, mr<JN/\ 


iNlvl UU 100/ 


nomo sapiens AUr -riDOsyiation iactor-iiKe z ^/\ivuz j, mrviN/v 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 

111 IV IN /\ 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


N1V1 UU 1 00 1 


!l_ J x J -> ~> /\ * — 1 j^-v 4,4^ 4 >-4 44 / 1 ^\ 1 ill 444 L4. s "X / 1 -w- -r 1 ^"4 < J y™4 44 ✓ ^ 4^~ X 44 /I 1 -1 1 r- ^4 / /4 1 J 1 j / 1 1 \ 44y^ 1 J 1 / \ 

rlomo sapiens AUr-riDosyiation iactoi 4-iiKe (Arvr4Lj, mKJNA 


NM UUlojy 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM UUlOJ/ 


Homo sapiens ampniregulm (scnwannoma-denved giowtn tactor) (AKc/OJ, 

mivTM A 


NM_001654 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 

m T? TvT A 

1 1 1 IV 1 V r\ 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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rNlvl UU104/ 


noiiio Sapiens dpo lipoprotein u yi\r kjlj), mrvrNA 


NM 001646 


Homo sapiens apo lipoprotein C-IV (APOC4), mRNA 


XTA/T C\C\CYXSIA 

rNivi uuujo^ 


nomo sapiens apoiipopiotem r> ^lnciuoing Ag^xj antigen j {/\r kjd), iiikjna 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


JNJVL UU1 1 Oo 


riomo sapiens DacuLoviraL 1AF repeat-containing j (surviving (JdIKC 0 j, mKJNA 


NM 001167 


Homo sapiens baculoviral IAP rep eat- containing 4 (BIRC4), mRNA 


\ij i\ f\{\ 1 1 /•/! 

N MOO 1 164 


Homo sapiens amyloid beta (A4) precursor protein- binding, tamily B, member 1 
(reojj (Ar\t>r>l), mKJNA 


JNJVL UU lloJ 


riomo sapiens amyloid beta (/V4j pi ecurs or protein- binding, tamily /V, member 1 

/ V 1 1 \ / A DU A 1\ rvi T? AT A 
(A 1 1 J (AI dA 1 J, ni lv IN /\ 


JNJVL UU 1 lO 1 


riomo sapiens nudix (nucleoside dipnospnate Linxed moiety y^j-type motii z 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AO AH), mRNA 


JNJVL UUIOjU 


riomo sapiens aniiexm Ao (AJNt^/VoJ, mKJNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


"VTA K 1 \ /\ 1 1 C i~\ 

NMOO 1 152 


Homo sapiens solute earner tamily 25 (mitochondrial earner; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM UU1151 


Homo sapiens solute earner tamily 25 (mitochondnal earner; adenine nucLeotide 
trans Locator), member 4 (oLLzjA4j, nuclear gene encoding mitocnondnaL 
protein, mRNA 


"\T\ It AA1 1 f A 

JNM UUIIjU 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pl50) (ANPEP), mRNA 


TvTAyf nm 1 A 

JN1VL UU1 14o 


riomo sapiens angiopoietm i (AJNOr i ij, mKJNA 


JNM uuuow 


riomo sapiens amyLase, aLpLia zA, pancreatic (AMYzA), mKJNA 


JNM UUU481 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 

( A 1\/IT"\ t-»T DMA 
(A1V1 1 J, mKJNA 


JN1VL UUU4oU 


riomo sapiens adenosine monopnospnate Qeammase ^lsoiorm a.) (^Aivir u^j, 

mrvi>j IA- 


xta/l nm 1 

1M1V1 UU1 


nomo sapiens auiocrme moiiiny iacior receptor ^/\ivirrvj, mrviM/\ 


INIVI UU 1 14 J 


nomo sapiens ameiogenm ^ 1 cmomosomej ^Aivini^i iiikjna 


NM 001633 


Homo sapiens alpha- 1 -microglobulin/bikunin precursor (AMBP), mRNA 


1NJV1 UUUO7O 


riomo sapiens didcnicionaxe 3 -lipoxygenase ^ai^\jt^3 mrviNA 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


JNM UUllJy 


Homo sapiens arachidonate 12-trp oxygenase, 12Rtype (ALOX12B), mRNA 


MA/f nnn/^nT 
JNM UUuoy / 


riomo sapiens aiacliidonate lz -lipoxygenase (ALUAlzj, mKJNA 


NM 001628 


Homo sapiens aldo-keto reductase family 1 , member B 1 (aldose reductase) 

/ A 1/ n 1 n 1 \ t> TvT A 
( A IV K 1 1> 1 J , mKJNA 


JNM_UU0o9o 


Homo sapiens aldehyde dehydrogenase 9 (gamma- aminobutyraldehyde 
cenycrogenase, r^j isozymes (ALUnvj, mKJNA 


jnjvl uuuoyz 


nomo sapiens aLuenyue aenyciiogenase z> ^Ai^unj j, mKJNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
cenyurogenase, pyrroiine-D-caruoxyLaie Qenycrogenasej (Ai^un4j, mKiNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


JNJVL UUUooV 


nomo sapiens aLdeiiyde denydiogenase 1, soluble (ALUrii ), mKJNA 


xTAyr nn 1 fill 
IN JVl uuioz/ 


nomo sapiens aciivateQ Leucocyte cetL aQnesion moLecuLe ^ai^l. Ajvij, iiikina 


NM_000688 


Homo sapiens amino levulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 



551 



(400/104) 



NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


IN 1V1 u u i ozz 


nomo sapiens aipna-z-rio-grycoprotern ^ahovjj, mKJNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


JN1VL VkJiLDj 


Homo sapiens aiamin (Ar JVL), itikjna 


TvTA A C\C\ 1 1 O 1 

JNJVL UU1131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


TvTA-T /inQO'JO 

JNJVLUUJyJo 


riomo sapiens adaptor-re latecl protein complex J, delta 1 subunit (AFJUij, 

ITlKlN A 


IN JV1 uu 1 1 z / 


riomo sapiens aQaptor-reiaieQ protein complex 1, oeia 1 suounit yj\r ir>i 
mRNA 


IN 1VL UUUO/O 


nomo sapiens adenosine azd lecepxoi ^/\i^^K^Z-t>j, mrviN/\ 


JNJVL UUUO/4 


riomo sapiens adenosine a i leceptor (auuka i j, mKJNA 


JNJVL UU1 1Z4 


riomo sapiens adienomeduiim (AUJVij, mrviNA 


TvTA/T nn 1 1 on 

JNJV1 UU1 1ZU 


nomo sapiens leTiacyciine Transporter- iiKe piotem ^ irj/irv/\iN j, mrviNA 


IN 1V1 uu 1 1 1 0 


riomo sapiens adenylate cycLase activating polypeptide i (pituitaryj receptor 

xype i ^ /\ vj \^ i /\r i rv i j ? in rvi n /\ 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


TsJAyr nn 1 ^ 1 ^ 

JNJVL UUlOlJ) 


nomo sapiens actm, aipna z, smootn muscie, aorta ^al j az j, mrviN/\ 
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CLAIMS 



What we claim is: 

A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

The siNA molecule of claim 1 , wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2'-0-methyl pyrimidine nucleotides. 

The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2'-deoxy purine nucleotides. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5 -end, the 3 '-end, or both of the 5' and 3' 
ends of the fragment comprising said sense region. 

The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 
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The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3 ' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 9, wherein the 5' -end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 31 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 31 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 31 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1. 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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ABSTRACT OF THE DISCLOSURE 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the 
treatment of any disease or condition that responds to modulation of gene expression or 
activity in a cell, tissue, or organism. 
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